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m Paper IF Citations

87 GenomeawideLassociationLstudyLidentifiesLnovelLbreastLcancerLsusceptibilityLlocibLNatureYL2007YLhhkYLedlkamg50.4 1957

86 LargeascaleLgenotypingLidentifiesLheLnewLlociLassociatedLwithLbreastLcancerLriskbLNaturelGeneticsYL
2013YLhiYLgigajeYLgjeeeaf 36.3 813

85 ussociationLanalysisLidentifiesLjiLnewLbreastLcancerLriskLlocibLNatureYL2017YLiieYLmfamh 50.4 643

84 warbamazepineainducedLtoxicLeffectsLandL≥LuavWeidfLscreeningLinLTaiwanbLNewlEnglandlJournallofl
MedicineYL2011YLgjhYLeefjagg 59.2 511

83 GenomeawideLassociationLanalysisLofLmoreLthanLefdYdddLindividualsLidentifiesLeiLnewLsusceptibilityL
lociLforLbreastLcancerbLNaturelGeneticsYL2015YLhkYLgkgald 36.3 406

82 GenomeawideLassociationLstudiesLidentifyLfourLyRLnegativeaspecificLbreastLcancerLriskLlocibLNaturel
GeneticsYL2013YLhiYLgmfalYLgmleeaf 36.3 327

81 MechanismsLofLinactivationLofLyacadherinLinLbreastLcarcinomanLmodificationLofLtheLtwoahitL
hypothesisLofLtumorLsuppressorLgenebLOncogeneYL2001YLfdYLglehafg 9.2 191

80 MicroRNuagdaLinhibitsLcellLmigrationLandLinvasionLbyLdownregulatingLvimentinLexpressionLandLisLaL
potentialLprognosticLmarkerLinLbreastLcancerbLBreastlCancerlResearchlandlTreatmentYL2012YLeghYLedleamg4.4 173

79 UseLofL≥LuavWilndeLgenotypingLtoLpreventLallopurinolLinducedLsevereLcutaneousLadverseLreactionsL
inLTaiwannLnationalLprospectiveLcohortLstudybLBMJzlTheYL2015YLgieYLhhlhl 5.9 115

78 vreastLcancerLriskLassociatedLwithLgenotypicLpolymorphismLofLtheLnonhomologousLendajoiningL
genesnLaLmultigenicLstudyLonLcancerLsusceptibilitybLCancerlResearchYL2003YLjgYLfhhdaj 10.1 111

77 GenomeawideLassociationLanalysisLinLyastLusiansLidentifiesLbreastLcancerLsusceptibilityLlociLatL
eqgfbeYLiqehbgLandLeiqfjbebLNaturelGeneticsYL2014YLhjYLlljamd 36.3 110

76 PopulationLstructureLofL≥anLwhineseLinLtheLmodernLTaiwaneseLpopulationLbasedLonLedYdddL
participantsLinLtheLTaiwanLviobankLprojectbLHumanlMolecularlGeneticsYL2016YLfiYLigfeaigge 5.6 109

75 vreastLcancerLriskLassociatedLwithLgenotypeLpolymorphismLofLtheLcatecholLestrogenametabolizingL
genesnLaLmultigenicLstudyLonLcancerLsusceptibilitybLInternationallJournalloflCancerYL2005YLeegYLghiaig 7.5 105

74 zGzRfLvariantsLandLbreastLcancerLrisknLfineascaleLmappingLusingLufricanLumericanLstudiesLandL
analysisLofLchromatinLconformationbLHumanlMolecularlGeneticsYL2009YLelYLejmfakdg 5.6 100

73 vreastLcancerLriskLandLtheLxNuLdoubleastrandLbreakLendajoiningLcapacityLofLnonhomologousL
endajoiningLgenesLareLaffectedLbyLvRwuebLCancerlResearchYL2004YLjhYLidegam 10.1 96

72 yvidenceLthatLbreastLcancerLriskLatLtheLfqgiLlocusLisLmediatedLthroughLαGzvPiLregulationbLNaturel
CommunicationsYL2014YLhYLhmmm 17.4 87

71 utaxiaLtelangiectasiaLmutatedLandLcheckpointLkinaseLfLregulateLvRwueLtoLpromoteLtheLfidelityLofL
xNuLendajoiningbLCancerlResearchYL2006YLjjYLegmeahdd 10.1 85
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70 NoLevidenceLthatLproteinLtruncatingLvariantsLinLvRαPeLareLassociatedLwithLbreastLcancerLrisknL
implicationsLforLgeneLpanelLtestingbLJournalloflMedicallGeneticsYL2016YLigYLfmlagdm 5.8 83

69 zineascaleLmappingLofLtheLzGzRfLbreastLcancerLriskLlocusnLputativeLfunctionalLvariantsLdifferentiallyL
bindLzOXueLandLyfzebLAmericanlJournalloflHumanlGeneticsYL2013YLmgYLedhjajd 11 80

68 whkfadependentLphosphorylationLofLXRwweLinLtheLxNuLdamageLresponseLpromotesLbaseLexcisionL
repairbLEMBOlJournalYL2008YLfkYLgehdaid 13 78

67 vurdenLofLtotalLandLcauseaspecificLmortalityLrelatedLtoLtobaccoLsmokingLamongLadultsLagedLâ�¥LhiL
yearsLinLusianLaLpooledLanalysisLofLfeLcohortsbLPLoSlMedicineYL2014YLeeYLeeddejge 11.6 76

66 vreastLcancerLriskLisLassociatedLwithLtheLgenesLencodingLtheLxNuLdoubleastrandLbreakLrepairL
MreeecRadidcNbseLcomplexbLCancerlEpidemiologylBiomarkerslandlPreventionYL2007YLejYLfdfhagf 4 71

65 vreastLcancerLriskLassociatedLwithLgenotypicLpolymorphismLofLtheLmitosisaregulatingLgeneL
uuroraaucSTKeicvTuKbLInternationallJournalloflCancerYL2005YLeeiYLfkjalg 7.5 60

64 zineascaleLmappingLofLtheLiqeebfLbreastLcancerLlocusLrevealsLatLleastLthreeLindependentLriskL
variantsLregulatingLMuPgKebLAmericanlJournalloflHumanlGeneticsYL2015YLmjYLiafd 11 59

63 xNuLdoubleastrandLbreakLrepairLcapacityLandLriskLofLbreastLcancerbLCarcinogenesisYL2007YLflYLekfjagd 4.6 52

62 wommonLnonasynonymousLSNPsLassociatedLwithLbreastLcancerLsusceptibilitynLfindingsLfromLtheL
vreastLwancerLussociationLwonsortiumbLHumanlMolecularlGeneticsYL2014YLfgYLjdmjaeee 5.6 48

61 zoxogaamediatedLoverexpressionLofLmicroRNuajffLsuppressesLtumorLmetastasisLbyLrepressingL
hypoxiaainducibleLfactorae˛–LinLyRKaresponsiveLlungLcancerbLOncotargetYL2015YLjYLhhfffagl 3.3 45

60 TheLroleLofLvRwueLinLnonahomologousLendajoiningbLCancerlLettersYL2006YLfhdYLeal 9.9 44

59
yvidenceLthatLtheLipefLVariantLrsedmhejkmLwonfersLSusceptibilityLtoLystrogenaReceptoraPositiveL
vreastLwancerLthroughLzGzedLandLMRPSgdLRegulationbLAmericanlJournalloflHumanlGeneticsYL2016YL
mmYLmdgamee

11 43

58
uLnovelLestrogenLreceptoramicroRNuLemdaaPuRaeapathwayLregulatesLbreastLcancerLprogressionYLaL
findingLinitiallyLsuggestedLbyLgenomeawideLanalysisLofLlociLassociatedLwithLlymphanodeLmetastasisbL
HumanlMolecularlGeneticsYL2014YLfgYLgiiajk

5.6 42

57 GeneticLvariantsLofLvLMLinteractLwithLRuxieLtoLincreaseLbreastLcancerLsusceptibilitybLCarcinogenesis
YL2009YLgdYLhgam 4.6 41

56 αncreasedLexpressionLofLSRphdLaffectingLwxhhLsplicingLisLassociatedLwithLtheLclinicalLoutcomeLofL
lymphLnodeLmetastasisLinLhumanLbreastLcancerbLClinicalChimicalActaYL2007YLglhYLjmakh 6.2 41

55
ullelicLlossLofLtheLvRwueLandLvRwufLgenesLandLotherLregionsLonLekqLandLegqLinLbreastLcancerL
amongLwomenLfromLTaiwanLUareaLofLlowLincidenceLbutLearlyLonsetVbLInternationallJournalloflCancerYL
1998YLkmYLildak

7.5 40

54 PolymorphismLofLcytosolicLserineLhydroxymethyltransferaseYLestrogenLandLbreastLcancerLriskL
amongLwhineseLwomenLinLTaiwanbLBreastlCancerlResearchlandlTreatmentYL2008YLeeeYLehiaii 4.4 40

53 TheLclinicalLimplicationsLofLMMPaeeLandLwKafdLexpressionLinLhumanLbreastLcancerbLClinicalChimical
ActaYL2010YLheeYLfghahe 6.2 39
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52
ussociationLbetweenLNaacetyltransferaseLfLUNuTfVLgeneticLpolymorphismLandLdevelopmentLofL
breastLcancerLinLpostamenopausalLwhineseLwomenLinLTaiwanYLanLareaLofLgreatLincreaseLinLbreastL
cancerLincidencebLInternationallJournalloflCancerYL1999YLlfYLekiam

7.5 39

51 MicroRNuagdaLincreasesLtightLjunctionLproteinLexpressionLtoLsuppressLtheLepithelialamesenchymalL
transitionLandLmetastasisLbyLtargetingLSlugLinLbreastLcancerbLOncotargetYL2016YLkYLejhjfakl 3.3 38

50 UniqueLfeaturesLofLbreastLcancerLinLusianLwomenaabreastLcancerLinLTaiwanLasLanLexamplebLJournallofl
SteroidlBiochemistrylandlMolecularlBiologyYL2010YLeelYLgddag 5.1 37

49 SynergisticLeffectsLofLpolymorphismsLinLxNuLrepairLgenesLandLendogenousLestrogenLexposureLonL
femaleLbreastLcancerLriskbLAnnalsloflSurgicallOncologyYL2010YLekYLkjdake 3.1 37

48 GeneticLvariationLinLtheLprematureLagingLgeneLWRNnLaLcaseacontrolLstudyLonLbreastLcancerL
susceptibilitybLCancerlEpidemiologylBiomarkerslandlPreventionYL2007YLejYLfjgam 4 37

47 GeneticLsusceptibilityLtoLtheLdevelopmentLandLprogressionLofLbreastLcancerLassociatedLwithL
polymorphismLofLcellLcycleLandLubiquitinLligaseLgenesbLCarcinogenesisYL2009YLgdYLeijfakd 4.6 36

46 uberrantLexpressionLofLcellacycleLregulatorLcyclinLxeLinLbreastLcancerLisLrelatedLtoLchromosomalL
genomicLinstabilitybLGeneslChromosomeslandlCancerYL2002YLghYLfkjalh 5 34

45 αncreasedLwellularLLevelsLofLMicroRNuamLandLMicroRNuaffeLworrelateLwithLwancerLStemnessLandL
PredictLPoorLOutcomeLinL≥umanLvreastLwancerbLCellularlPhysiologylandlBiochemistryYL2018YLhlYLffdiaffel3.9 31

44 ≥igharesolutionLempegbfaegbgLallelotypingLofLbreastLcarcinomasLdemonstratesLfrequentLlossLofL
heterozygositybLGeneslChromosomeslandlCancerYL2004YLheYLfidaj 5 31

43 PrognosticLsignificanceLofLcyclinLxeYL˛†acateninYLandLMTueLinLpatientsLwithLinvasiveLductalLcarcinomaL
ofLtheLbreastbLAnnalsloflSurgicallOncologyYL2012YLemYLhefmagm 3.1 28

42 GeneticLvariationLinLtheLgenomeawideLpredictedLestrogenLresponseLelementarelatedLsequencesLisL
associatedLwithLbreastLcancerLdevelopmentbLBreastlCancerlResearchYL2011YLegYLReg 8.3 28

41 PolymorphismsLinLaLPutativeLynhancerLatLtheLedqfebfLvreastLwancerLRiskLLocusLRegulateLNRvzfL
yxpressionbLAmericanlJournalloflHumanlGeneticsYL2015YLmkYLffagh 11 26

40 xiverseLassociationsLbetweenLySReLpolymorphismLandLbreastLcancerLdevelopmentLandL
progressionbLClinicallCancerlResearchYL2010YLejYLghkgalh 12.9 26

39 TheLyffectLofLMicroRNuaefhLOverexpressionLonLuntiaTumorLxrugLSensitivitybLPLoSlONEYL2015YLedYLedeflhkf3.7 26

38 αnitiationLofLtheLuTMawhkfLxNuLdamageLresponseLthroughLtheLbaseLexcisionLrepairLpathwaybL
CarcinogenesisYL2015YLgjYLlgfahd 4.6 23

37 vaMybLαnducesLuPOvywgvLyxpressionLLeadingLtoLSomaticLMutationLinLMultipleLwancersbLScientificl
ReportsYL2017YLkYLhhdlm 4.9 22

36 NovelLpatternsLofLpigLabnormalityLinLbreastLcancerLfromLTaiwannLexperienceLfromLaLlowaincidenceL
areabLBritishlJournalloflCancerYL1997YLkiYLkhjaie 8.7 21

35
vreastLcancerLriskLassociatedLwithLgenotypicLpolymorphismLofLtheLgenesLinvolvedLinLtheL
estrogenareceptorasignalingLpathwaynLaLmultigenicLstudyLonLcancerLsusceptibilitybLJournallofl
BiomedicallScienceYL2006YLegYLhemagf

13.3 21
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34 vreastLcancerLriskLassociatedLwithLgenotypicLpolymorphismLofLtheLmitoticLcheckpointLgenesnLaL
multigenicLstudyLonLcancerLsusceptibilitybLCarcinogenesisYL2007YLflYLedkmalj 4.6 21

33 zGzRfLregulatesLMreeeLexpressionLandLdoubleastrandLbreakLrepairLviaLtheLMyKayRKaPOUezeL
pathwayLinLbreastLtumorigenesisbLHumanlMolecularlGeneticsYL2015YLfhYLgidjaek 5.6 18

32 zineascaleLmappingLofLtheLhqfhLlocusLidentifiesLtwoLindependentLlociLassociatedLwithLbreastLcancerL
riskbLCancerlEpidemiologylBiomarkerslandlPreventionYL2015YLfhYLejldame 4 17

31 T≥ideathenahitTLtoLexplainLtheLimportanceLofLgenotypicLpolymorphismLofLxNuLrepairLgenesLinL
determiningLsusceptibilityLtoLcancerbLJournalloflMolecularlCelllBiologyYL2011YLgYLimaji 6.3 15

30 yxpressionLofLestrogenLreceptoraalphaLandLKijkLinLrelationLtoLpathologicalLandLmolecularLfeaturesL
inLearlyaonsetLinfiltratingLductalLcarcinomabLJournalloflBiomedicallScienceYL2004YLeeYLmeeam 13.3 15

29 ≥antavirusLinfectionLinLTaiwannLtheLexperienceLofLaLgeographicallyLuniqueLareabLJournalloflMedicall
VirologyYL2000YLjdYLfgkahk 19.7 14

28 wlinicalLRelevanceLofLLiverLKinaseLveULKveVLProteinLandLGeneLyxpressionLinLvreastLwancerbLScientificl
ReportsYL2016YLjYLfegkh 4.9 13

27 TheLhumanLNuNOSgLgeneLcontributesLtoLlungLtumourLinvasionLbyLinducingLepithelialamesenchymalL
transitionbLJournalloflPathologyYL2015YLfgkYLfiagk 9.4 13

26 fqgjbgLisLassociatedLwithLprognosisLforLoestrogenLreceptoranegativeLbreastLcancerLpatientsLtreatedL
withLchemotherapybLNaturelCommunicationsYL2014YLiYLhdie 17.4 13

25 zanconiLanemiaLgenesLinLlungLadenocarcinomaaLaLpathwayawideLstudyLonLcancerLsusceptibilitybL
JournalloflBiomedicallScienceYL2016YLfgYLfg 13.3 12

24 GeneticLvariationLatLwYPguLisLassociatedLwithLageLatLmenarcheLandLbreastLcancerLrisknLaL
caseacontrolLstudybLBreastlCancerlResearchYL2014YLejYLRie 8.3 12

23 uLfunctionalLvariantLnearLXwLeLgeneLimprovesLbreastLcancerLsurvivalLviaLpromotingLcancerL
immunitybLInternationallJournalloflCancerYL2020YLehjYLfelfafemg 7.5 12

22 vreastLwancerLPolygenicLRiskLScoreLandLwontralateralLvreastLwancerLRiskbLAmericanlJournallofl
HumanlGeneticsYL2020YLedkYLlgkalhl 11 12

21 ProteinLdeficiencyLafterLgastricLbypassnLTheLroleLofLcommonLlimbLlengthLinLrevisionLsurgerybLSurgeryl
forlObesitylandlRelatedlDiseasesYL2019YLeiYLhheahhj 3 11

20 ReaevaluatingLgeneticLvariantsLidentifiedLinLcandidateLgeneLstudiesLofLbreastLcancerLriskLusingLdataL
fromLnearlyLfldYdddLwomenLofLusianLandLyuropeanLancestrybLEBioMedicineYL2019YLhlYLfdgafee 8.8 9

19 uLhigharesolutionL≥LuLimputationLsystemLforLtheLTaiwaneseLpopulationnLaLstudyLofLtheLTaiwanL
viobankbLPharmacogenomicslJournalYL2020YLfdYLjmiakdh 3.5 8

18 ≥ighLPrevalenceLofLtheLvαMLxeletionLPolymorphismLinLYoungLzemaleLvreastLwancerLinLanLyastLusianL
wountrybLPLoSlONEYL2015YLedYLedefhmdl 3.7 8

17 zunctionalLvariantsLatLtheLfeqffbgLlocusLinvolvedLinLbreastLcancerLprogressionLidentifiedLbyL
screeningLofLgenomeawideLestrogenLresponseLelementsbLBreastlCancerlResearchYL2014YLejYLhii 8.3 5

(2014-2007)
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16 LaserLcaptureLmicrodissectionLinLcarcinomaLanalysisbLMethodslinlEnzymologyYL2002YLgijYLegkahh 1.7 4

15 TheLwausalLRelationshipLofLwirculatingLTriglycerideLandLGlycatedL≥emoglobinnLuLMendelianL
RandomizationLStudybLJournalloflClinicallEndocrinologylandlMetabolismYL2020YLediYL 5.6 4

14 vloodLmultiomicsLrevealLinsightsLintoLpopulationLclustersLwithLlowLprevalenceLofLdiabetesYL
dyslipidemiaLandLhypertensionbLPLoSlONEYL2020YLeiYLedffmmff 3.7 3

13 xetectingLGeneticLuncestryLandLudaptationLinLtheLTaiwaneseL≥anLPeoplebLMolecularlBiologylandl
EvolutionYL2021YLglYLhehmaheji 8.3 3

12 RareLvariantsLdiscoveryLbyLextensiveLwholeagenomeLsequencingLofLtheL≥anLwhineseLpopulationLinL
TaiwannLupplicationsLtoLcardiovascularLmedicinebLJournalloflAdvancedlResearchYL2021YLgdYLehkaeil 13 3

11 ≥umoralLimmuneLresponsesLandLcytomegalovirusLexcretionLinLchildrenLwithLasymptomaticL
infectionbLJournalloflMedicallVirologyYL1994YLhhYLgkahf 19.7 2

10 TaiwanLviobanknLaLrichLbiomedicalLresearchLdatabaseLofLtheLTaiwaneseLpopulation 2

9
zunctionalLannotationLofLtheLfqgiLbreastLcancerLriskLlocusLimplicatesLaLstructuralLvariantLinL
influencingLactivityLofLaLlongarangeLenhancerLelementbLAmericanlJournalloflHumanlGeneticsYL2021YL
edlYLeemdaefdg

11 1

8 GenomeawideLassociationLstudyLidentifiesLgeneticLriskLlociLforLadiposityLinLaLTaiwaneseLpopulationbbL
PLoSlGeneticsYL2022YLelYLeeddmmif 6 0

7 uLcommonLvariantLinLeeqfgbgLassociatedLwithLhyperlipidemiaLisLmediatedLbyLtheLbindingLandL
regulationLofLGuTuhbbLNpjlGenomiclMedicineYL2022YLkYLh 6.2 0

6 vodyLmassLindexLandLtypeLfLdiabetesLandLbreastLcancerLsurvivalnLaLMendelianLrandomizationLstudybL
AmericanlJournalloflCancerlResearchYL2021YLeeYLgmfeagmgh 4.4

5 vloodLmultiomicsLrevealLinsightsLintoLpopulationLclustersLwithLlowLprevalenceLofLdiabetesYL
dyslipidemiaLandLhypertensionL2020YLeiYLedffmmff

4 vloodLmultiomicsLrevealLinsightsLintoLpopulationLclustersLwithLlowLprevalenceLofLdiabetesYL
dyslipidemiaLandLhypertensionL2020YLeiYLedffmmff

3 vloodLmultiomicsLrevealLinsightsLintoLpopulationLclustersLwithLlowLprevalenceLofLdiabetesYL
dyslipidemiaLandLhypertensionL2020YLeiYLedffmmff

2 vloodLmultiomicsLrevealLinsightsLintoLpopulationLclustersLwithLlowLprevalenceLofLdiabetesYL
dyslipidemiaLandLhypertensionL2020YLeiYLedffmmff

1 RelevanceLofLtheLM≥wLregionLforLbreastLcancerLsusceptibilityLinLusiansbbLBreastlCancerYL2022YLe 3.4
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