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j Paper IF Citations

366 uarlyLdownregulationLofLhsaYmiRYaddYcpLinLserumLfromLdrugYnaˆflveLParkinsonSsLdiseaseLpatientsZZL
ScientificcReportsXL2022XLabXLacc] 4.9 1

365 SystemLNeuralLNetworkjLuvolutionLandLshangeLbasedLStructureL–earningZLIEEEcTransactionsconc
ArtificialcIntelligenceXL2022XLaYa 4.7 0

364 —etaboliteLandLlipoproteinLprofilesLrevealLsexYrelatedLoxidativeLstressLimbalanceLinLdeLnovoL
drugYnaiveLParkinsonSsLdiseaseLpatientsZZLNpjcParkinsonjscDiseaseXL2022XLhXLad 9.7 1

363 —etabolicallyLtrivenL–atentLSpaceL–earningLforLweneLuxpressionLtataL2022XLacaYaee

362 qyYrasedLReconstructionLforLvastL—Ryâ��qLSystematicLReviewLandL—etaYqnalysisZLProceedingscofcthec
IEEEXL2022XLaa]XLbbdYbde 14.3 8

361 TranscriptionalLbiomarkersLofLresponseLtoLpharmacologicalLtreatmentsLinLsevereLmentalLdisordersjL
qLsystematicLreviewZZLEuropeancNeuropsychopharmacologyXL2022XLeeXLaabYaeg 1.2 2

360 SsïRPyïNLisLaLstackingYbasedLensembleLlearningLframeworkLforLaccurateLpredictionLofLphageL
virionLproteinsZZLScientificcReportsXL2022XLabXLda]f 4.9 1

359 —olecularL—arkersLandLwenomicsLforLvoodLandLreveragesLsharacterizationL2022XLhhiYi]i

358 undYtoYundLteepL–earningLofLNonYrigidLwroupwiseLRegistrationLandLReconstructionLofLtynamicL
—RyZZLFrontierscincCardiovascularcMedicineXL2022XLiXLhh]ahf 5.4

357 q—YPredYvR–LisLaLnovelLapproachLforLaccurateLpredictionLofLamyloidLproteinsLbyLusingLfeatureL
representationLlearningZZLScientificcReportsXL2022XLabXLgfig 4.9 1

356 qLdeepLgraphLneuralLnetworkLarchitectureLforLmodellingLspatioYtemporalLdynamicsLinLrestingYstateL
functionalL—RyLdataZZLMedicalcImagecAnalysisXL2022XLgiXLa]bdga 15.4 0

355 —olecularL—arkersLandLwenomicsLforLvoodLandLreveragesLsharacterizationL2021XLaYba

354 —odelingLrrainYxeartLsrosstalkLynformationLinLPatientsLwithLTraumaticLrrainLynjuryZLNeurocriticalc
CareXL2021XLa 3.3 1

353
uvolutionLtowardLbetaLcommonLchainLreceptorLusageLlinksLtheLmatrixLproteinsLofLxyVYaLandLitsL
ancestorsLtoLhumanLerythropoietinZLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaXL2021XLaahXL

11.5 2

352 SignalLmetricsLanalysisLofLoscillatoryLpatternsLinLbacterialLmultiYomicLnetworksZLBioinformaticsXL2021
XLcgXLadaaYadai 7.2

351 TeachingLsustainabilityLasLcomplexLsystemsLapproachjLaLsustainableLdevelopmentLgoalsLworkshopZL
InternationalcJournalcofcSustainabilitycincHighercEducationXL2021XLbbXLbeYda 3.9 8

350 qLgeroscienceLapproachLforLParkinsonSsLdiseasejLsonceptualLframeworkLandLdesignLofL
PRïPqwYqwuyNwLprojectZLMechanismscofcAgeingcandcDevelopmentXL2021XLaidXLaaadbf 5.6 6
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349 qdvantagesLofLusingLgraphLdatabasesLtoLexploreLchromatinLconformationLcaptureLexperimentsZL
BMCcBioinformaticsXL2021XLbbXLdc 3.6

348 —–YSy—jLuniversalLreconstructionLofLstructuredLilluminationLmicroscopyLimagesLusingLtransferL
learningZLBiomedicalcOpticscExpressXL2021XLabXLbgb]Ybgcc 3.5 11

347 TemporalLpointwiseLconvolutionalLnetworksLforLlengthLofLstayLpredictionLinLtheLintensiveLcareLunitL
2021XL 3

346 teepL–earningLunablesLvastLandLqccurateLymputationLofLweneLuxpressionZLFrontierscincGeneticsXL
2021XLabXLfbdabh 4.5 0

345 —ultilayerLmodellingLofLtheLhumanLtranscriptomeLandLbiologicalLmechanismsLofLcomplexLdiseasesL
andLtraitsZLNpjcSystemscBiologycandcApplicationsXL2021XLgXLbd 5 0

344 qnalysisLofLsingleYcellLRNqLsequencingLdataLbasedLonLautoencodersZLBMCcBioinformaticsXL2021XLbbXLc]i 3.6 3

343 teepLwraphL—apperjLSeeingLwraphsLThroughLtheLNeuralL–ensZLFrontierscincBigcDataXL2021XLdXLfh]ece 2.8 6

342 qrbitraryLScaleLSuperYResolutionLforL—edicalLymagesZLInternationalcJournalcofcNeuralcSystemsXL2021XL
caXLbae]]cg 6.2 7

341 PathogeneticLprofilingLofLsïVytYaiLandLSqRSYlikeLvirusesZLBriefingscincBioinformaticsXL2021XLbbXLaageYaaif13.4 20

340 qL—ultiplexLSocialLsontagionLtynamicsL—odelLtoLShapeLandLtiscriminateLtbtLsontentL
tisseminationZLIEEEcTransactionsconcCognitivecCommunicationscandcNetworkingXL2021XLgXLehaYeic 6.6 1

339 qnLuffectiveL–ossLvunctionLforLweneratingLctL—odelsLfromLSingleLbtLymageLWithoutLRenderingZLIFIPc
AdvancescincInformationcandcCommunicationcTechnologyXL2021XLc]iYcbb 0.5 2

338 umotionLRecognitionLvromLuuwLSignalLvocusingLonLteepL–earningLandLShallowL–earningL
TechniquesZLIEEEcAccessXL2021XLiXLidf]aYidfbd 3.5 16

337 teepL–earningLforLProteinYProteinLynteractionLSiteLPredictionZLMethodscincMolecularcBiologyXL2021XL
bcfaXLbfcYbhh 1.4 3

336 xeterogeneousL—odelLvusionLvederatedL–earningL—echanismLbasedLonL—odelL—appingZLIEEEc
InternetcofcThingscJournalXL2021XLaYa 10.7 1

335 teepLconvolutionalLneuralLnetworksLbasedLuswLbeatsLclassificationLtoLdiagnoseLcardiovascularL
conditionsZLBiomedicalcEngineeringcLettersXL2021XLaaXLadgYafb 3.6 5

334 iritterYvusejLqLNovelLSequenceYrasedLritterLPeptideLPredictorLbyLvusingL—ultiYViewLveaturesZL
InternationalcJournalcofcMolecularcSciencesXL2021XLbbXL 6.3 4

333 qLvineYwrainedLyoTLtataLqccessLsontrolLSchemeLsombiningLqttributeYrasedLuncryptionLandL
rlockchainZLSecuritycandcCommunicationcNetworksXL2021XLb]baXLaYac 1.9 5

332 vromLynfectionLtoLymmunityjLUnderstandingLtheLResponseLtoLSqRSYsoVbLThroughL—odelingZL
FrontierscincImmunologyXL2021XLabXLfdfigb 8.4 4

(2021-2021)
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331 wraphLRepresentationLvorecastingLofLPatientSsL—edicalLsonditionsjLTowardLaLtigitalLTwinZLFrontiersc
incGeneticsXL2021XLabXLfebi]g 4.5 4

330 xeterogeneityLofLprodromalLParkinsonLsymptomsLinLsiblingsLofLParkinsonLdiseaseLpatientsZLNpjc
ParkinsonjscDiseaseXL2021XLgXLgh 9.7 0

329 qnalysisLofLsardioYserebralLsrosstalkLuventsLinLanLqdultLsohortLfromLtheLsuNTuRYTryLStudyZLActac
NeurochirurgicacSupplementumXL2021XLacaXLciYdb 1.7 1

328 qdversarialLgenerationLofLgeneLexpressionLdataZLBioinformaticsXL2021XL 7.2 3

327 qLclassYcontrastiveLhumanYinterpretableLmachineLlearningLapproachLtoLpredictLmortalityLinLsevereL
mentalLillnessZLNPJcSchizophreniaXL2021XLgXLf] 5.5 0

326 sellVwqujLanLunsupervisedLscRNqYseqLanalysisLworkflowLwithLgraphLattentionLnetworksZL
BioinformaticsXL2021XL 7.2 1

325 qLUniversalL—aliciousLtocumentsLStaticLtetectionLvrameworkLrasedLonLveatureLweneralizationZL
AppliedcSciencesckSwitzerlandlXL2021XLaaXLabacd 2.6 1

324 StacktPPyVjLaLnovelLcomputationalLapproachLforLaccurateLpredictionLofLdipeptidylLpeptidaseLyVL
TtPPYyVULinhibitoryLpeptidesZLMethodsXL2021XL 4.6 3

323 sïS—ïNuTjLqnLRLPackageLforLSurvivalLqnalysisLUsingLScreeningYNetworkL—ethodsZLMathematicsXL
2021XLiXLcbfb 2.3 1

322 uvidenceLinLcorticalLfoldingLpatternsLforLprenatalLpredispositionsLtoLhallucinationsLinLschizophreniaZL
TranslationalcPsychiatryXL2020XLa]XLchg 8.6 9

321 Pus–ytuSLNeurojLqLPersonalisableLslinicalLtecisionLSupportLSystemLforLNeurologicalLtiseasesZL
FrontierscincArtificialcIntelligenceXL2020XLcXLbc 3 6

320 qLmachineLlearningLmodelLtoLidentifyLearlyLstageLsymptomsLofLSqRSYsovYbLinfectedLpatientsZLExpertc
SystemscWithcApplicationsXL2020XLaf]XLaacffa 7.8 57

319 tomainYïrientedLTopicLtiscoveryLrasedLonLveaturesLuxtractionLandLTopicLslusteringZLIEEEcAccessXL
2020XLhXLicfdhYicffb 3.5 2

318 PrivacyYPreservingLqsynchronousLvederatedL–earningL—echanismLforLudgeLNetworkLsomputingZL
IEEEcAccessXL2020XLhXLdhig]Ydhiha 3.5 46

317 xorizontalLgeneLtransferLandLsilverLnanoparticlesLproductionLinLaLnewL—arinomonasLstrainLisolatedL
fromLtheLqntarcticLpsychrophilicLciliateLuuplotesLfocardiiZLScientificcReportsXL2020XLa]XLa]bah 4.9 7

316 UnsupervisedLgenerativeLandLgraphLrepresentationLlearningLforLmodellingLcellLdifferentiationZL
ScientificcReportsXL2020XLa]XLigi] 4.9 8

315 ProximalLtistilledLuvolutionaryLReinforcementL–earningZLProceedingscofcthecAAAIcConferenceconc
ArtificialcIntelligenceXL2020XLcdXLcbhcYcbi] 5 5

314 shrono—ytYsrossYmodalLneuralLnetworksLforLcYtLtemporalLmedicalLimagingLdataZLPLoScONEXL2020XL
aeXLe]bbhifb 3.7
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313 —achineL–earningLandLrioinformaticsL—odelsLtoLydentifyLPathwaysLthatL—ediateLynfluencesLofL
WeldingLvumesLonLsancerLProgressionZLScientificcReportsXL2020XLa]XLbgie 4.9 11

312 tynamicLsurvivalLpredictionLinLintensiveLcareLunitsLfromLheterogeneousLtimeLseriesLwithoutLtheL
needLforLvariableLselectionLorLcurationZLScientificcReportsXL2020XLa]XLbbabi 4.9 5

311 NeuralL—odelsLforLrrainLNetworksLsonnectivityLqnalysisZLLecturecNotescincComputercScienceXL2020XLbabYbbf0.9 0

310 qrbitraryLScaleLSuperYResolutionLforLrrainL—RyLymagesZLIFIPcAdvancescincInformationcandc
CommunicationcTechnologyXL2020XLafeYagf 0.5 5

309 NeoxisjLqLWebLqpplicationLforLtheLqnalysisLofLxiYsLtataZLLecturecNotescincComputercScienceXL2020XLihYa]g0.9 1

308 sontinuousLauthenticationLbyLfreeYtextLkeystrokeLbasedLonLsNNLandLRNNZLComputerscandcSecurityXL
2020XLifXLa]ahfa 4.9 7

307 XvlowjLsrossY—odalLteepLNeuralLNetworksLforLqudiovisualLslassificationZLIEEEcTransactionsconc
NeuralcNetworkscandcLearningcSystemsXL2020XLcaXLcgaaYcgb] 10.3 7

306 qLNovelL—ethodologyLforLdesigningLPoliciesLinL—obileLsrowdsensingLSystemsZLPervasivecandcMobilec
ComputingXL2020XLfgXLa]abc] 3.5 2

305
UnsupervisedLstratificationLinLneuroimagingLthroughLdeepLlatentLembeddingsZLAnnualcInternationalc
ConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcincMedicinecandc
BiologycSocietycAnnualcInternationalcConferenceXL2020XLb]b]XLaefhYaega

0.9 1

304 tqty—jLqLdistanceLadjustmentLdynamicLinfluenceLmapLmodelZLFuturecGenerationcComputercSystemsXL
2020XLaabXLaabbYaac] 7.5 1

303
qLdeepLspatiotemporalLgraphLlearningLarchitectureLforLbrainLconnectivityLanalysisZLAnnualc
InternationalcConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcinc
MedicinecandcBiologycSocietycAnnualcInternationalcConferenceXL2020XLb]b]XLaab]Yaabc

0.9 1

302
qLnovelLwraphLqttentionLNetworkLqrchitectureLforLmodelingLmultimodalLbrainLconnectivityZLAnnualc
InternationalcConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEcEngineeringcinc
MedicinecandcBiologycSocietycAnnualcInternationalcConferenceXL2020XLb]b]XLa]gaYa]gd

0.9 1

301 xowLartificialLintelligenceLandLmachineLlearningLcanLhelpLhealthcareLsystemsLrespondLtoLsïVytYaiZL
MachinecLearningXL2020XLaa]XLaYad 4 47

300 xowLsanLWeL—akeLwanLPerformLretterLinLSingleL—edicalLymageLSuperYResolutionoLqL–esionLvocusedL
—ultiYScaleLqpproachL2019XL 25

299 ymprovingLβouLinL—ultiYlayerLSocialLSensingL2019XL 1

298 yntegrationLofL—achineL–earningL—ethodsLtoLtissectLweneticallyLymputedLTranscriptomicLProfilesLinL
qlzheimerSsLtiseaseZLFrontierscincGeneticsXL2019XLa]XLgbf 4.5 9

297 SocialLdynamicsLmodelingLofLchronoYnutritionZLPLoScComputationalcBiologyXL2019XLaeXLea]]fgad 5 7

296 qL–ogicalLvrameworkLforL—odellingLrreastLsancerLProgressionZLLecturecNotescincComputercScienceXL
2019XLabaYada 0.9 2

(2019-2020)
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295 wenxapjLaLnovelLcomputationalLmethodLbasedLonLgeneticLalgorithmsLforLhaplotypeLassemblyZLBMCc
BioinformaticsXL2019XLb]XLagb 3.6 9

294 qL—achineL–earningLToolLforLynterpretingLtifferencesLinLsognitionLUsingLrrainLveaturesZLIFIPc
AdvancescincInformationcandcCommunicationcTechnologyXL2019XLdgeYdhf 0.5 1

293 qSSsqjLqPyLsequenceLandLstatisticsLfeaturesLcombinedLarchitectureLforLmalwareLdetectionZL
ComputercNetworksXL2019XLaegXLiiYaaa 5.4 8

292 PredictingLfactorsLforLsurvivalLofLbreastLcancerLpatientsLusingLmachineLlearningLtechniquesZLBMCc
MedicalcInformaticscandcDecisioncMakingXL2019XLaiXLdh 3.6 70

291 xierarchicalLrlockL—atrixLqpproachLforL—ultiYviewLslusteringZLLecturecNotescincComputercScienceXL
2019XLb]]Ybab 0.9

290 SystemsLbasedLanalysisLofLhumanLembryosLandLgeneLnetworksLinvolvedLinLcellLlineageLallocationZL
BMCcGenomicsXL2019XLb]XLaga 4.5 11

289 weneticLeffectsLofLweldingLfumesLonLtheLdevelopmentLofLrespiratoryLsystemLdiseasesZLComputerscinc
BiologycandcMedicineXL2019XLa]hXLadbYadi 7 11

288 xowLtoLintegrateLwetLlabLandLbioinformaticsLproceduresLforLwineLtNqLadmixtureLanalysisLandL
compositionalLprofilingjLsaseLstudiesLandLperspectivesZLPLoScONEXL2019XLadXLe]baaifb 3.7 6

287 ydentificationLofLstrategicLmoleculesLforLfutureLcircularLsupplyLchainsLusingLlargeLreactionLnetworksZL
ReactioncChemistrycandcEngineeringXL2019XLdXLaifiYaiha 4.9 9

286 —odelingLbreastLcancerLprogressionLtoLbonejLhowLdriverLmutationLorderLandLmetabolismLmatterZL
BMCcMedicalcGenomicsXL2019XLabXLa]f 3.7 4

285 VariationalLqutoencodersLforLsancerLtataLyntegrationjLtesignLPrinciplesLandLsomputationalL
PracticeZLFrontierscincGeneticsXL2019XLa]XLab]e 4.5 27

284 –esionLfocusedLsuperYresolutionL2019XL 8

283 —odellingLTraitYdependentLSpeciationLwithLqpproximateLrayesianLsomputationZLActacPhysicac
PolonicacBocProceedingscSupplementXL2019XLabXLbe 1.8 3

282 xighLPerformanceLsomputingLforLxaplotypingjL—odelsLandLPlatformsZLLecturecNotescincComputerc
ScienceXL2019XLfe]Yffa 0.9 1

281 —achineL–earningYrasedL—odelsLforLuarlyLStageLtetectionLofLqutismLSpectrumLtisordersZLIEEEc
AccessXL2019XLgXLaffe]iYaffebg 3.5 38

280 yntegratingLPetriLNetsLandLvluxLralanceL—ethodsLinLsomputationalLriologyL—odelsjLaL
—ethodologicalLandLsomputationalLPracticeZLFundamentacInformaticaeXL2019XLagaXLcfgYcib 1 4

279 weneticLeffectsLofLweldingLfumesLonLtheLprogressionLofLneurodegenerativeLdiseasesZL
NeuroToxicologyXL2019XLgaXLicYa]a 4.4 23

278 qLparameterYefficientLdeepLlearningLapproachLtoLpredictLconversionLfromLmildLcognitiveL
impairmentLtoLqlzheimerSsLdiseaseZLNeuroImageXL2019XLahiXLbgfYbhg 7.9 129
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277 —ultiYomicLNetworkLRegressionjL—ethodologyXLToolLandLsaseLStudyZLStudiescincComputationalc
IntelligenceXL2019XLfaaYfbd 0.8

276 SeeingLtheLwoodLforLtheLtreesjLaLforestLofLmethodsLforLoptimizationLandLomicYnetworkLintegrationL
inLmetabolicLmodellingZLBriefingscincBioinformaticsXL2018XLaiXLabahYabce 13.4 23

275 ParapredjLantibodyLparatopeLpredictionLusingLconvolutionalLandLrecurrentLneuralLnetworksZL
BioinformaticsXL2018XLcdXLbiddYbie] 7.2 62

274 ParallelLswarmLintelligenceLstrategiesLforLlargeYscaleLclusteringLbasedLonL—apReduceLwithL
applicationLtoLepigeneticsLofLagingZLAppliedcSoftcComputingcJournalXL2018XLfiXLggaYghc 7.5 2

273 βuantifyingLtheLpropagationLofLdistressLandLmentalLdisordersLinLsocialLnetworksZLScientificcReportsXL
2018XLhXLe]]e 4.9 17

272 qLstudyLonLmultiYomicLoscillationsLinLuscherichiaLcoliLmetabolicLnetworksZLBMCcBioinformaticsXL2018XL
aiXLaid 3.6 5

271 sombiningLPathwayLydentificationLandLrreastLsancerLSurvivalLPredictionLviaLScreeningYNetworkL
—ethodsZLFrontierscincGeneticsXL2018XLiXLb]f 4.5 5

270 ynvestigatingLtiagrammaticLReasoningLwithLteepLNeuralLNetworksZLLecturecNotescincComputerc
ScienceXL2018XLci]Ycih 0.9

269 SimultaneousLTransientsLofLyntracranialLPressureLandLxeartLRateLinLTraumaticLrrainLynjuryjL—ethodsL
ofLqnalysisZLActacNeurochirurgicacSupplementumXL2018XLabfXLadgYaea 1.7 4

268 qutomaticLynferenceLofLsrossY—odalLsonnectionLTopologiesLforLXYsNNsZLLecturecNotescincComputerc
ScienceXL2018XLedYfc 0.9 1

267 ïptimizationLofL—ultiYïmicLwenomeYScaleL—odelsjL—ethodologiesXLxandsYonLTutorialXLandL
PerspectivesZLMethodscincMolecularcBiologyXL2018XLagafXLchiYd]h 1.4 10

266 rioinformaticsLmethodologiesLforLcoeliacLdiseaseLandLitsLcomorbiditiesZLBriefingscincBioinformaticsXL
2018XL 13.4 5

265
wuestLuditorsâ��LyntroductionLtoLtheLSpecialLSectionLonLtheLadthLynternationalLsonferenceLonL
somputationalL—ethodsLinLSystemsLriologyLTs—SrLb]afUZLIEEErACMcTransactionsconcComputationalc
BiologycandcBioinformaticsXL2018XLaeXLaabbYaabc

3

264
qL—ultiYmodalLsonvolutionalLNeuralLNetworkLvrameworkLforLtheLPredictionLofLqlzheimerSsLtiseaseZL
AnnualcInternationalcConferencecofcthecIEEEcEngineeringcincMedicinecandcBiologycSocietycIEEEc
EngineeringcincMedicinecandcBiologycSocietycAnnualcInternationalcConferenceXL2018XLb]ahXLabgaYabgd

0.9 12

263 PathwayYbasedLsubnetworksLenableLcrossYdiseaseLbiomarkerLdiscoveryZLNaturecCommunicationsXL
2018XLiXLdgdf 17.4 19

262 NeuralLnetworkLfusionjLaLnovelLsTY—RLqorticLqneurysmLimageLsegmentationLmethodZLProceedingsc
ofcSPIEXL2018XLa]egdXL 1.7 5

261 —ultiYomicLanalysisLofLsignallingLfactorsLinLinflammatoryLcomorbiditiesZLBMCcBioinformaticsXL2018XL
aiXLdci 3.6 6

260 siliatewu—jLanLopenYprojectLandLaLtoolLforLpredictionsLofLciliateLmetabolicLvariationsLandL
experimentalLconditionLdesignZLBMCcBioinformaticsXL2018XLaiXLddb 3.6 1

(2018-2019)
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259 UsingLteepLtataLqugmentationLTrainingLtoLqddressLSoftwareLandLxardwareLxeterogeneitiesLinL
WearableLandLSmartphoneLSensingLtevicesL2018XL 26

258 srossYmodalLRecurrentL—odelsLforLWeightLïbjectiveLPredictionLfromL—ultimodalLTimeYseriesLtataL
2018XL 12

257 STqblejLaLnovelLapproachLtoLdeLnovoLassemblyLofLRNqYseqLdataLandLitsLapplicationLinLaLmetabolicL
modelLnetworkLbasedLmetatranscriptomicLworkflowZLBMCcBioinformaticsXL2018XLaiXLahd 3.6 1

256 somputationalL—odelsLforLTrappingLubolaLVirusLUsingLungineeredLracteriaZLIEEErACMcTransactionsc
oncComputationalcBiologycandcBioinformaticsXL2018XLaeXLb]agYb]bg 3 7

255 StochasticLshannelLSwitchingLofLvrequencyYuncodedLSignalsLinL—olecularLsommunicationL
NetworksZLIEEEcCommunicationscLettersXL2018XLbbXLccbYcce 3.8 4

254
—akingLlifeLdifficultLforLslostridiumLdifficilejLaugmentingLtheLpathogenSsLmetabolicLmodelLwithL
transcriptomicLandLcodonLusageLdataLforLbetterLtherapeuticLtargetLcharacterizationZLBMCcSystemsc
BiologyXL2017XLaaXLbe

3.5 18

253 trugslustjLqLmachineLlearningLapproachLforLdrugsLsideLeffectsLpredictionZLComputationalcBiologyc
andcChemistryXL2017XLfhXLb]dYba] 3.6 35

252 qLbigYdataLlayeredLarchitectureLforLanalyzingLmolecularLcommunicationsLsystemsLinLbloodLvesselsL
2017XL 1

251 qLmultiplexLnetworkLapproachLforLtheLanalysisLofLintracranialLpressureLandLheartLrateLdataLinL
traumaticLbrainLinjuredLpatientsZLAppliedcNetworkcScienceXL2017XLbXLbi 2.9 6

250 wlobalLgeneLexpressionLprofilingLandLsenescenceLbiomarkerLanalysisLofLhuSsLexposedLtoLxïL
inducedLnonYcytotoxicLoxidativeLstressZLStemcCellcResearchcandcTherapyXL2017XLhXLaf] 8.3 4

249 ïpportunitiesLforLcommunityLawarenessLplatformsLinLpersonalLgenomicsLandLbioinformaticsL
educationZLBriefingscincBioinformaticsXL2017XLahXLa]hbYa]i] 13.4 1

248 weneticLProfilingLandLsomorbiditiesLofLZikaLynfectionZLJournalcofcInfectiouscDiseasesXL2017XLbafXLg]cYgab 7 37

247 SingleYcellLRNqYsequencingLuncoversLtranscriptionalLstatesLandLfateLdecisionsLinLhaematopoiesisZL
NaturecCommunicationsXL2017XLhXLb]de 17.4 78

246 NushartYyyjLTheLroadLtoLaLfastLandLscalableLtoolLforLxiYsLdataLanalysisZLInternationalcJournalcofcHighc
PerformancecComputingcApplicationsXL2017XLcaXLaifYbaa 1.8 3

245 TranscriptomeLandLproteomeLanalysisLofLSalmonellaLentericaLserovarLTyphimuriumLsystemicL
infectionLofLwildLtypeLandLimmuneYdeficientLmiceZLPLoScONEXL2017XLabXLe]ahacfe 3.7 6

244 somparativeLStudyLofLynferenceL—ethodsLforLrayesianLNonnegativeL—atrixLvactorisationZLLecturec
NotescincComputercScienceXL2017XLeacYebi 0.9 5

243 uffectLofLqgingXLtiseaseLVersusLxealthLsonditionsLinLtheLtesignLofLNanoYcommunicationsLinLrloodL
VesselsZLModelingcandcOptimizationcincSciencecandcTechnologiesXL2017XLddgYdga 0.6 1

242 —ultilayerLtataLandLtocumentLStratificationLforLsomorbidityLqnalysisZLLecturecNotescincComputerc
ScienceXL2017XLb]iYbai 0.9
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241 rioYynspiredLysTLforLrigLtataL—anagementLinLxealthcareZLStudiescincBigcDataXL2016XLaYbf 0.9 2

240 qpplicationsLofLmolecularLcommunicationsLtoLmedicinejLqLsurveyZLNanocCommunicationcNetworksXL
2016XLgXLbgYde 2.9 93

239 NuchaRtjLumbeddingLxighY–evelLParallelLsomputingLinLRLforLqugmentedLxiYsLtataLqnalysisZLLecturec
NotescincComputercScienceXL2016XLbeiYbgb 0.9 2

238 shannelLmodellingLofLmolecularLcommunicationsLacrossLbloodLvesselsLandLnervesL2016XL 6

237 TheLympactLofLxeterogeneityLandLqwarenessLinL—odelingLupidemicLSpreadingLonL—ultiplexL
NetworksZLScientificcReportsXL2016XLfXLcga]e 4.9 34

236 rioinformaticsLshallengesLandLPotentialitiesLinLStudyingLuxtremeLunvironmentsZLLecturecNotescinc
ComputercScienceXL2016XLb]eYbai 0.9

235 —olsom—–L2016XL 3

234 —uxstepjLanLopenYsourceLsLWWLmultiplexLx——LlibraryLforLmakingLinferencesLonLmultipleLdataLtypesZL
BioinformaticsXL2016XLcbXLbefbYd 7.2 1

233 —ultiplexLmethodsLprovideLeffectiveLintegrationLofLmultiYomicLdataLinLgenomeYscaleLmodelsZLBMCc
BioinformaticsXL2016XLagLSupplLdXLhc 3.6 30

232 —etabolicLdisordersjLhowLcanLsystemsLmodellingLhelpoZLLancetcDiabetescandcEndocrinologyotheXL2016
XLdXLc]f 18.1 2

231 SystemsLmedicineLofLinflammagingZLBriefingscincBioinformaticsXL2016XLagXLebgYd] 13.4 27

230 xierarchicalLblockLmatricesLasLefficientLrepresentationsLofLchromosomeLtopologiesLandLtheirL
applicationLforLcsLdataLintegrationZLBioinformaticsXL2016XLcbXLaabaYi 7.2 4

229 xowLcomputerLscienceLcanLhelpLinLunderstandingLtheLctLgenomeLarchitectureZLBriefingscinc
BioinformaticsXL2016XLagXLgccYdd 13.4 10

228 yterativeL—ultiL–evelLsalibrationLofL—etabolicLNetworksZLCurrentcBioinformaticsXL2016XLaaXLicYa]e 4.7 4

227 TheLwenomeLsonformationLqsLanLyntegratorLofL—ultiYïmicLtatajLTheLuxampleLofLtamageL
SpreadingLinLsancerZLFrontierscincGeneticsXL2016XLgXLaid 4.5 15

226 tistanceYrasedLïpportunisticL—obileLtataLïffloadingZLSensorsXL2016XLafXL 3.8 5

225 somputationalL—odelingXLvormalLqnalysisXLandLToolsLforLSystemsLriologyZLPLoScComputationalc
BiologyXL2016XLabXLea]]deia 5 115

224 sancerL—arkersLSelectionLUsingLNetworkYrasedLsoxLRegressionjLqL—ethodologicalLandL
somputationalLPracticeZLFrontierscincPhysiologyXL2016XLgXLb]h 4.6 13

(2016-2016)
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223 XYsNNjLsrossYmodalLconvolutionalLneuralLnetworksLforLsparseLdatasetsL2016XL 10

222 ParameterLestimationLofLtuberculosisLtransmissionLmodelLusingLunsembleL’almanLfilterLacrossL
yndianLstatesLandLunionLterritoriesZLInfectionocDiseasecandcHealthXL2016XLbaXLahdYaia 4.6 5

221 qnimalLinferenceLonLhumanLmitochondrialLdiseasesZLComputationalcBiologycandcChemistryXL2016XLfbXLagYbh3.6

220 sombiningLevolutionaryLgameLtheoryLandLnetworkLtheoryLtoLanalyzeLhumanLcooperationLpatternsZL
ChaosocSolitonscandcFractalsXL2016XLiaXLagYbd 9.3 21

219 ProteinLynteractionLNetworksL–inkLSchizophreniaLRiskL–ociLtoLSynapticLvunctionZLSchizophreniac
BulletinXL2016XLdbXLaccdYacdb 1.3 11

218 WarpedL—atrixLvactorisationLforL—ultiYviewLtataLyntegrationZLLecturecNotescincComputercScienceXL
2016XLghiYh]d 0.9 1

217 somorbidityLnetworksjLbeyondLdiseaseLcorrelationsZLJournalcofcComplexcNetworksXL2015XLcXLcaiYccb 1.7 13

216 qnalysisLandLdesignLofLmolecularLmachinesZLTheoreticalcComputercScienceXL2015XLeiiXLa]bYaag 1.1 3

215 —odellingLcirculatingLtumourLcellsLforLpersonalisedLsurvivalLpredictionLinLmetastaticLbreastLcancerZL
PLoScComputationalcBiologyXL2015XLaaXLea]]daii 5 10

214 yntegratingLmultiYomicLfeaturesLexploitingLshromosomeLsonformationLsaptureLdataZLFrontierscinc
GeneticsXL2015XLfXLd] 4.5 8

213 qnalyzingLseasonalityLofLtuberculosisLacrossLyndianLstatesLandLunionLterritoriesZLJournalcofc
EpidemiologycandcGlobalcHealthXL2015XLeXLccgYdf 5.5 22

212 rioaccumulationLmodellingLandLsensitivityLanalysisLforLdiscoveringLkeyLplayersLinLcontaminatedL
foodLwebsjLTheLcaseLstudyLofLPsrsLinLtheLqdriaticLSeaZLEcologicalcModellingXL2015XLc]fXLb]eYbae 3 12

211 —etuSajLaLmultiYdraftLbasedLscaffolderZLBioinformaticsXL2015XLcaXLbddcYea 7.2 203

210 ymprovingL–iteratureYrasedLtiscoveryLwithLqdvancedLTextL—iningZLLecturecNotescincComputerc
ScienceXL2015XLhiYih 0.9 4

209 qutomatedLtetectionLofLvluorescentLProbesLinL—olecularLymagingZLLecturecNotescincComputerc
ScienceXL2015XLfhYge 0.9 1

208 NetworkLregularisedLsoxLregressionLandLmultiplexLnetworkLmodelsLtoLpredictLdiseaseL
comorbiditiesLandLsurvivalLofLcancerZLComputationalcBiologycandcChemistryXL2015XLeiLPtLrXLaeYca 3.6 28

207 trugLRepurposingLbyLïptimizingL—iningLofLwenesLTargetLqssociationZLLecturecNotescincComputerc
ScienceXL2015XLb]iYbah 0.9

206 qLxybridLofL—etabolicLvluxLqnalysisLandLrayesianLvactorL—odelingLforL—ultiomicLTemporalLPathwayL
qctivationZLACScSyntheticcBiologyXL2015XLdXLhh]Yi 5.7 18
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205 rayesianL—eldingLqpproachLtoLustimateLtheLReproductionLNumberLforLTuberculosisLTransmissionLinL
yndianLStatesLandLUnionLTerritoriesZLAsiapPacificcJournalcofcPubliccHealthXL2015XLbgXLgbcYcb 2 3

204 wenomeYscaleLmetabolicLreconstructionLandLconstraintYbasedLmodellingLofLtheLqntarcticLbacteriumL
PseudoalteromonasLhaloplanktisLTqsabeZLEnvironmentalcMicrobiologyXL2015XLagXLgeaYff 5.2 33

203 PredictiveLanalyticsLofLenvironmentalLadaptabilityLinLmultiYomicLnetworkLmodelsZLScientificcReportsXL
2015XLeXLaeadg 4.9 34

202 tqPPuRjLaLdataYminingLresourceLforLproteinYproteinLinteractionsZLBioDatacMiningXL2015XLhXLc] 4.3 4

201 xowLtoLbuildLpersonalizedLmultiYomicsLcomorbidityLprofilesZLFrontierscincCellcandcDevelopmentalc
BiologyXL2015XLcXLbh 5.7 44

200 —ultiYTargetLqnalysisLandLtesignLofL—itochondrialL—etabolismZLPLoScONEXL2015XLa]XLe]acchbe 3.7 7

199 βuantifyingLtheLRoleLofLxomophilyLinLxumanLsooperationLUsingL—ultiplexLuvolutionaryLwameL
TheoryZLPLoScONEXL2015XLa]XLe]ad]fdf 3.7 23

198 ParallelLuxplorationLofLtheLNuclearLshromosomeLsonformationLwithLNushartYyyL2015XL 3

197 sytosomjLaLsytoscapeLappLtoLvisualizeXLqueryLandLanalyseLdiseaseLcomorbidityLnetworksZL
BioinformaticsXL2015XLcaXLifiYga 7.2 34

196 TheLrio—artLcommunityLportaljLanLinnovativeLalternativeLtoLlargeXLcentralizedLdataLrepositoriesZL
NucleiccAcidscResearchXL2015XLdcXLWehiYih 20.1 468

195 —olecularLmultiplexLnetworkLinferenceLusingLwaussianLmixtureLhiddenL—arkovLmodelsZLJournalcofc
ComplexcNetworksXL2015XLcnv]bi 1.7 3

194 qdvancesLinLqrtificialL–ifejLSynthesisLandLSimulationLofL–ivingLSystemsjLuditorialZLArtificialcLifeXL2015XL
baXLcieYg 1.4 2

193 —ultiLYomicsLandLmetabolicLmodellingLpipelinesjLchallengesLandLtoolsLforLsystemsLmicrobiologyZL
MicrobiologicalcResearchXL2015XLagaXLebYfd 5.3 90

192 wenomeYscaleLmetabolicLnetworkLreconstructionZLMethodscincMolecularcBiologyXL2015XLabcaXLbccYef 1.4 16

191 qpplicationsLofLNetworkYbasedLSurvivalLqnalysisL—ethodsLforLPathwaysLtetectionLinLsancerZL
LecturecNotescincComputercScienceXL2015XLgfYhh 0.9 1

190 NushartYyyjLqLwraphYrasedLqpproachLforLqnalysisLandLynterpretationLofLxiYsLtataZLLecturecNotescinc
ComputercScienceXL2015XLbihYcaa 0.9

189 qLcontentLdisseminationLmodelLforLmobileLinternetLtoLminimizeLloadLonLcellularLnetworkL2015XLbhiYbid

188 qdvancesLinLtranslationalLbiomedicineLfromLsystemsLapproachesZLFrontierscincGeneticsXL2014XLeXLbgc 4.5 3

(2014-2015)
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187 —tPqNTcUjLsiteYclassLspecificLaminoLacidLreplacementLmatricesLforLmitochondrialLproteinsLofL
PancrustaceaLandLsollembolaZLMolecularcPhylogeneticscandcEvolutionXL2014XLgeXLbciYdd 4.1 1

186 uxploringLtheLcomplexityLofLpathwayYdrugLrelationshipsLusingLlatentLtirichletLallocationZL
ComputationalcBiologycandcChemistryXL2014XLecLPtLqXLaddYeb 3.6 13

185 sombiningLaLwaveletLchangeLpointLandLtheLrayesLfactorLforLanalysingLchromosomalLinteractionL
dataZLMolecularcBioSystemsXL2014XLa]XLaegfYhe 25

184 visxisaljLanLRLpackageLforLiterativeLvySxYbasedLcalibrationLofLxiYsLdataZLBioinformaticsXL2014XLc]XLcab]Yb 7.2 25

183 tirectionalLcommunicationLwithLmovementLpredictionLinLmobileLwirelessLsensorLnetworksZLPersonalc
andcUbiquitouscComputingXL2014XLahXLaidaYaiec 2.1 3

182 comoRjLaLsoftwareLforLdiseaseLcomorbidityLriskLassessmentZLJournalcofcClinicalcBioinformaticsXL2014XL
dXLh 65

181 PathwayYbasedLrayesianLinferenceLofLdrugYdiseaseLinteractionsZLMolecularcBioSystemsXL2014XLa]XLaechYdh 15

180 vorwardLandLReverseLcodingLforLchromosomeLtransferLinLbacterialLnanonetworksZLNanoc
CommunicationcNetworksXL2014XLeXLaeYbd 2.9 12

179 traftLgenomesLofLthreeLqntarcticLPsychrobacterLstrainsLproducingLantimicrobialLcompoundsL
againstLrurkholderiaLcepaciaLcomplexXLopportunisticLhumanLpathogensZLMarinecGenomicsXL2014XLacXLcgYh1.9 15

178 —odelingLTwvY˛†LinLearlyLstagesLofLcancerLtissueLdynamicsZLPLoScONEXL2014XLiXLehhecc 3.7 6

177 rioremediationLinLmarineLecosystemsjLaLcomputationalLstudyLcombiningLecologicalLmodelingLandL
fluxLbalanceLanalysisZLFrontierscincGeneticsXL2014XLeXLcai 4.5 10

176 WhoLWroteLThisoLTextualL—odelingLwithLquthorshipLqttributionLinLrigLtataL2014XL 8

175 NetworkYbasedLanalysisLofLcomorbiditiesLriskLduringLanLinfectionjLSqRSLandLxyVLcaseLstudiesZLBMCc
BioinformaticsXL2014XLaeXLccc 3.6 70

174 TheLrioYynspiredLandLSocialLuvolutionLofLNodeLandLtataLinLaL—ultilayerLNetworkL2014XL 5

173 ShortLandLlongYtermLgenomeLstabilityLanalysisLofLprokaryoticLgenomesZLBMCcGenomicsXL2013XLadXLc]i 4.5 7

172 somorbidityjLaLmultidimensionalLapproachZLTrendscincMolecularcMedicineXL2013XLaiXLeaeYba 11.5 46

171 ïffloadingLmobileLdataLfromLcellularLnetworksLthroughLpeerYtoYpeerLWiviLcommunicationjLqL
subscribeYandYsendLarchitectureZLChinacCommunicationsXL2013XLa]XLceYdf 3 27

170 ytLmeasuresLlikeLmejLqnLyoTsLalgorithmLinLWSNsLbasedLonLheuristicsLbehaviorLandLclusteringL
methodsZLAdcHoccNetworksXL2013XLaaXLbfcgYbfdg 4.8 9
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169 sytoxisjLaLcytoscapeLpluginLforLvisualLcomparisonLofLxiYsLnetworksZLBioinformaticsXL2013XLbiXLab]fYg 7.2 16

168 tesignLandLstrainLselectionLcriteriaLforLbacterialLcommunicationLnetworksZLNanocCommunicationc
NetworksXL2013XLdXLaeeYafc 2.9 1

167 tifferentialLimpactsLofLReLvsZLXdLxyVYaLonLtheLtranscriptomeLofLprimaryLstdWLTLcellsZLRetrovirologyXL
2013XLa]XL 3.6 1

166 SpeedingLupLtheLtransitionLtoLcollectiveLawarenessL2013XL 3

165 qLdesignLautomationLframeworkLforLcomputationalLbioenergeticsLinLbiologicalLnetworksZLMolecularc
BioSystemsXL2013XLiXLbeedYfd 8

164 ParetoLoptimalityLinLorganelleLenergyLmetabolismLanalysisZLIEEErACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsXL2013XLa]XLa]cbYdd 3 11

163 qLreviewLofLexperimentalLopportunitiesLforLmolecularLcommunicationZLNanocCommunicationc
NetworksXL2013XLdXLdcYeb 2.9 38

162 ufficientLbehaviorLofLphotosyntheticLorganellesLviaLParetoLoptimalityXLidentifiabilityXLandLsensitivityL
analysisZLACScSyntheticcBiologyXL2013XLbXLbgdYhh 5.7 10

161 —ultiYhopLconjugationLbasedLbacteriaLnanonetworksZLIEEEcTransactionsconcNanobioscienceXL2013XLabXLdgYei3.4 69

160 ParetoLepsilonYdominanceLandLidentifiableLsolutionsLforLriosqtLmodelingL2013XL 3

159 qL–ocationLPredictionLqlgorithmLforL—obileLsommunicationsLUsingLtirectionalLqntennasZL
InternationalcJournalcofcDistributedcSensorcNetworksXL2013XLiXLdahf]f 1.7 2

158 TheLpuzzlingLroleLofLsXsRdLinLhumanLimmunodeficiencyLvirusLinfectionZLTheranosticsXL2013XLcXLahYbe 12.1 17

157 NushartjLanLRLpackageLtoLstudyLgeneLspatialLneighbourhoodsLwithLmultiYomicsLannotationsZLPLoSc
ONEXL2013XLhXLegeadf 3.7 26

156 PhysioYenvironmentalLsensingLandLliveLmodelingZLInteractivecJournalcofcMedicalcResearchXL2013XLbXLec 2.1 6

155 TheLonsetLofLtypeLbLdiabetesjLproposalLforLaLmultiYscaleLmodelZLJMIRcResearchcProtocolsXL2013XLbXLedd 2 10

154 TheLRoleLofLtheLwenomeLinLtheLuvolutionLofLtheLsomplexityLofL—etabolicL—achinesZLSpringerc
ProceedingscincComplexityXL2013XLa]fcYa]fi 0.3

153 RiskLPerceptionXLxeuristicsLandLupidemicLSpreadL2013XLaciYaeb 4

152 ïpportunisticLroutingLthroughLconjugationLinLbacteriaLcommunicationLnanonetworkZLNanoc
CommunicationcNetworksXL2012XLcXLcfYde 2.9 134

(2012-2013)
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151 —ultilevelLcomputationalLmodelingLandLquantitativeLanalysisLofLboneLremodelingZLIEEErACMc
TransactionsconcComputationalcBiologycandcBioinformaticsXL2012XLiXLacffYgh 3 13

150 TheLlandscapeLofLtNqLrepeatLelementsLinLhumanLheartLfailureZLGenomecBiologyXL2012XLacXLRi] 18.3 29

149 RobustLdesignLofLmicrobialLstrainsZLBioinformaticsXL2012XLbhXLc]igYa]d 7.2 46

148 ynformationLdynamicsLalgorithmLforLdetectingLcommunitiesLinLnetworksZLCommunicationscinc
NonlinearcSciencecandcNumericalcSimulationXL2012XLagXLdbidYdc]c 3.7 18

147 —odellingLosteomyelitisZLBMCcBioinformaticsXL2012XLacLSupplLadXLSab 3.6 24

146 StatisticalLapproachesLtoLuseLaLmodelLorganismLforLregulatoryLsequencesLannotationLofLnewlyL
sequencedLspeciesZLPLoScONEXL2012XLgXLedbdhi 3.7 1

145 qnLadaptiveLdirectionalL—qsLprotocolLforLadLhocLnetworksLusingLdirectionalLantennasZLSciencecChinac
InformationcSciencesXL2012XLeeXLacf]Yacga 3.4 9

144 ydentificationLofLsensitiveLenzymesLinLtheLphotosyntheticLcarbonLmetabolismZLAdvancescinc
ExperimentalcMedicinecandcBiologyXL2012XLgcfXLddaYei 3.6 5

143 WaveletL’ernelLPrincipalLsomponentLqnalysisLinLNoisyL—ultiscaleLtataLslassificationL2012XLb]abXLaYac 6

142 —odelingLTwvY˛†LsignalingLpathwayLinLepithelialYmesenchymalLtransitionZLAIPcAdvancesXL2012XLbXL]aab]a 1.5 2

141 tiseaseLprocessesLasLhybridLdynamicalLsystemsZLElectroniccProceedingscincTheoreticalcComputerc
ScienceocEPTCSXL2012XLibXLaebYaff

140 ynvestigatingLmetaYapproachesLforLreconstructingLgeneLnetworksLinLaLmammalianLcellularLcontextZL
PLoScONEXL2012XLgXLebhgac 3.7 10

139 sollectiveLhumanLmobilityLpatternLfromLtaxiLtripsLinLurbanLareaZLPLoScONEXL2012XLgXLecddhg 3.7 128

138 RationalLdesignLofLorganelleLcompartmentsLinLcellsZLEMBnetcJournalXL2012XLahXLb] 2.3 2

137 —ultiYobjectiveLïptimisationXLSensitivityLandLRobustnessLqnalysisLinLvrqL—odellingZLLecturecNotescinc
ComputercScienceXL2012XLabgYadg 0.9 5

136 —ultipleLVerificationLinLsomplexLriologicalLSystemsjLTheLroneLRemodellingLsaseLStudyZLLecturec
NotescincComputercScienceXL2012XLecYgf 0.9 7

135 StochasticLanalysisLofLaLmiRNqYproteinLtoggleLswitchZLMolecularcBioSystemsXL2011XLgXLbgifYh]c 14

134 qlterationsLofLprimaryLfattyLacidLamidesLinLserumLofLpatientsLwithLsevereLmentalLillnessZLFrontierscinc
BiosciencecpcEliteXL2011XLcXLc]hYad 1.6 11
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133 —essageLfromLtheLworkshopLonLtheLfutureLofLsocialLnetworkingZLComputercCommunicationcReviewXL
2011XLdaXLadYah 1.4

132 —ethodologicalLrridgesLforL—ultiY–evelLSystemsZLProcediacComputercScienceXL2011XLgXLah]Yahb 1.6

131 riologicalLprinciplesLforLfutureLinternetLarchitectureLdesignL2011XLdiXLddYeb 25

130 qLsombinedLProcessLqlgebraicLandLStochasticLqpproachLtoLroneLRemodelingZLElectroniccNotescinc
TheoreticalcComputercScienceXL2011XLbggXLdaYeb 0.7 5

129 UnityLinLtiversityjLPhylogeneticYinspiredLTechniquesLforLReverseLungineeringLandLtetectionLofL
—alwareLvamiliesL2011XL 3

128 xowLtheL—utationalYSelectionLynterplayLïrganizesLtheLvitnessL–andscapeZLJournalcofcNonlinearc
MathematicalcPhysicsXL2011XLahXLbfe 0.9

127 uvolvingL—odelLofLïpportunisticLRoutingLinLtelayLTolerantLNetworksL2011XL 3

126 qssessingLventilationLsystemLperformanceLinLisolationLroomsZLEnergycandcBuildingsXL2011XLdcXLbdfYbeb 7 15

125 tesignLofLrobustLmetabolicLpathwaysL2011XL 10

124 upilepticLuuwLtetectionLviaLaLNovelLPatternLRecognitionLvrameworkL2011XL 4

123 upishyPjLgeneYbyYgeneLquantificationLofLepigeneticLmodificationLlevelsZLNucleiccAcidscResearchXL2011
XLciXLebg 20.1 34

122 tistinctLepigenomicLfeaturesLinLendYstageLfailingLhumanLheartsZLCirculationXL2011XLabdXLbdaaYbb 16.7 196

121 qLVarianceYsomponentsL—odelLforLtistanceY—atrixLPhylogeneticLReconstructionZLStatisticalc
ApplicationscincGeneticscandcMolecularcBiologyXL2011XLa]XL 1.2 78

120 sommunityLstructureLinLsocialLnetworksjLapplicationsLforLepidemiologicalLmodellingZLPLoScONEXL
2011XLfXLebbbb] 3.7 23

119 Stoch’itYvvjLufficientLSystemsLriologyLonL—ulticoreLqrchitecturesZLLecturecNotescincComputerc
ScienceXL2011XLafgYage 0.9 5

118 ydentificationLofLtargetedLanalyteLclustersLforLstudiesLofLschizophreniaZLMolecularcandcCellularc
ProteomicsXL2010XLiXLea]Ybb 7.6 23

117 veaturesLextractionLviaLwaveletLkernelLPsqLforLdataLclassificationL2010XL 2

116 wenericLspacedLtNqLmotifLdiscoveryLusingLweneticLqlgorithmL2010XL 3

(2010-2011)
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115 veatureLextractionLviaLdynamicLPsqLforLepilepsyLdiagnosisLandLepilepticLseizureLdetectionL2010XL 1

114 qnalysisLandLïptimizationLofLscLPhotosyntheticLsarbonL—etabolismL2010XL 8

113 riologicallyLinspiredLnetworkingL[wuestLuditorial]ZLIEEEcNetworkXL2010XLbdXLdYd 11.4 4

112 yntraYLandLinterYchromosomalLinteractionsLcorrelateLwithLsTsvLbindingLgenomeLwideZLMolecularc
SystemscBiologyXL2010XLfXLdbf 12.2 85

111 qnLintegratedLmodellingLapproachLforLReâ��XdLmutationLandLxqqRTLtherapyLassessmentZLSwarmc
IntelligenceXL2010XLdXLcaiYcd] 3

110 tetectionLProbabilityLustimationLofLtirectionalLqntennasLandLïmniYtirectionalLqntennasZLWirelessc
PersonalcCommunicationsXL2010XLeeXLeaYfc 1.9 5

109 vormalLreasoningLonLqualitativeLmodelsLofLcoinfectionLofLxyVLandLTuberculosisLandLxqqRTLtherapyZL
BMCcBioinformaticsXL2010XLaaLSupplLaXLSfg 3.6 5

108 StatisticalLmechanicsLofLrumourLspreadingLinLnetworkLcommunitiesZLProcediacComputercScienceXL
2010XLaXLbccaYbcci 1.6 25

107 RiskLperceptionLandLdiseaseLspreadLonLsocialLnetworksZLProcediacComputercScienceXL2010XLaXLbcdeYbced 1.6 24

106 sognitiveLnetworkLdynamicsLinLchatlinesZLProcediacComputercScienceXL2010XLaXLbceeYbcfb 1.6 7

105 uvolutionLofL—etabolicLPathwaysLandLuvolutionLofLwenomesL2010XLcgYfh 1

104 sombiningLReplicatesLandLNearbyLSpeciesLtatajLqLrayesianLqpproachZLLecturecNotescincComputerc
ScienceXL2010XLaiaYb]e 0.9

103 NoiseLandLnonYlinearitiesLinLhighYthroughputLdataZLJournalcofcStatisticalcMechanics:cTheorycandc
ExperimentXL2009XLb]]iXLP]a]ad 1.9 1

102 ustimatingLdormantLandLactiveLhematopoieticLstemLcellLkineticsLthroughLextensiveLmodelingLofL
bromodeoxyuridineLlabelYretainingLcellLdynamicsZLPLoScONEXL2009XLdXLefigb 3.7 65

101 TowardsLrealYtimeLcommunityLdetectionLinLlargeLnetworksZLPhysicalcReviewcEXL2009XLgiXL]ffa]g 2.4 190

100 qLcomparativeLstudyLofLnoiseLeffectLonLwaveletLbasedLdeYnoisingLmethodsL2009XL 1

99 TrendsLinLmodelingLriomedicalLsomplexLSystemsZLBMCcBioinformaticsXL2009XLa]LSupplLabXLya 3.6 18

98 slinicalLbioinformaticsLforLcomplexLdisordersjLaLschizophreniaLcaseLstudyZLBMCcBioinformaticsXL2009XL
a]LSupplLabXLSf 3.6 9

Pietro Lio’

16



97 —easuringLsimilarityLbetweenLgeneLexpressionLprofilesjLaLrayesianLapproachZLBMCcGenomicsXL2009XL
a]LSupplLcXLSad 4.5 7

96 TheLevolutionLofLhistidineLbiosynthesisLinLarchaeajLinsightsLintoLtheLhisLgenesLstructureLandL
organizationLinL–UsqZLJournalcofcMolecularcEvolutionXL2009XLfiXLeabYbf 3.1 12

95 rioYinspiredLmultiYagentLdataLharvestingLinLaLproactiveLurbanLmonitoringLenvironmentZLAdcHocc
NetworksXL2009XLgXLgbeYgda 4.8 35

94 xematopoieticLStemLsellsLReversiblyLSwitchLfromLtormancyLtoLSelfYRenewalLduringLxomeostasisL
andLRepairZLCellXL2009XLachXLb]i 56.2 2

93 SizeL—attersjLVariationLinLPersonalLNetworkLSizeXLPersonalityLandLuffectLonLynformationL
TransmissionL2009XL 11

92 ympactLofLaltruismLonLopportunisticLcommunicationsL2009XL 21

91 SelfishnessXLqltruismLandL—essageLSpreadingLinL—obileLSocialLNetworksL2009XL 60

90 —inimizingLtetectionLProbabilityLRoutingLinLqdLxocLNetworksLUsingLtirectionalLqntennasZLEurasipc
JournalconcWirelesscCommunicationscandcNetworkingXL2009XLb]]iXL 3.2 6

89 ynformationLProcessingLandLTimingL—echanismsLinLVisionZLLecturecNotescincComputercScienceXL2009XLcbeYccd0.9

88 —athematicalL—odelLofLxyVLSuperinfectionLandLsomparativeLtrugLTherapyZLLecturecNotescinc
ComputercScienceXL2009XLdaYec 0.9

87 vormalLqnalysisLofLtheLweneticLToggleZLLecturecNotescincComputercScienceXL2009XLifYaa] 0.9

86 SearchingLforLwlycomicsLRoleLinLStemLsellLtevelopmentZLLecturecNotescincComputercScienceXL2009XLaihYb]i0.9

85 SubstitutionL—atricesLandL—utualLynformationLqpproachesLtoL—odelingLuvolutionZLLecturecNotescinc
ComputercScienceXL2009XLbeiYbgb 0.9 0

84 qLsaseLStudyLofLysqLwithL—ultiYscaleLPsqLofLSimulatedLTrafficLtataZLLecturecNotescincComputerc
ScienceXL2009XLcehYcfg 0.9

83 TheLStructuralLNetworkLPropertiesLofLriologicalLSystemsZLWorldcScientificcLecturecNotescincComplexc
SystemsXL2009XLiYca

82 qnalysisLofLplasmidLgenesLbyLphylogeneticLprofilingLandLvisualizationLofLhomologyLrelationshipsL
usingLrlastbNetworkZLBMCcBioinformaticsXL2008XLiXLeea 3.6 42

81 xematopoieticLstemLcellsLreversiblyLswitchLfromLdormancyLtoLselfYrenewalLduringLhomeostasisLandL
repairZLCellXL2008XLaceXLaaahYbi 56.2 1335

80 SecurityLestimationLmodelLwithLdirectionalLantennasL2008XL 7

(2008-2009)
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79 rioYynspiredL—ultiYagentLsollaborationLforLUrbanL—onitoringLqpplicationsZLLecturecNotescinc
ComputercScienceXL2008XLb]dYbaf 0.9 5

78 sombiningLuxperimentalLuvidencesLfromLReplicatesLandLNearbyLSpeciesLtataLforLqnnotatingLNovelL
wenomesZLAIPcConferencecProceedingsXL2008XL 0 1

77 PredictionLbyLgraphLtheoreticLmeasuresLofLstructuralLeffectsLinLproteinsLarisingLfromL
nonYsynonymousLsingleLnucleotideLpolymorphismsZLPLoScComputationalcBiologyXL2008XLdXLea]]]ace 5 41

76 qL–ocationLPredictionLqlgorithmLforLtirectionalLsommunicationL2008XL 4

75 SocialLNetworkingLforLPervasiveLqdaptationL2008XL 8

74 —odelingLsequenceLevolutionZLMethodscincMolecularcBiologyXL2008XLdebXLbeeYhe 1.4 4

73 surrentLtrendsLinLtheLbioinformaticLsequenceLanalysisLofLmetabolicLpathwaysLinLprokaryotesZL
BriefingscincBioinformaticsXL2008XLiXLcdYde 13.4 4

72 sontactLNetworkL—odelingLofLvluLupidemicsZLLecturecNotescincComputercScienceXL2008XLcedYcfa 0.9

71 WaveletYtomainLStatisticsLofLPacketLSwitchingLNetworksLNearLTrafficLsongestionZLLecturecNotescinc
ComputercScienceXL2008XLbfhYbgi 0.9

70 TopologicalL—etricsLinLrlastLtataL—iningjLPlasmidLandLNitrogenYvixingLProteinsLsaseLStudiesZL
CommunicationscincComputercandcInformationcScienceXL2008XLb]gYbb] 0.3

69 qLStochasticL—ultiYagentL—odelLofLStemLsellLProliferationZLLecturecNotescincComputercScienceXL2008XLe]]Ye]e0.9

68 rayesianLynferenceLonLxiddenL’nowledgeLinLxighYThroughputL—olecularLriologyLtataZLLecturec
NotescincComputercScienceXL2008XLhbiYhch 0.9 1

67 sombiningL—olecularLandLPhysiologicalLtataLofLsomplexLtisordersZLCommunicationscincComputerc
andcInformationcScienceXL2008XLcfbYcgf 0.3 1

66 rayesianLPhylogenyLonLwridZLCommunicationscincComputercandcInformationcScienceXL2008XLd]dYdaf 0.3 6

65 ynferenceLonL—issingLValuesLinLweneticLNetworksLUsingLxighYThroughputLtataL2008XLa]fYaaf 1

64 qLNovelL—obilityL—odelLfromLaLxeterogeneousL—ilitaryL—qNuTLTraceZLLecturecNotescincComputerc
ScienceXL2008XLdfcYdgd 0.9 7

63 xumanLxeuristicsLforLqutonomousLqgentsZLLecturecNotescincComputercScienceXL2008XLcd]Ycea 0.9 1

62 wridLmethodologyLforLidentifyingLcoYregulatedLgenesLandLtranscriptionLfactorLbindingLsitesZLIEEEc
TransactionsconcNanobioscienceXL2007XLfXLafbYg 3.4 2
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61 PhylogeneticsLandLsomputationalLriologyLofL—ultigeneLvamiliesL2007XLaiaYb]e 1

60 TopologicalLandLdynamicalLpropertiesLofLgeneticLandLsocialLnetworksZLProceedingscincAppliedc
MathematicscandcMechanicsXL2007XLgXLb]g]]]gYb]g]]]h 0.2

59 TheLroleLofLgeneLfusionsLinLtheLevolutionLofLmetabolicLpathwaysjLtheLhistidineLbiosynthesisLcaseZL
BMCcEvolutionarycBiologyXL2007XLgLSupplLbXLSd 3 35

58 —odelingLxyVLquasispeciesLevolutionaryLdynamicsZLBMCcEvolutionarycBiologyXL2007XLgLSupplLbXLSe 3 13

57 PhylogeneticLanalysisLofLmitochondrialLproteinLcodingLgenesLconfirmsLtheLreciprocalLparaphylyLofL
xexapodaLandLsrustaceaZLBMCcEvolutionarycBiologyXL2007XLgLSupplLbXLSh 3 121

56 —ultipleLproteinLphosphatasesLareLrequiredLforLmitosisLinLtrosophilaZLCurrentcBiologyXL2007XLagXLbicYc]c6.3 104

55 qntarcticLfishLmitochondrialLgenomesLlackLNtfLgeneZLJournalcofcMolecularcEvolutionXL2007XLfeXLeaiYbh 3.1 35

54 vorensicLtNqLandLbioinformaticsZLBriefingscincBioinformaticsXL2007XLhXLaagYbh 13.4 14

53 rottleneckLgenesLandLcommunityLstructureLinLtheLcellLcycleLnetworkLofLSZLpombeZLPLoSc
ComputationalcBiologyXL2007XLcXLea]c 5 21

52 —otifScorerjLusingLaLcompendiumLofLmicroarraysLtoLidentifyLregulatoryLmotifsZLBioinformaticsXL2007XL
bcXLdicYe 7.2 4

51 qL—olecularLsommunicationLSystemLinLrloodLVesselsLforLTumorLtetectionL2007XL 10

50 RiskLperceptionLinLepidemicLmodelingZLPhysicalcReviewcEXL2007XLgfXL]fai]d 2.4 102

49 WaveletLSpectralLqnalysisLofLPacketLTrafficLNearLPhaseLTransitionLPointLfromLvreeLvlowLtoL
songestionLinLtataLNetworkL—odelL2007XL 2

48 riometricLevidenceLthatLsexualLselectionLhasLshapedLtheLhomininLfaceZLPLoScONEXL2007XLbXLega] 3.7 147

47 somputationalLframeworkLforLtheLpredictionLofLtranscriptionLfactorLbindingLsitesLbyLmultipleLdataL
integrationZLBMCcNeuroscienceXL2006XLgLSupplLaXLSh 3.2 3

46 qLnovelLalgorithmLandLwebYbasedLtoolLforLcomparingLtwoLalternativeLphylogeneticLtreesZL
BioinformaticsXL2006XLbbXLaagYi 7.2 140

45 —odelingLuvolutionaryLtynamicsLofLxyVLynfectionZLLecturecNotescincComputercScienceXL2006XLaifYbaa 0.9

44 TheLynfluenceLofLRiskLPerceptionLinLupidemicsjLqLsellularLqgentL—odelZLLecturecNotescincComputerc
ScienceXL2006XLcbaYcbi 0.9 3
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43 PhylogeneticLandLstructuralLanalysisLofLmitochondrialLcomplexLyLproteinsZLGeneXL2005XLcdeXLeeYfd 3.8 9

42 TheLoriginLandLevolutionLofLoperonsjLtheLpiecewiseLbuildingLofLtheLproteobacterialLhistidineLoperonZL
JournalcofcMolecularcEvolutionXL2005XLf]XLcghYi] 3.1 40

41 ydentificationLofLtNqLregulatoryLmotifsLusingLrayesianLvariableLselectionZLBioinformaticsXL2004XLb]XLbeecYfa7.2 25

40 PeriodicLgeneLexpressionLprogramLofLtheLfissionLyeastLcellLcycleZLNaturecGeneticsXL2004XLcfXLh]iYag 36.3 402

39 PhylogenomicsLandLbioinformaticsLofLSqRSYsoVZLTrendscincMicrobiologyXL2004XLabXLa]fYaa 12.4 33

38 StatisticalLbioinformaticLmethodsLinLmicrobialLgenomeLanalysisZLBioEssaysXL2003XLbeXLbffYgc 4.1 4

37 WaveletsLinLbioinformaticsLandLcomputationalLbiologyjLstateLofLartLandLperspectivesZLBioinformaticsXL
2003XLaiXLbYi 7.2 142

36 ynvestigatingLtheLevolutionLandLstructureLofLchemokineLreceptorsZLGeneXL2003XLcagXLbiYcg 3.8 17

35 timensionalityLandLdependenceLproblemsLinLstatisticalLgenomicsZLBriefingscincBioinformaticsXL2003XL
dXLafhYgg 13.4 2

34 —odelingL—itochondrialLProteinLuvolutionLUsingLStructuralLynformationZLJournalcofcMolecularc
EvolutionXL2002XLedXLeaiYebi 3.1 12

33 —odelingLmitochondrialLproteinLevolutionLusingLstructuralLinformationZLJournalcofcMolecularc
EvolutionXL2002XLedXLeaiYbi 3.1 4

32 ynvestigatingLtheLrelationshipLbetweenLgenomeLstructureXLcompositionXLandLecologyLinL
prokaryotesZLMolecularcBiologycandcEvolutionXL2002XLaiXLghiYh]] 8.3 11

31 —olecularLphylogeneticsjLstateYofYtheYartLmethodsLforLlookingLintoLtheLpastZLTrendscincGeneticsXL
2001XLagXLbfbYgb 8.5 311

30 —olecularLevolutionLofLnitrogenLfixationjLtheLevolutionaryLhistoryLofLtheLniftXLnif’XLnifuXLandLnifNL
genesZLJournalcofcMolecularcEvolutionXL2000XLeaXLaYaa 3.1 116

29 —odelsLofLmolecularLevolutionLandLphylogenyZLGenomecResearchXL1998XLhXLabccYdd 9.7 215

28 qssociationLofLtheLwlnLbgLbetaLbYadrenoceptorLpolymorphismLandLyguLvariabilityLinLasthmaticL
familiesZLChestXL1997XLaaaXLghSYgiS 5.3 5

27 wenomeLfluxLinLtomatoLcellLclonesLculturedLinLvitroLinLdifferentLphysiologicalLequilibriaZLyyZLqLRqPtL
analysisLofLvariabilityZLGenomeXL1996XLciXLhdfYec 2.4 33

26 xighLstatisticsLblockLentropyLmeasuresLofLtNqLsequencesZLJournalcofcTheoreticalcBiologyXL1996XLah]XLaeaYf]2.3 25
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25 qnalysisLofLgenomicLpatchinessLofLxaemophilusLinfluenzaeLandLSaccharomycesLcerevisiaeL
chromosomesZLJournalcofcTheoreticalcBiologyXL1996XLahcXLdeeYfi 2.3 10

24 SelectionXLmutationsLandLcodonLusageLinLaLbacterialLmodelZLJournalcofcTheoreticalcBiologyXL1995XL
agcXLbgaYha 2.3 18

23 TheLevolutionLofLtheLhistidineLbiosyntheticLgenesLinLprokaryotesjLaLcommonLancestorLforLtheLhisqL
andLhisvLgenesZLJournalcofcMolecularcEvolutionXL1994XLchXLdhiYie 3.1 59

22 ThirdLcodonLwLWLsLperiodicityLasLaLpossibleLsignalLforLanLNinternalNLselectiveLconstraintZLJournalcofc
TheoreticalcBiologyXL1994XLagaXLbaeYbc 2.3 18

21 TranscriptionLfactorsLandLgeneLregulatoryLnetworkscfYeb

20 qLteepLwraphLNeuralLNetworkLqrchitectureLforL—odellingLSpatioYtemporalLtynamicsLinL
restingYstateLfunctionalL—RyLtata 1

19 wraphLrepresentationLforecastingLofLpatientâ��sLmedicalLconditionsjLtowardsLaLdigitalLtwin 1

18 —ultipleLverificationLinLcomputationalLmodelingLofLboneLpathologiesZLElectroniccProceedingscinc
TheoreticalcComputercScienceocEPTCSXfgXLhbYif 3

17 VariationalLautoencodersLforLcancerLdataLintegrationjLdesignLprinciplesLandLcomputationalLpractice 2

16 UnseenLWordLRepresentationLbyLqligningLxeterogeneousL–exicalLSemanticLSpacesZLProceedingscofc
thecAAAIcConferenceconcArtificialcIntelligenceXccXLfi]]Yfi]g 5 2

15 qnalysisLofLsingleYcellLRNqLsequencingLdataLbasedLonLautoencoders 1

14 sellVwqujLqnLunsupervisedLscRNqYseqLanalysisLworkflowLwithLgraphLattentionLnetworks 1

13 vorecastingLUltraYearlyLyntensiveLsareLStrainLfromLsïVytYaiLinLunglandXLvaZaZd 9

12 weneLuxpressionLymputationLwithLwenerativeLqdversarialLymputationLNets 1

11 TheLcomputationalLPatientLhasLdiabetesLandLaLsïVyt 2

10 PopulationLwraphLwNNsLforLrrainLqgeLPrediction 3

9 wrapheinLYLaLPythonL–ibraryLforLweometricLteepL–earningLandLNetworkLqnalysisLonLProteinLStructures 5

8 wuuSujL—etabolicallyLdrivenLlatentLspaceLlearningLforLgeneLexpressionLdata 3
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7 qLparameterYefficientLdeepLlearningLapproachLtoLpredictLconversionLfromLmildLcognitiveL
impairmentLtoLqlzheimerâ��sLdisease 3

6 uarlyLtetectionLofLNeurologicalLtysfunctionLUsingLrloodLsellLTranscriptLProfiles 6

5 Pus–ytuSLNeuroLqLPersonalisableLslinicalLtecisionLSupportLSystemLforLNeurologicalLtiseases 1

4 UnsupervisedL—achineL–earningLforLtataLuncodingLappliedLtoLïvarianLsancerLTranscriptomes 4

3 VolumetricLSegmentationLandLsharacterisationLofLtheLParacingulateLSulcusLonL—RyLScans 2

2 ParatopeLPredictionLusingLsonvolutionalLandLRecurrentLNeuralLNetworks 1

1 qdverseLeffectsLofLsïVytYaiLvaccinationjLmachineLlearningLandLstatisticalLapproachLtoLidentifyLandL
classifyLincidencesLofLmorbidityLandLpostYvaccinationLreactogenicity 5
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