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Melatonin mediates the regulation of ABA metabolism, free-radical scavenging, and stomatal
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identifies a gene network module highly associated with anthocyanin and epigenetic regulation.
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7 Exogenous melatonin promotes biomass accumulation and photosynthesis of kiwifruit seedlings
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8 Exogenous Melatonin Application Delays Senescence of Kiwifruit Leaves by Regulating the Antioxidant
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10 Melatonin Improves Heat Tolerance in Kiwifruit Seedlings through Promoting Antioxidant Enzymatic
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11 Overexpression of a Malus vacuolar Na+/H+ antiporter gene (MdNHX1) in apple rootstock M.26 and its
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12 Melatonin Alleviates Drought Stress by a Non-Enzymatic and Enzymatic Antioxidative System in
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Genome-wide identification of members in the YTH domain-containing RNA-binding protein family in
apple and expression analysis of their responsiveness to senescence and abiotic stresses. Gene, 2014,
538, 292-305.
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Isolation and Characterization of a Novel Drought Responsive Gene Encoding a Glycine-rich
RNA-binding Protein in Malus prunifolia (Willd.) Borkh.. Plant Molecular Biology Reporter, 2011, 29,
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23 Aquaporin expression in response to water-deficit stress in two Malus species: relationship with
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25 Melatonin improves heat tolerance in <i>Actinidia deliciosa</i> via carotenoid biosynthesis and heat
shock proteins expression. Physiologia Plantarum, 2021, 172, 1582-1593. 5.2 26

26 Genome-wide identification and expression profiling of the cystatin gene family in apple
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27 Changes in the carotenoids profile of two yellow-fleshed kiwifruit cultivars during storage.
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31 Leaf micromorphology and sugar may contribute to differences in drought tolerance for two apple
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Effects of intercropping with different <i>Solanum</i> plants on the physiological characteristics
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37 Methylation of <i>MYBA1</i> is Associated with the Coloration in â€œManicure Fingerâ€• Grape Skin.
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Dynamic Changes of Phenolic Compounds and Their Associated Gene Expression Profiles Occurring
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