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m Paper IF Citations

139 tLgenomicLviewLofLtheLhumanYuacteroidesLthetaiotaomicronLsymbiosisaLScienceXL2003XLellXLecjgYi 33.3 1005

138 zlycanLforagingLinLvivoLbyLanLintestineYadaptedLbacterialLsymbiontaLScienceXL2005XLfcjXLdlhhYl 33.3 803

137 –onorLthyLsymbiontsaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2003XLdccXLdcgheYl 11.5 687

136 xvolutionLofLsymbioticLbacteriaLinLtheLdistalLhumanLintestineaLPLoShBiologyXL2007XLhXLedhi 9.7 401

135 tutotrophicLgrowthLofLnitrifyingLcommunityLinLanLagriculturalLsoilaLISMEhJournalXL2011XLhXLdeeiYfi 11.9 276

134 SalivaLmicrobiomesLdistinguishLcariesYactiveLfromLhealthyLhumanLpopulationsaLISMEhJournalXL2012XL
iXLdYdc 11.9 245

133 vhoreographyLofLTranscriptomesLandLLipidomesLofLNannochloropsisLRevealsLtheLMechanismsLofLOilL
SynthesisLinLMicroalgaeaLPlanthCellXL2014XLeiXLdighYdiih 11.6 243

132 PhytohormonesLinLmicroalgaemLaLnewLopportunityLforLmicroalgalLbiotechnologyraLTrendshinhPlanth
ScienceXL2015XLecXLejfYeke 13.1 183

131 NovelLfeaturesLofLtheLpolysaccharideYdigestingLglidingLbacteriumLylavobacteriumLjohnsoniaeLasL
revealedLbyLgenomeLsequenceLanalysisaLAppliedhandhEnvironmentalhMicrobiologyXL2009XLjhXLikigYjh 4.8 177

130 NannochloropsisLgenomesLrevealLevolutionLofLmicroalgalLoleaginousLtraitsaLPLoShGeneticsXL2014XLdcXLedccgclg6 173

129 zenomeLeditingLofLmodelLoleaginousLmicroalgaeLNannochloropsisLsppaLbyLvRβSPRbvaslaLPlanth
JournalXL2016XLkkXLdcjdYdckd 6.9 170

128 SingleLcellLRamanLspectroscopyLforLcellLsortingLandLimagingaLCurrenthOpinionhinhBiotechnologyXL2012XL
efXLhiYif 11.4 154

127 MolecularLmechanismsLforLphotosyntheticLcarbonLpartitioningLintoLstorageLneutralLlipidsLinL
NannochloropsisLoceanicaLunderLnitrogenYdepletionLconditionsaLAlgalhResearchXL2015XLjXLiiYjj 5 145

126 βntestinalLMicrobiotaLwistinguishLzoutLPatientsLfromL–ealthyL–umansaLScientifichReportsXL2016XLiXLecice 4.9 142

125 PredictionLofLxarlyLvhildhoodLvariesLviaLSpatialYTemporalLVariationsLofLOralLMicrobiotaaLCellhHosth
andhMicrobeXL2015XLdkXLeliYfci 23.4 123

124 RamanYactivatedLcellLsortingLbasedLonLdielectrophoreticLsingleYcellLtrapLandLreleaseaLAnalyticalh
ChemistryXL2015XLkjXLeekeYl 7.8 106

123 yeedYadditiveLprobioticsLaccelerateLyetLantibioticsLdelayLintestinalLmicrobiotaLmaturationLinLbroilerL
chickenaLMicrobiomeXL2017XLhXLld 16.6 104
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122 zenomicLyoundationLofLStarchYtoYLipidLSwitchLinLOleaginousLvhlorellaLsppaLPlanthPhysiologyXL2015XL
dilXLegggYid 6.6 89

121 MetabolicYtctivityYuasedLtssessmentLofLtntimicrobialLxffectsLbyLwOYLabeledLSingleYvellLRamanL
MicrospectroscopyaLAnalyticalhChemistryXL2017XLklXLgdckYgddh 7.8 87

120 PreliminaryLcharacterizationLofLtheLoralLmicrobiotaLofLvhineseLadultsLwithLandLwithoutLgingivitisaL
BMChOralhHealthXL2011XLddXLff 3.7 82

119 RamanLactivatedLcellLejectionLforLisolationLofLsingleLcellsaLAnalyticalhChemistryXL2013XLkhXLdciljYjcd 7.8 80

118 ProducingLwesignerLOilsLinLβndustrialLMicroalgaeLbyLRationalLModulationLofLvoYevolvingLTypeYeL
wiacylglycerolLtcyltransferasesaLMolecularhPlantXL2017XLdcXLdhefYdhfl 14.4 78

117 MessageLfromLaLhumanLgutLsymbiontmLsensitivityLisLaLprerequisiteLforLsharingaLTrendshinhMicrobiology
XL2004XLdeXLedYk 12.4 77

116 uiologicalLingredientLanalysisLofLtraditionalLvhineseLmedicineLpreparationLbasedLonL
highYthroughputLsequencingmLtheLstoryLforLLiuweiLwihuangLWanaLScientifichReportsXL2014XLgXLhdgj 4.9 76

115 RamanYtctivatedLwropletLSortingLTRtwSULforLLabelYyreeL–ighYThroughputLScreeningLofLMicroalgalL
SingleYvellsaLAnalyticalhChemistryXL2017XLklXLdehilYdehjj 7.8 76

114
tntagonisticLrolesLofLabscisicLacidLandLcytokininLduringLresponseLtoLnitrogenLdepletionLinL
oleaginousLmicroalgaLNannochloropsisLoceanicaLexpandLtheLevolutionaryLbreadthLofL
phytohormoneLfunctionaLPlanthJournalXL2014XLkcXLheYik

6.9 75

113 βmpactLofLwNtLextractionLmethodLandLtargetedLdiSYrRNtLhypervariableLregionLonLoralLmicrobiotaL
profilingaLScientifichReportsXL2018XLkXLdifed 4.9 74

112 MetagenomicLinsightsLintoLtheLfibrolyticLmicrobiomeLinLyakLrumenaLPLoShONEXL2012XLjXLegcgfc 3.7 71

111 PredictiveLmodelingLofLgingivitisLseverityLandLsusceptibilityLviaLoralLmicrobiotaaLISMEhJournalXL2014XL
kXLdjikYkc 11.9 70

110 ParallelYMxTtLfmLvomprehensiveLtaxonomicalLandLfunctionalLanalysisLplatformLforLefficientL
comparisonLofLmicrobialLcommunitiesaLScientifichReportsXL2017XLjXLgcfjd 4.9 64

109 MagneticLnanoparticleYmediatedLisolationLofLfunctionalLbacteriaLinLaLcomplexLmicrobialLcommunityaL
ISMEhJournalXL2015XLlXLicfYdg 11.9 63

108 zenomeYwideLidentificationLofLtranscriptionLfactorsLandLtranscriptionYfactorLbindingLsitesLinL
oleaginousLmicroalgaeLNannochloropsisaLScientifichReportsXL2014XLgXLhghg 4.9 61

107 LabelYfreeXLrapidLandLquantitativeLphenotypingLofLstressLresponseLinLxaLcoliLviaLramanomeaLScientifich
ReportsXL2016XLiXLfgfhl 4.9 58

106 RegulationLofLtheLcholesterolLbiosyntheticLpathwayLandLitsLintegrationLwithLfattyLacidLbiosynthesisL
inLtheLoleaginousLmicroalgaLNannochloropsisLoceanicaaLBiotechnologyhforhBiofuelsXL2014XLjXLkd 7.8 58

105 xnhancingLphotosyntheticLbiomassLproductivityLofLindustrialLoleaginousLmicroalgaeLbyL
overexpressionLofLRuuisvOLactivaseaLAlgalhResearchXL2017XLejXLfiiYfjh 5 57

(2017-2015)
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104 TowardsLhighYthroughputLmicrofluidicLRamanYactivatedLcellLsortingaLAnalystyhTheXL2015XLdgcXLidifYjg 5 55

103 ParallelYMxTtLeacmLenhancedLmetagenomicLdataLanalysisLwithLfunctionalLannotationXLhighL
performanceLcomputingLandLadvancedLvisualizationaLPLoShONEXL2014XLlXLeklfef 3.7 54

102 QuantitativeLdynamicsLofLtriacylglycerolLaccumulationLinLmicroalgaeLpopulationsLatLsingleYcellL
resolutionLrevealedLbyLRamanLmicrospectroscopyaLBiotechnologyhforhBiofuelsXL2014XLjXLhk 7.8 53

101 vharacterizationLofLtheLcentralLmetabolicLpathwaysLinLThermoanaerobacterLspaLstrainLXhdgLviaL
isotopomerYassistedLmetaboliteLanalysisaLAppliedhandhEnvironmentalhMicrobiologyXL2009XLjhXLhccdYk 4.8 52

100 ReverseLandLMultipleLStableLβsotopeLProbingLtoLStudyLuacterialLMetabolismLandLβnteractionsLatLtheL
SingleLvellLLevelaLAnalyticalhChemistryXL2016XLkkXLlggfYlghc 7.8 52

99 wevelopmentLofLaLfacileLdropletYbasedLsingleYcellLisolationLplatformLforLcultivationLandLgenomicL
analysisLinLmicroorganismsaLScientifichReportsXL2017XLjXLgddle 4.9 51

98 RNtiYbasedLtargetedLgeneLknockdownLinLtheLmodelLoleaginousLmicroalgaeLNannochloropsisL
oceanicaaLPlanthJournalXL2017XLklXLdefiYdehc 6.9 51

97 QvYvhainmLfastLandLholisticLqualityLcontrolLmethodLforLnextYgenerationLsequencingLdataaLPLoShONEXL
2013XLkXLeicefg 3.7 49

96 yactorsLinfluencingLcellulosomeLactivityLinLconsolidatedLbioprocessingLofLcellulosicLethanolaL
BioresourcehTechnologyXL2010XLdcdXLlhicYl 11 49

95 NannochloropsisLplastidLandLmitochondrialLphylogenomesLrevealLorganelleLdiversificationL
mechanismLandLintragenusLphylotypingLstrategyLinLmicroalgaeaLBMChGenomicsXL2013XLdgXLhfg 4.5 45

94 wissectingLandLengineeringLmetabolicLandLregulatoryLnetworksLofLthermophilicLbacteriaLforLbiofuelL
productionaLBiotechnologyhAdvancesXL2013XLfdXLkejYfj 17.8 44

93 RamanLspectroscopyLprovidesLaLrapidXLnonYinvasiveLmethodLforLquantitationLofLstarchLinLliveXL
unicellularLmicroalgaeaLBiotechnologyhJournalXL2014XLlXLdhdeYk 5.6 41

92 RamanYactivatedLcellLsortingLandLmetagenomicLsequencingLrevealingLcarbonYfixingLbacteriaLinLtheL
oceanaLEnvironmentalhMicrobiologyXL2018XLecXLeegdYeehh 5.2 41

91 StructureLandLregulationLofLtheLcelluloseLdegradomeLinLvlostridiumLcellulolyticumaLBiotechnologyh
forhBiofuelsXL2013XLiXLjf 7.8 38

90 vowYtoYmouseLfecalLtransplantationsLsuggestLintestinalLmicrobiomeLasLoneLcauseLofLmastitisaL
MicrobiomeXL2018XLiXLecc 16.6 38

89 uiosynthesisLofLTriacylglycerolLMoleculesLwithLaLTailoredLPUytLProfileLinLβndustrialLMicroalgaeaL
MolecularhPlantXL2019XLdeXLgjgYgkk 14.4 37

88 vorrelationLofLgenomicLandLphysiologicalLtraitsLofLthermoanaerobacterLspeciesLwithLbiofuelLyieldsaL
AppliedhandhEnvironmentalhMicrobiologyXL2011XLjjXLjllkYkcck 4.8 36

87 σnockdownLofLcarbonateLanhydraseLelevatesLNannochloropsisLproductivityLatLhighLvOLlevelaL
MetabolichEngineeringXL2019XLhgXLliYdck 9.7 34
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86 MetaYStormsmLefficientLsearchLforLsimilarLmicrobialLcommunitiesLbasedLonLaLnovelLindexingLschemeL
andLsimilarityLscoreLforLmetagenomicLdataaLBioinformaticsXL2012XLekXLeglfYhcd 7.2 34

85 RamanomeLtechnologyLplatformLforLlabelYfreeLscreeningLandLsortingLofLmicrobialLcellLfactoriesLatL
singleYcellLresolutionaLBiotechnologyhAdvancesXL2019XLfjXLdcjfkk 17.8 33

84 TheLThermoanaerobacterLglycobiomeLrevealsLmechanismsLofLpentoseLandLhexoseLcoYutilizationLinL
bacteriaaLPLoShGeneticsXL2011XLjXLedccefdk 6 32

83 vomparativeLzutLMicrobiomesLofLyourLSpeciesLRepresentingLtheL–igherLandLtheLLowerLTermitesaL
JournalhofhInsecthScienceXL2016XLdiXL 2 31

82 LabelYfreeXLsimultaneousLquantificationLofLstarchXLproteinLandLtriacylglycerolLinLsingleLmicroalgalL
cellsaLBiotechnologyhforhBiofuelsXL2017XLdcXLejh 7.8 30

81
zenomicLandLtranscriptomeLanalysesLrevealLthatLMtPσYLandLphosphatidylinositolYsignalingL
pathwaysLmediateLtoleranceLtoLhYhydroxymethylYeYfuraldehydeLforLindustrialLyeastLSaccharomycesL
cerevisiaeaLScientifichReportsXL2014XLgXLihhi

4.9 29

80 ParallelYMxTtmLefficientLmetagenomicLdataLanalysisLbasedLonLhighYperformanceLcomputationaLBMCh
SystemshBiologyXL2012XLiLSupplLdXLSdi 3.5 29

79 vellulosomeLstoichiometryLinLvlostridiumLcellulolyticumLisLregulatedLbyLselectiveLRNtLprocessingL
andLstabilizationaLNaturehCommunicationsXL2015XLiXLilcc 17.4 27

78 UltrasoundYmediatedLwNtLtransformationLinLthermophilicLgramYpositiveLanaerobesaLPLoShONEXL
2010XLhXLedehke 3.7 27

77 MetabolicLRemodelingLofLMembraneLzlycerolipidsLinLtheLMicroalgaLNannochloropsisLoceanicaL
underLNitrogenLweprivationaLFrontiershinhMarinehScienceXL2017XLgXL 4.5 26

76 MicrobialLvommunityLvhangesLtlongLaLLandYUseLzradientLofLwesertLSoilLOriginaLPedosphereXL2012XL
eeXLhlfYicf 5 25

75 PositiveLdielectrophoresisYbasedLRamanYactivatedLdropletLsortingLforLcultureYfreeLandLlabelYfreeL
screeningLofLenzymeLfunctionLinLvivoaLSciencehAdvancesXL2020XLiXLeabbfhed 14.3 25

74 TheLPathovhipXLaLfunctionalLgeneLarrayLforLassessingLpathogenicLpropertiesLofLdiverseLmicrobialL
communitiesaLISMEhJournalXL2013XLjXLdljgYkg 11.9 24

73 TranscriptomicLandLproteomicLresponsesLtoLveryLlowLvOLsuggestLmultipleLcarbonLconcentratingL
mechanismsLinaLBiotechnologyhforhBiofuelsXL2019XLdeXLdik 7.8 23

72 ylavinLmononucleotideLTyMNUYbasedLfluorescentLproteinLTybyPULasLreporterLforLpromoterLscreeningL
inLvlostridiumLcellulolyticumaLJournalhofhMicrobiologicalhMethodsXL2015XLddlXLfjYgf 2.8 23

71 βdentifyingLandLPredictingLNoveltyLinLMicrobiomeLStudiesaLMBioXL2018XLlXL 7.8 21

70 tLcultureYindependentLapproachLtoLunravelLunculturedLbacteriaLandLfunctionalLgenesLinLaLcomplexL
microbialLcommunityaLPLoShONEXL2012XLjXLegjhfc 3.7 20

69 yosmidYbasedLphysicalLmappingLofLtheL–istoplasmaLcapsulatumLgenomeaLGenomehResearchXL2004XL
dgXLdicfYl 9.7 20

(2004-2012)
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68 vetylpyridiniumLchlorideLmouthLrinsesLalleviateLexperimentalLgingivitisLbyLinhibitingLdentalLplaqueL
maturationaLInternationalhJournalhofhOralhScienceXL2016XLkXLdkeYlc 27.9 20

67 xmergingLTrendsLforLMicrobiomeLtnalysismLyromLSingleYvellLyunctionalLβmagingLtoLMicrobiomeLuigL
wataaLEngineeringXL2017XLfXLiiYjc 9.7 19

66 SingleLcellLbiotechnologyLtoLshedLaLlightLonLbiologicalLSdarkLmatterSLinLnatureaLMicrobialh
BiotechnologyXL2015XLkXLdhYi 6.3 19

65 MicrobiotaYbasedLSignatureLofLzingivitisLTreatmentsmLtLRandomizedLStudyaLScientifichReportsXL2016XL
iXLegjch 4.9 17

64 LotusLLeafLtqueousLxxtractLReducesLVisceralLyatLMassLandLtmelioratesLβnsulinLResistanceLinL
–ywYβnducedLObeseLRatsLbyLRegulatingLPPtR˛‡eLxxpressionaLFrontiershinhPharmacologyXL2017XLkXLgcl 5.6 17

63 wNtLextractionLprotocolLforLbiologicalLingredientLanalysisLofLLiuweiLwihuangLWanaLGenomicsyh
ProteomicshandhBioinformaticsXL2014XLdeXLdfjYgf 6.5 16

62 zenomeLassemblyLofLprovidesLevidenceLofLhostLnucleusLoverthrowLbyLtheLsymbiontLnucleusLduringL
speciationaLCommunicationshBiologyXL2019XLeXLegl 6.7 15

61 tLpreliminaryLstudyLofLtheLmechanismLofLnitrateYstimulatedLremarkableLincreaseLofLrifamycinL
productionLinLtmycolatopsisLmediterraneiLUfeLbyLRNtYseqaLMicrobialhCellhFactoriesXL2015XLdgXLjh 6.4 15

60 tLselfYpoweredLmicrofluidicLmonodispersedLdropletLgeneratorLwithLcapabilityLofLmultiYsampleL
introductionaLMicrofluidicshandhNanofluidicsXL2015XLdkXLdcijYdcjf 2.8 14

59 PhenomeYzenomeLProfilingLofLSingleLuacterialLvellLbyLRamanYtctivatedLzravityYwrivenL
xncapsulationLandLSequencingaLSmallXL2020XLdiXLeeccddje 11 13

58 MetaSeemLanLinteractiveLandLextendableLvisualizationLtoolboxLforLmetagenomicLsampleLanalysisLandL
comparisonaLPLoShONEXL2012XLjXLegkllk 3.7 13

57 xstablishingLoleaginousLmicroalgaeLresearchLmodelsLforLconsolidatedLbioprocessingLofLsolarL
energyaLAdvanceshinhBiochemicalhEngineering/BiotechnologyXL2012XLdekXLilYkg 1.7 13

56 wevelopmentLofL–uMivhipLforLfunctionalLprofilingLofLhumanLmicrobiomesaLPLoShONEXL2014XLlXLelchgi 3.7 13

55 TranscriptomeLanalysisLrevealsLtheLgeneticLfoundationLforLtheLdynamicsLofLstarchLandLlipidL
productionLinLxttliaLoleoabundansaLAlgalhResearchXL2018XLffXLdgeYdhh 5 13

54 tLMicrobiomeYuasedLβndexLforLtssessingLSkinL–ealthLandLTreatmentLxffectsLforLttopicLwermatitisL
inLvhildrenaLMSystemsXL2019XLgXL 7.6 12

53 TheLNanweSynLdatabaseLforLNannochloropsisLsystemsLandLsyntheticLbiologyaLPlanthJournalXL2020XL
dcgXLdjfiYdjgh 6.9 12

52 MultipleYwiseaseLwetectionLandLvlassificationLacrossLvohortsLviaLMicrobiomeLSearchaLMSystemsXL
2020XLhXL 7.6 12

51 MicroevolutionLfromLshockLtoLadaptationLrevealedLstrategiesLimprovingLethanolLtoleranceLandL
productionLinLThermoanaerobacteraLBiotechnologyhforhBiofuelsXL2013XLiXLdcf 7.8 11
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50 SalivaLmicrobiotaLcarryLcariesYspecificLfunctionalLgeneLsignaturesaLPLoShONEXL2014XLlXLejighk 3.7 11

49 OnYdemandLcontrolLofLmicrofluidicLflowLviaLcapillaryYtunedLsolenoidLmicrovalveLsuctionaLLabhonhAh
ChipXL2014XLdgXLghllYicf 7.2 11

48 ProteomicLstudyLuncoversLmolecularLprinciplesLofLsingleYcellYlevelLphenotypicLheterogeneityLinLlipidL
storageLofaLBiotechnologyhforhBiofuelsXL2019XLdeXLed 7.8 10

47 βntegrationLofLproteomeLandLtranscriptomeLrefinesLkeyLmolecularLprocessesLunderlyingLoilL
productionLinaLBiotechnologyhforhBiofuelsXL2020XLdfXLdcl 7.8 10

46 RegulationLofLbiomassLdegradationLbyLalternativeLˇ�LfactorsLinLcellulolyticLclostridiaaLScientifich
ReportsXL2018XLkXLddcfi 4.9 10

45 NearYvompleteLzenomeLSequenceLofLtheLvellulolyticLuacteriumLuacteroidesLTPseudobacteroidesUL
cellulosolvensLtTvvLfhicfaLGenomehAnnouncementsXL2015XLfXL 10

44 MicrobiomeLSearchLxngineLemLaLPlatformLforLTaxonomicLandLyunctionalLSearchLofLzlobalL
MicrobiomesLonLtheLWholeYMicrobiomeLLevelaLMSystemsXL2021XLiXL 7.6 10

43 LongitudinalLMultiYomicsLandLMicrobiomeLMetaYanalysisLβdentifyLanLtsymptomaticLzingivalLStateL
ThatLLinksLzingivitisXLPeriodontitisXLandLtgingaLMBioXL2021XLdeXL 7.8 9

42 wynamicLMetaYStormsLenablesLcomprehensiveLtaxonomicLandLphylogeneticLcomparisonLofLshotgunL
metagenomesLatLtheLspeciesLlevelaLBioinformaticsXL2020XLfiXLefckYefdc 7.2 8

41
TranscriptomicLandLproteomicLchoreographyLinLresponseLtoLlightLqualityLvariationLrevealsLkeyL
adaptionLmechanismsLinLmarineLNannochloropsisLoceanicaaLSciencehofhthehTotalhEnvironmentXL2020XL
jecXLdfjiij

10.2 8

40
ProteinLexpressionLanalysisLrevealedLaLfineYtunedLmechanismLofLinLsituLdetoxificationLpathwayLforL
theLtolerantLindustrialLyeastLSaccharomycesLcerevisiaeaLAppliedhMicrobiologyhandhBiotechnologyXL
2019XLdcfXLhjkdYhjli

5.7 6

39 RationalLOptimizationLofLRamanYtctivatedLvellLxjectionLandLSequencingLforLuacteriaaLAnalyticalh
ChemistryXL2020XLleXLkckdYkckl 7.8 6

38 QSpecmLonlineLcontrolLandLdataLanalysisLsystemLforLsingleYcellLRamanLspectroscopyaLPeerJXL2014XLeXLegfi 3.1 6

37 zenomeLengineeringLofLNannochloropsisLwithLhundredYkilobaseLfragmentLdeletionsLbyLvaslL
cleavagesaLPlanthJournalXL2021XLdciXLddgkYddie 6.9 6

36 OneYvellLMetabolicLPhenotypingLandLSequencingLofLSoilLMicrobiomeLbyLRamanYtctivatedL
zravityYwrivenLxncapsulationLTRtzxUaLMSystemsXL2021XLiXLeccdkded 7.6 6

35 MetaYtpoLimprovesLaccuracyLofLdiSYampliconYbasedLpredictionLofLmicrobiomeLfunctionaLBMCh
GenomicsXL2021XLeeXLl 4.5 5

34 wOYProbedLRamanLMicrospectroscopyLwistinguishesLtheLMetabolicLwynamicsLofLMacromoleculesLinL
OrganellarLtnticancerLwrugLResponseaLAnalyticalhChemistryXL2021XLlfXLedehYedfg 7.8 5

33 MapLinkermLaLsoftwareLtoolLthatLaidsLphysicalLmapYlinkedLwholeLgenomeLshotgunLassemblyaL
BioinformaticsXL2005XLedXLdeihYi 7.2 4

(2005-2014)
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32 tLPalmLzermYRadarLTPazeRULforLrapidLandLsimpleLvOVβwYdlLdetectionLbyLreverseLtranscriptionL
loopYmediatedLisothermalLamplificationLTRTYLtMPUaaLBiosensorshandhBioelectronicsXL2021XLeccXLddfleh 11.8 4

31 ManipulatingLfattyYacidLprofileLatLunitLchainYlengthLresolutionLinLtheLmodelLindustrialLoleaginousL
microalgaeLNannochloropsisaLMetabolichEngineeringXL2021XLiiXLdhjYdii 9.7 4

30 OptimizedLmethodsLofLchromatinLimmunoprecipitationLforLprofilingLhistoneLmodificationsLinL
industrialLmicroalgaeLNannochloropsisLsppaLJournalhofhPhycologyXL2018XLhgXLfhkYfij 3 3

29 vultureYyreeLβdentificationLandLMetabolicLProfilingLofLMicroalgalLSingleLvellsLviaLxnsembleLLearningL
ofLRamanomesaLAnalyticalhChemistryXL2021XLlfXLkkjeYkkkc 7.8 3

28 tpplicationLofLMetaYMeshLonLtheLanalysisLofLmicrobialLcommunitiesLfromLhumanL
associatedYhabitatsaLQuantitativehBiologyXL2015XLfXLgYdk 3.9 2

27 xfficientLandLLowYvostLxrrorLRemovalLinLwNtLSynthesisLbyLaL–ighYwurabilityLMutSaLACShSynthetich
BiologyXL2020XLlXLlgcYlhe 5.7 2

26 tLmachineLlearningLframeworkLofLfunctionalLbiomarkerLdiscoveryLforLdifferentLmicrobialL
communitiesLbasedLonLmetagenomicLdataL2012XL 2

25 SpeciesYresolvedLsequencingLofLlowYbiomassLorLdegradedLmicrobiomesLusingLebRtwYMaaLGenomeh
BiologyXL2022XLefXLfi 18.3 2

24 γβuYcgL–asLuroadYSpectrumLtntiviralLtctivityLandLβnhibitsLStRSYvoVYeLReplicationLandLvoronavirusL
PathogenesisaaLMBioXL2022XLecffjjed 7.8 2

23 xvolutionLofLYcfhgYindependentLchlorophyllLbiosynthesisLinLcyanobacteriaaLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2021XLddkXL 11.5 2

22 StructuralLinsightLintoLaLz–dL˛†YglucosidaseLfromLtheLoleaginousLmicroalgaXLNannochloropsisL
oceanicaaLInternationalhJournalhofhBiologicalhMacromoleculesXL2021XLdjcXLdliYeci 7.9 2

21 βnLvitroLmethodLforLpredictionLofLplaqueLreductionLbyLdentifriceaLJournalhofhMicrobiologicalhMethodsXL
2015XLddkXLkhYle 2.8 1

20 zPUYMetaYStormsmLvomputingLtheLsimilaritiesLamongLmassiveLmicrobialLcommunitiesLusingLzPUL
2013XL 1

19 tnLOpenYsourceLvollaborationLxnvironmentLforLMetagenomicsLResearchL2011XL 1

18 vomprehensiveLunderstandingLtoLtheLpublicLhealthLriskLofLenvironmentalLmicrobesLviaLaL
microbiomeYbasedLindexaaLJournalhofhGeneticshandhGenomicsXL2022XL 4 1

17 tLscaleYfreeXLfullyLconnectedLglobalLtransitionLnetworkLunderliesLknownLmicrobiomeLdiversity 1

16 βntraYRamanomeLvorrelationLtnalysisLUnveilsLMetaboliteLvonversionLNetworkLfromLanLβsogenicL
vellularLPopulation 1

15 Phenomeâ��zenomeLProfilingmLPhenomeâ��zenomeLProfilingLofLSingleLuacterialLvellLbyL
RamanYtctivatedLzravityYwrivenLxncapsulationLandLSequencingLTSmallLfcbececUaLSmallXL2020XLdiXLecjcdih11 1
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14 tLScaleYyreeXLyullyLvonnectedLzlobalLTransitionLNetworkLUnderliesLσnownLMicrobiomeLwiversityaL
MSystemsXL2021XLiXLeccflged 7.6 1

13 βntraYRamanomeLvorrelationLtnalysisLUnveilsLMetaboliteLvonversionLNetworkLfromLanLβsogenicL
PopulationLofLvellsaLMBioXL2021XLdeXLecdgjced 7.8 1

12 tLmilliliterLtoLpicoliterYlevelLcentrifugalLmicrofluidicLconcentratorLforLfastLpathogenLdetectionLandL
antimicrobialLsusceptibilityLtestingaLSensorshandhActuatorshB:hChemicalXL2021XLfgfXLdfcddj 8.5 1

11 TheLOralLMicrobiomeLuankLofLvhinaL2020XLekjYfcc 0

10 βntegratedLtddressableLwynamicLwropletLtrrayLTawwtULasLSubYNanoliterLReactorsLforL
–ighYvoverageLzenomeLSequencingLofLSingleLYeastLvellsaLSmallXL2021XLdjXLeedccfeh 11 0

9 SpeciesYResolvedLMetagenomicsLofLσindergartenLMicrobiomesLRevealLMicrobialLtdmixtureLWithinL
SitesLandLPotentialLMicrobialL–azardsaaLFrontiershinhMicrobiologyXL2022XLdfXLkjdcdj 5.7 0

8 xxploringLaLblueYlightYsensingLtranscriptionLfactorLtoLdoubleLtheLpeakLproductivityLofLoilLinL
NannochloropsisLoceanicaaaLNaturehCommunicationsXL2022XLdfXLdiig 17.4 0

7 SingleYvellLuiotechnologyLforLUnculturedLMicroorganismsaLSpringerhProtocolsXL2015XLddlYdfd 0.3
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