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72 HowLtoLdiSwRMLtheLexecutionerLofLaxonLdegenerationcLNaturemStructuralmandmMolecularmBiologyaL
2021aLgnaLfebfg 17.6 2

71 wLrealbtimeLfluorescenceLassayLforLyPSFmhaLtheLnucleaseLforLprebmRNwLhSbendLprocessingcLRnaaL2021
aLgmaLffinbffki 5.8 1

70 ReconstitutionLandLbiochemicalLassaysLofLanLactiveLhumanLhistoneLprebmRNwLhSbendLprocessingL
machinerycLMethodsminmEnzymologyaL2021aLlkkaLgofbhgi 1.7 1

69 yrystalLstructureLofLaLthermophilicLfungalLcyanaseLandLitsLimplicationsLonLtheLcatalyticLmechanismL
forLbioremediationcLScientificmReportsaL2021aLffaLgmm 4.9 1

68 UmLdecipheredpLtheLmechanismLthatLformsLtheLunusualLhSLendLofLmetazoanLreplicationbdependentL
histoneLmRNwscLBiochemicalmSocietymTransactionsaL2021aLioaLgggobggie 5.1 0

67 zXOdRaifLenzymesLremoveLkSbendLFwzLandLdephosphobyowLcapsLonLRNwscLNucleicmAcidsmResearchaL
2020aLinaLlfhlblfin 20.1 12

66 MammalianLNudixLproteinsLcleaveLnucleotideLmetaboliteLcapsLonLRNwscLNucleicmAcidsmResearchaL
2020aLinaLlmnnblmon 20.1 17

65 RecentLmolecularLinsightsLintoLcanonicalLprebmRNwLhSbendLprocessingcLTranscriptionaL2020aLffaLnhbol 4.8 20

64 StudiesLwithLrecombinantLUmLsnRNPLdemonstrateLthatLyPSFmhLisLbothLanLendonucleaseLandLaLkSbhSL
exonucleasecLRnaaL2020aLglaLfhikbfhko 5.8 9

63 StructureLofLanLactiveLhumanLhistoneLprebmRNwLhSbendLprocessingLmachinerycLScienceaL2020aLhlmaLmeebmeh33.3 37

62 MetabolicLRegulationLbyLyyclicLdibwMPLSignalingL2020aLflfbfmk 0

61 yompositionLandLprocessingLactivityLofLaLsemibrecombinantLholoLUmLsnRNPcLNucleicmAcidsmResearchaL
2020aLinaLfkenbfkhe 20.1 8

60 HighbThroughputLPIXαLasLanLαssentialLQuantitativeLwssayLforLwccurateLMetalloproteinLStructuralL
wnalysispLzevelopmentLandLwpplicationcLJournalmofmthemAmericanmChemicalmSocietyaL2020aLfigaLfnkbfom 16.4 10

59 wLnovelLkSbhydroxylLdinucleotideLhydrolaseLactivityLforLtheLzXOdRaifLfamilyLofLenzymescLNucleicm
AcidsmResearchaL2020aLinaLhiobhkn 20.1 15

58 StructuralLInsightsLintoLtheLHumanLPrebmRNwLhSbαndLProcessingLMachinerycLMolecularmCellaL2020aL
mmaLneebneocel 17.6 23

57 yryobαMLasLaLpowerfulLtoolLforLdrugLdiscoverycLBioorganicmandmMedicinalmChemistrymLettersaL2020aLheaLfgmkgi2.9 19

56 MolecularLmechanismLforLtheLinteractionLbetweenLhumanLyPSFheLandLhFipfcLGenesmandm
DevelopmentaL2020aLhiaLfmkhbfmlf 12.6 4
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55 xiophysicalLcharacterizationsLofLtheLrecognitionLofLtheLwwUwwwLpolyadenylationLsignalcLRnaaL2019aL
gkaLflmhbflne 5.8 7

54 StructuralLandLmechanisticLbasisLofLmammalianLNudtfgLRNwLdeNwzdingcLNaturemChemicalmBiologyaL
2019aLfkaLkmkbkng 11.7 20

53 wrabidopsisLzXOfLlinksLRNwLturnoverLandLchloroplastLfunctionLindependentlyLofLitsLenzymaticL
activitycLNucleicmAcidsmResearchaL2019aLimaLimkfbimli 20.1 13

52 wnLallostericLmechanismLforLpotentLinhibitionLofLhumanLwTPbcitrateLlyasecLNatureaL2019aLklnaLkllbkme 50.4 52

51 IntegratorLsubunitLiLisLaLSSymplekinblikeSLscaffoldLthatLassociatesLwithLINTSodffLtoLformLtheL
IntegratorLcleavageLmodulecLNucleicmAcidsmResearchaL2018aLilaLigifbigkk 20.1 28

50 αxpressionLsystemLforLstructuralLandLfunctionalLstudiesLofLhumanLglycosylationLenzymescLNaturem
ChemicalmBiologyaL2018aLfiaLfklbflg 11.7 114

49 MolecularLbasisLforLtheLrecognitionLofLtheLhumanLwwUwwwLpolyadenylationLsignalcLProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2018aLffkaLαfifobαfign 11.5 84

48 HighbresolutionLstructuresLofLinhibitorLcomplexesLofLhumanLindoleamineLgahbdioxygenaseLfLinLaL
newLcrystalLformcLActamCrystallographicamSectionmF,mStructuralmBiologymCommunicationsaL2018aLmiaLmfmbmgi 1.1 21

47 HowLzoesLPolymerizationLRegulateLHumanLwcetylbyowLyarboxylaseLfucLBiochemistryaL2018aLkmaLkiokbkiol3.2 2

46 MolecularLmechanismLforLtheLinhibitionLofLzXOLbyLadenosineLhSakSbbisphosphatecLBiochemicalmandm
BiophysicalmResearchmCommunicationsaL2018aLkeiaLnobok 3.4 6

45 cbdibwMPLmodulatesLListeriaLmonocytogenesLcentralLmetabolismLtoLregulateLgrowthaLantibioticL
resistanceLandLosmoregulationcLMolecularmMicrobiologyaL2017aLfeiaLgfgbghh 4.1 68

44 kSLαndLNicotinamideLwdenineLzinucleotideLyapLinLHumanLyellsLPromotesLRNwLzecayLthroughL
zXObMediatedLdeNwzdingcLCellaL2017aLflnaLfefkbfegmcefe 56.2 114

43
MolecularLbasisLforLtheLinteractionLbetweenLIntegratorLsubunitsLIntSoLandLIntSffLandLitsLfunctionalL
importancecLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2017aL
ffiaLihoibihoo

11.5 28

42 TheLNbterminalLdomainsLofLFLwSHLandLLsmffLformLaLgpfLheterotrimerLforLhistoneLprebmRNwLhSbendL
processingcLPLoSmONEaL2017aLfgaLeefnlehi 3.7 9

41 yrystalLstructureLofLaLPseudomonasLmalonateLdecarboxylaseLholoenzymeLheterobtetramercLNaturem
CommunicationsaL2017aLnaLfle 17.4 8

40 StructuralLandLfunctionalLstudiesLofLpyruvateLcarboxylaseLregulationLbyLcyclicLdibwMPLinLlacticLacidL
bacteriacLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2017aLffiaLαmgglbαmghk11.5 30

39 wLdistinctLholoenzymeLorganizationLforLtwobsubunitLpyruvateLcarboxylasecLNaturemCommunicationsaL
2016aLmaLfgmfh 17.4 10

38
wcetylbyowLcarboxylaseLinhibitionLbyLNzblheLreducesLhepaticLsteatosisaLimprovesLinsulinLsensitivityaL
andLmodulatesLdyslipidemiaLinLratscLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaaL2016aLffhaLαfmolbnek

11.5 169
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37 wLunifiedLmolecularLmechanismLforLtheLregulationLofLacetylbyowLcarboxylaseLbyLphosphorylationcL
CellmDiscoveryaL2016aLgaLfleii 22.3 23

36 yyclicLdibwMPLtargetsLtheLcystathionineLbetabsynthaseLdomainLofLtheLosmolyteLtransporterLOpuycL
MolecularmMicrobiologyaL2016aLfegaLghhbgih 4.1 59

35 MolecularLbasisLforLtheLrecognitionLofLcyclicbdibwMPLbyLPstwaLaLPIIblikeLsignalLtransductionLproteincL
MicrobiologyOpenaL2015aLiaLhlfbmi 3.4 31

34 yrystalLstructureLofLtheLkeebkzaLyeastLacetylbyowLcarboxylaseLholoenzymeLdimercLNatureaL2015aL
kglaLmghbm 50.4 49

33 StructuralLandLbiochemicalLstudiesLofLtheLdistinctLactivityLprofilesLofLRaifLenzymescLNucleicmAcidsm
ResearchaL2015aLihaLlkolblel 20.1 12

32
wnLHzbdomainLphosphodiesteraseLmediatesLcooperativeLhydrolysisLofLcbdibwMPLtoLaffectLbacterialL
growthLandLvirulencecLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaaL2015aLffgaLαmimbkl

11.5 132

31 zelineatingLtheLstructuralLblueprintLofLtheLprebmRNwLhSbendLprocessingLmachinerycLMolecularmandm
CellularmBiologyaL2014aLhiaLfnoibofe 4.8 57

30 TheLcyclicLdinucleotideLcbdibwMPLisLanLallostericLregulatorLofLmetabolicLenzymeLfunctioncLCellaL2014aL
fknaLfhnobfief 56.2 136

29 StructureLandLfunctionLofLprebmRNwLkSbendLcappingLqualityLcontrolLandLhSbendLprocessingcL
BiochemistryaL2014aLkhaLfnngbon 3.2 24

28 FunctionalLconformationsLforLpyruvateLcarboxylaseLduringLcatalysisLexploredLbyLcryoelectronL
microscopycLStructureaL2014aLggaLoffbgg 5.2 19

27
MolecularLmechanismsLforLtheLregulationLofLhistoneLmRNwLstembloopbbindingLproteinLbyL
phosphorylationcLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL
2014aLfffaLαgohmbil

11.5 22

26 StructureLandLfunctionLofLbiotinbdependentLcarboxylasescLCellularmandmMolecularmLifemSciencesaL2013aL
meaLnlhbof 10.3 231

25 wLmammalianLprebmRNwLkSLendLcappingLqualityLcontrolLmechanismLandLanLunexpectedLlinkLofL
cappingLtoLprebmRNwLprocessingcLMolecularmCellaL2013aLkeaLfeibfk 17.6 104

24 αnzymaticLbasisLforLNbglycanLsialylationpLstructureLofLratL˛–galbsialyltransferaseLTSTlGwLfULrevealsL
conservedLandLuniqueLfeaturesLforLglycanLsialylationcLJournalmofmBiologicalmChemistryaL2013aLgnnaLhilnebon5.4 85

23 StructureLofLhistoneLmRNwLstembloopaLhumanLstembloopLbindingLproteinaLandLhShαxoLternaryL
complexcLScienceaL2013aLhhoaLhfnbgf 33.3 85

22 yrystalLstructuresLofLmalonylbcoenzymeLwLdecarboxylaseLprovideLinsightsLintoLitsLcatalyticL
mechanismLandLdiseasebcausingLmutationscLStructureaL2013aLgfaLffngbog 5.2 16

21 yharacterizingLtheLimportanceLofLtheLbiotinLcarboxylaseLdomainLdimerLforLStaphylococcusLaureusL
pyruvateLcarboxylaseLcatalysiscLBiochemistryaL2013aLkgaLinnbol 3.2 13

20 zxofLisLaLnewLtypeLofLeukaryoticLenzymeLwithLbothLdecappingLandLkSbhSLexoribonucleaseLactivitycL
NaturemStructuralmandmMolecularmBiologyaL2012aLfoaLfeffbm 17.6 76
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19 StructuresLofLkSbhSLαxoribonucleasescLThemEnzymesaL2012aLhfaLffkbgo 2.3 4

18 wnLunexpectedLbindingLmodeLforLaLPolLIILyTzLpeptideLphosphorylatedLatLSermLinLtheLactiveLsiteLofL
theLyTzLphosphataseLSsumgcLGenesmandmDevelopmentaL2012aLglaLgglkbme 12.6 36

17 yrystalLstructureLofLtheLRnafibRnafkLcomplexcLRnaaL2012aLfnaLffkiblg 5.8 20

16 IdentificationLofLaLqualitybcontrolLmechanismLforLmRNwLkSbendLcappingcLNatureaL2010aLilmaLlenbff 50.4 127

15 yrystalLstructureLofLtheLhumanLsymplekinbSsumgbyTzLphosphopeptideLcomplexcLNatureaL2010aLilmaLmgobhh50.4 119

14
MechanismLforLtheLinhibitionLofLtheLcarboxyltransferaseLdomainLofLacetylbcoenzymeLwLcarboxylaseL
byLpinoxadencLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2010
aLfemaLggemgbm

11.5 69

13 yryobαMLanalysisLrevealsLnewLinsightsLintoLtheLmechanismLofLactionLofLpyruvateLcarboxylasecL
StructureaL2010aLfnaLfheebfe 5.2 25

12 RealbtimeLfluorescenceLdetectionLofLexoribonucleasescLRnaaL2009aLfkaLgekmblg 5.8 18

11 StructureLandLfunctionLofLtheLkSbbthSLexoribonucleaseLRatfLandLitsLactivatingLpartnerLRaifcLNatureaL
2009aLiknaLmnibn 50.4 148

10 yrystalLstructuresLofLhumanLandLStaphylococcusLaureusLpyruvateLcarboxylaseLandLmolecularL
insightsLintoLtheLcarboxyltransferLreactioncLNaturemStructuralmandmMolecularmBiologyaL2008aLfkaLgokbheg 17.6 97

9 NicotinamideLadenineLdinucleotideLmetabolismLasLanLattractiveLtargetLforLdrugLdiscoverycLExpertm
OpinionmonmTherapeuticmTargetsaL2007aLffaLlokbmek 6.4 126

8 TheLuseLofLinLsituLproteolysisLinLtheLcrystallizationLofLmurineLystFbmmcLActamCrystallographicamSectionm
F:mStructuralmBiologymCommunicationsaL2007aLlhaLfhkbn 16

7 yrystalLstructureLofLtheLheterotrimerLcoreLofLSaccharomycesLcerevisiaeLwMPKLhomologueLSNFfcL
NatureaL2007aLiioaLiogbk 50.4 127

6 yrystalLstructureLofLmurineLystFbmmpLdimericLassociationLandLimplicationsLforLpolyadenylationLofL
mRNwLprecursorscLMolecularmCellaL2007aLgkaLnlhbmk 17.6 75

5 wLserendipitousLdiscoveryLthatLinLsituLproteolysisLisLessentialLforLtheLcrystallizationLofLyeastL
yPSFbfeeLTYdhfpUcLActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsaL2006aLlgaLfeifbk 19

4 PolyadenylationLfactorLyPSFbmhLisLtheLprebmRNwLhSbendbprocessingLendonucleasecLNatureaL2006aL
iiiaLokhbl 50.4 316

3 yrystalLstructureLofLtheLcarboxyltransferaseLdomainLofLacetylbcoenzymeLwLcarboxylasecLScienceaL
2003aLgooaLgelibm 33.3 147

2 yOMOpLaLprogramLforLcombinedLmolecularLreplacementcLActamCrystallographicamSectionmD:mBiologicalm
CrystallographyaL2001aLkmaLffgmbhi 75
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1 StructuralLbasisLforLsignalLtransductionLbyLtheLTolldinterleukinbfLreceptorLdomainscLNatureaL2000aL
ienaLfffbk 50.4 613
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