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m Paper IF Citations

76 IdentificationNandNcharacterizationNofNrodaderivedNconeNviabilityNfactorbNNatureiGenetics]N2004]Ngj]Nkiiam 36.3 385

75 IdentificationNofNgenesNassociatedNwithNtumorigenesisNandNmetastaticNpotentialNofNhypopharyngealN
cancerNbyNmicroarrayNanalysisbNOncogene]N2004]Nfg]Nfhlhaml 9.2 220

74 TheNconservedNtranscriptomeNinNhumanNandNrodentNmaleNgametogenesisbNProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmerica]N2007]Nedh]Nlghjaie 11.5 212

73 RoleNofNmiRaghcNmicroRNuNinNtheNlateNstepsNofNspermatogenesisbNRna]N2010]Nej]Nkfdage 5.8 193

72 whromosomalNgeneNmovementsNreflectNtheNrecentNoriginNandNbiologyNofNtherianNsexNchromosomesbN
PLoSiBiology]N2008]Nj]Neld 9.7 141

71
yxecutionNofNtheNmeioticNnoncodingNRNuNexpressionNprogramNandNtheNonsetNofNgametogenesisNinN
yeastNrequireNtheNconservedNexosomeNsubunitNRrpjbNProceedingsiofitheiNationaliAcademyiofiSciencesi
ofitheiUnitediStatesiofiAmerica]N2011]Nedl]Nedilajg

11.5 103

70 PipeulignnNuNnewNtoolkitNforNproteinNfamilyNanalysisbNNucleiciAcidsiResearch]N2003]Nge]Nglfmagf 20.1 96

69 undrogenaregulatedNmicroRNuaegiaNdecreasesNprostateNcancerNcellNmigrationNandNinvasionNthroughN
downregulatingNROwKeNandNROwKfbNOncogene]N2015]Ngh]Nflhjaii 9.2 90

68 unNatlasNofNchromatoidNbodyNcomponentsbNRna]N2014]Nfd]Nhlgami 5.8 68

67 GlobalNhumanNtissueNprofilingNandNproteinNnetworkNanalysisNrevealsNdistinctNlevelsNofNtranscriptionalN
germlineaspecificityNandNidentifiesNtargetNgenesNforNmaleNinfertilitybNHumaniReproduction]N2012]Nfk]Ngfggahl5.7 65

66 wrossaplatformNgeneNexpressionNsignatureNofNhumanNspermatogenicNfailureNrevealsN
inflammatoryalikeNresponsebNHumaniReproduction]N2007]Nff]Nfmgjahj 5.7 63

65 yxpressionNprofilingNofNrainbowNtroutNtestisNdevelopmentNidentifiesNevolutionaryNconservedNgenesN
involvedNinNspermatogenesisbNBMCiGenomics]N2009]Ned]Nihj 4.5 62

64 PolyglutamineNexpansionNcausesNneurodegenerationNbyNalteringNtheNneuronalNdifferentiationN
programbNHumaniMoleculariGenetics]N2006]Nei]Njmeakdg 5.6 57

63 TheNunnotation]NMapping]NyxpressionNandNNetworkNWuMyNXNsuiteNofNtoolsNforNmolecularNsystemsN
biologybNBMCiBioinformatics]N2008]Nm]Nlj 3.6 55

62 ResearchNresourcenNtheNdynamicNtranscriptionalNprofileNofNsertoliNcellsNduringNtheNprogressionNofN
spermatogenesisbNMoleculariEndocrinology]N2015]Nfm]Njfkahf 50

61 RodaderivedNwoneNViabilityNzactorafNisNaNnovelNbifunctionalathioredoxinalikeNproteinNwithNtherapeuticN
potentialbNBMCiMoleculariBiology]N2007]Nl]Nkh 4.5 50

60 ynhancerNsequenceNconservationNbetweenNvertebratesNisNfavouredNinNdevelopmentalNregulatorN
genesbNTrendsiiniGenetics]N2005]Nfe]Nfdkaed 8.5 49
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59 yxpressionNofNHLuaGNbyNmastNcellsNisNassociatedNwithNhepatitisNwNvirusainducedNliverNfibrosisbNJournali
ofiHepatology]N2014]Njd]Nfhiaif 13.4 46

58 TheNepigeneticNprocessesNofNmeiosisNinNmaleNmiceNareNbroadlyNaffectedNbyNtheNwidelyNusedNherbicideN
atrazinebNBMCiGenomics]N2015]Nej]Nlli 4.5 45

57 LinkingNtranscriptomicsNandNproteomicsNinNspermatogenesisbNReproduction]N2015]Neid]NRehmaik 3.8 40

56 HigharesolutionNprofilingNofNnovelNtranscribedNregionsNduringNratNspermatogenesisbNBiologyiofi
Reproduction]N2014]Nme]Ni 3.9 40

55 GermOnlineNhbdNisNaNgenomicsNgatewayNforNgermlineNdevelopment]NmeiosisNandNtheNmitoticNcellN
cyclebNDatabase:itheiJournaliofiBiologicaliDatabasesiandiCuration]N2010]Nfded]Nbaqdgd 5 38

54 TemporallyNregulatedNtrafficNofNHuRNandNitsNassociatedNuRyacontainingNmRNusNfromNtheNchromatoidN
bodyNtoNpolysomesNduringNmouseNspermatogenesisbNPLoSiONE]N2009]Nh]Nehmdd 3.7 37

53 TheNReproGenomicsNViewernNanNintegrativeNcrossaspeciesNtoolboxNforNtheNreproductiveNscienceN
communitybNNucleiciAcidsiResearch]N2015]Nhg]NWedmaej 20.1 34

52 xifferentialNproteomicNanalysisNofNtheNmouseNretinanNtheNinductionNofNcrystallinNproteinsNbyNretinalN
degenerationNinNtheNrdeNmousebNMoleculariandiCellulariProteomics]N2003]Nf]Nhmhaidi 7.6 34

51 ProfilingNofNandrogenNresponseNinNrainbowNtroutNpubertalNtestisnNrelevanceNtoNmaleNgonadN
developmentNandNspermatogenesisbNPLoSiONE]N2013]Nl]Neiggdf 3.7 33

50 GOunnonNGONannotationNbasedNonNmultipleNalignmentbNBioinformatics]N2005]Nfe]Nfdmiaj 7.2 33

49 TheNReproGenomicsNViewernNaNmultiaomicsNandNcrossaspeciesNresourceNcompatibleNwithNsingleacellN
studiesNforNtheNreproductiveNscienceNcommunitybNBioinformatics]N2019]Ngi]Ngeggagegm 7.2 31

48 yxpressionNprofilingNandNcomparativeNgenomicsNidentifyNaNconservedNregulatoryNregionNcontrollingN
midlineNexpressionNinNtheNzebrafishNembryobNGenomeiResearch]N2004]Neh]Nfflagl 9.7 30

47 wytosineNmodificationsNmodulateNtheNchromatinNarchitectureNofNtranscriptionalNenhancersbNGenomei
Research]N2017]Nfk]Nmhkamil 9.7 29

46 wharacterisationNandNlocalisationNofNtheNendocannabinoidNsystemNcomponentsNinNtheNadultNhumanN
testisbNScientificiReports]N2019]Nm]Nefljj 4.9 28

45 RUNXeNmaintainsNtheNidentityNofNtheNfetalNovaryNthroughNanNinterplayNwithNzOXLfbNNaturei
Communications]N2019]Ned]Nieej 17.4 27

44 MetabolomicsNasNaNpowerfulNtoolNtoNdecipherNtheNbiologicalNeffectsNofNenvironmentalNcontaminantsN
inNhumansbNCurrentiOpinioniiniToxicology]N2018]Nl]Nhlaij 4.4 25

43 MeioticNGenesNureNynrichedNinNRegionsNofNReducedNurchaicNuncestrybNMoleculariBiologyiandi
Evolution]N2017]Ngh]Nemkhaemld 8.3 24

42 RNuNprofilingNofNhumanNtesticularNcellsNidentifiesNsyntenicNlncRNusNassociatedNwithN
spermatogenesisbNHumaniReproduction]N2019]Ngh]Nefklaefmd 5.7 22
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41 gowlusterNintegratesNstatisticalNanalysisNandNfunctionalNinterpretationNofNmicroarrayNexpressionN
databNBioinformatics]N2005]Nfe]Ngikiak 7.2 22

40 InterplayNbetweenNtranscriptionNregulatorsNRUNXeNandNzUvPeNactivatesNanNenhancerNofNtheN
oncogeneNcaKITNandNamplifiesNcellNproliferationbNNucleiciAcidsiResearch]N2018]Nhj]Neefehaeeffl 20.1 21

39 xIwyRNRegulatesNtheNzormationNandNMaintenanceNofNwellawellNJunctionsNinNtheNMouseNSeminiferousN
ypitheliumbNBiologyiofiReproduction]N2015]Nmg]Negm 3.9 18

38 zortyafourNnovelNproteinacodingNlociNdiscoveredNusingNaNproteomicsNinformedNbyNtranscriptomicsN
WPITXNapproachNinNratNmaleNgermNcellsbNBiologyiofiReproduction]N2014]Nme]Nefg 3.9 18

37 wombiningNRNuNandNproteinNprofilingNdataNwithNnetworkNinteractionsNidentifiesNgenesNassociatedN
withNspermatogenesisNinNmouseNandNhumanbNBiologyiofiReproduction]N2015]Nmf]Nke 3.9 17

36 GlyceollinsNtriggerNantiaproliferativeNeffectsNthroughNestradioladependentNandNindependentN
pathwaysNinNbreastNcancerNcellsbNCelliCommunicationiandiSignaling]N2017]Nei]Nfj 7.5 16

35 unNintegrativeNomicsNstrategyNtoNassessNtheNgermNcellNsecretomeNandNtoNdecipherNsertoliagermNcellN
crosstalkNinNtheNMammalianNtestisbNPLoSiONE]N2014]Nm]Needhhel 3.7 16

34 yxpressionNscreeningNofNcancerctestisNgenesNinNprostateNcancerNidentifiesNNRjueNasNaNnovelNmarkerN
ofNdiseaseNprogressionNandNaggressivenessbNProstate]N2013]Nkg]Needgaeh 4.2 16

33 GPSynNaNcrossaspeciesNgeneNprioritizationNsystemNforNconservedNbiologicalNprocessesaaapplicationNinN
maleNgameteNdevelopmentbNNucleiciAcidsiResearch]N2012]Nhd]NWhilaji 20.1 16

32 TowardNunderstandingNtheNcoreNmeioticNtranscriptomeNinNmammalsNandNitsNimplicationsNforNsomaticN
cancerbNAnnalsiofitheiNewiYorkiAcademyiofiSciences]N2007]Neefd]Neaei 6.5 16

31 TOXsIgNnNaNcrossaspeciesNrepositoryNforNtoxicogenomicNsignaturesbNBioinformatics]N2018]Ngh]Nfeejafeff 7.2 15

30 xecipheringNtheNMolecularNMechanismsNSustainingNtheNystrogenicNuctivityNofNtheNTwoNMajorNxietaryN
wompoundsNZearalenoneNandNupigeninNinNyRaPositiveNvreastNwancerNwellNLinesbNNutrients]N2019]Nee]N 6.7 14

29 wLPH]NaNnovelNcaseinNkinaseNfaphosphorylatedNdisorderedNprotein]NisNspecificallyNassociatedNwithN
postmeioticNgermNcellsNinNratNspermatogenesisbNJournaliofiProteomeiResearch]N2009]Nl]Nfmigaji 5.6 14

28 ProteomicsNandNintegrativeNgenomicsNforNunravelingNtheNmysteriesNofNspermatogenesisnNtheN
strategiesNofNaNteambNJournaliofiProteomics]N2014]Nedk]Neflahg 3.9 13

27 GenomeawideNidentificationNofNSoxla]NandNSoxmadependentNgenesNduringNearlyNpostanatalNtestisN
developmentNinNtheNmousebNAndrology]N2013]Ne]Nfleamf 4.2 13

26 wforfjfNandNTTwekNareNinvolvedNinNactinNorganizationNandNciliogenesisNinNzebrafishNandNhumanbNPLoSi
ONE]N2014]Nm]Neljhkj 3.7 13

25 PromunnNanNintegratedNknowledgeabasedNwebNserverNdedicatedNtoNpromoterNanalysisbNNucleiciAcidsi
Research]N2006]Ngh]NWiklalg 20.1 12

24 ProfilingNspermatogenicNfailureNinNadultNtestesNbearingNSoxmadeficientNSertoliNcellsNidentifiesNgenesN
involvedNinNfeminization]NinflammationNandNstressbNReproductiveiBiologyiandiEndocrinology]N2010]Nl]Neih 5 11
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23 woldcmentholNTRPMlNreceptorsNinitiateNtheNcoldashockNresponseNandNprotectNgermNcellsNfromN
coldashockainducedNoxidationbNFASEBiJournal]N2016]Ngd]Ngeiiakd 0.9 10

22
yvaluationNofNapoptoticaNandNautophagicarelatedNproteinNexpressionsNbeforeNandNafterNIVMNofNfresh]N
slowafrozenNandNvitrifiedNpreapubertalNmouseNtesticularNtissuebNMoleculariHumaniReproduction]N2017
]Nfg]Nkglakih

4.4 9

21 yndogenousNILaggNxeficiencyNyxacerbatesNLiverNInjuryNandNIncreasesNHepaticNInfluxNofNNeutrophilsNinN
ucuteNMurineNViralNHepatitisbNMediatorsiofiInflammation]N2017]Nfdek]Negimdjh 4.3 9

20 xefiningNtheNhumanNspermNmicrotubulomenNanNintegratedNgenomicsNapproachbNBiologyiofi
Reproduction]N2017]Nmj]Nmgaedj 3.9 9

19
zhlicuct]NaNwRyMabindingNtranscriptionalNactivatorNrequiredNforNnormalNspermNmaturationNandN
morphology]NisNnotNessentialNforNtesticularNgeneNexpressionbNReproductiveiBiologyiandiEndocrinology]N
2009]Nk]Negg

5 9

18
TranscriptomeNanalysisNofNfetalNratNtestisNfollowingNintrauterineNexposureNtoNtheNazoleNfungicidesN
triticonazoleNandNflusilazoleNrevealsNsubtleNchangesNdespiteNadverseNendocrineNeffectsbN
Chemosphere]N2021]Nfjh]Neflhjl

8.4 7

17 GenomeaWideNTranscriptionalNandNzunctionalNunalysisNofNHumanNTNLymphocytesNTreatedNwithN
venzo[]pyrenebNInternationaliJournaliofiMoleculariSciences]N2018]Nem]N 6.3 7

16 xistinctNTranscriptionalNProfilesNofNtheNzemale]NMale]NandNzinasterideaInducedNzeminizedNMaleN
unogenitalNRegionNinNRatNzetusesbNToxicologicaliSciences]N2019]Nejm]Ngdgagee 4.4 6

15 xynamicsNofNtheNtranscriptionalNlandscapeNduringNhumanNfetalNtestisNandNovaryNdevelopmentbN
HumaniReproduction]N2020]Ngi]Nedmmaeeem 5.7 5

14 wharacterizationNofNGlyceollinsNasNNovelNurylNHydrocarbonNReceptorNLigandsNandNTheirNRoleNinNwellN
MigrationbNInternationaliJournaliofiMoleculariSciences]N2020]Nfe]N 6.3 5

13 NewNtranscriptomicNtoolsNtoNunderstandNtestisNdevelopmentNandNfunctionsbNMoleculariandiCellulari
Endocrinology]N2018]Nhjl]Nhkaim 4.4 5

12 TheNMaleNzertilityNGeneNutlasnNaNwebNtoolNforNcollectingNandNintegratingNOMIwSNdataNinNtheNcontextN
ofNmaleNinfertilitybNHumaniReproduction]N2020]Ngi]Nemlgaemmd 5.7 5

11 xesignNandNevaluationNofNuctichip]NaNthematicNmicroarrayNforNtheNstudyNofNtheNactinNcytoskeletonbN
BMCiGenomics]N2007]Nl]Nfmh 4.5 4

10 SpermNproteinsNandNcanceratestisNantigensNareNreleasedNbyNtheNseminiferousNtubulesNinNmiceNandN
menbNFASEBiJournal]N2021]Ngi]Nefegmk 0.9 4

9 SystemicNcompensatoryNresponseNtoNneonatalNestradiolNexposureNdoesNnotNpreventNdepletionNofNtheN
oocyteNpoolNinNtheNratbNPLoSiONE]N2013]Nl]Nelfeki 3.7 3

8 wooperativeNvlockadeNofNwKfNandNuTMNKinasesNxrivesNupoptosisNinNVHLaxeficientNRenalNwarcinomaN
wellsNthroughNROSNOverproductionbNCancers]N2021]Neg]N 6.6 3

7 yxploitingNadvancesNinNtranscriptomicsNtoNimproveNonNhumanarelevantNtoxicologybNCurrentiOpinioniini
Toxicology]N2018]Neeaef]Nhgaid 4.4 3

6 PzOSainducedNthyroidNhormoneNsystemNdisruptedNratsNdisplayNorganaspecificNchangesNinNtheirN
transcriptomesbbNEnvironmentaliPollution]N2022]Neemghd 9.3 3

(2022-2016)
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5 zlexxotPlotnNaNuniversalNandNmodularNdotNplotNvisualizationNtoolNforNcomplexNmultifacetedNdata 2

4
udultNfemaleNratsNperinatallyNexposedNtoNperfluorohexaneNsulfonateNWPzHxSXNandNaNmixtureNofN
endocrineNdisruptorsNdisplayNincreasedNbodycfatNweightsNwithoutNaNtranscriptionalNfootprintNinNfatN
cellsbNToxicologyiLetters]N2021]Nggm]Nklalk

4.4 2

3
TranscriptomicNanalysisNinNzebrafishNlarvaeNidentifiesNironadependentNmitochondrialNdysfunctionNasNaN
possibleNkeyNeventNofNNuzLxNprogressionNinducedNbyNbenzo[a]pyrenecethanolNcoaexposurebbNCelli
BiologyiandiToxicology]N2022]Ne

7.4 1

2
UnderstandingNtheNUnderlyingNMolecularNMechanismsNofNMeioticNurrestNduringNInNVitroN
SpermatogenesisNinNRatNPrepubertalNTesticularNTissuebNInternationaliJournaliofiMoleculariSciences]N
2022]Nfg]Nilmg

6.3 0

1 wombinedNRNuctissueNprofilingNidentifiesNnovelNwancerctestisNgenesbNMoleculariOncology]N2021]Nei]Ngddgagdfg7.9
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