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70 vLcollectiveLstatementLinLsupportLofLsavingLpangolinsbbLScienceloflthelTotallEnvironmentYL2022YLeigkkk 10.2 0

69 yietaryLPatternsLandLvssociatedLMicrobiomeLxhangesLthatLPromoteLOncogenesisbLFrontierslinlCelll
andlDevelopmentallBiologyYL2021YLnYLlfimfe 5.7 1

68
GestationalLvgeLyependenceLofLtheLMaternalLxirculatingLLongLNonaxodingLRNvLTranscriptomeL
yuringLNormalLPregnancyLHighlightsLvntisenseLandLPseudogeneLTranscriptsbLFrontierslinlGeneticsYL
2021YLefYLlkdmhn

4.5 1

67 miRxOVIyaenoLPotentialLTargetsLofLHumanLmiRNvsLinLSvRSaxoVafLforLRNvawasedLyrugLyiscoverybL
Non-codinglRNAYL2021YLlYL 7.1 19

66 vLLongLNonacodingLRNvYLYLIsLanLzffectorLTranscriptLatLtheLxhromosomeLmpfgbeaLMetabolicLTraitsLandL
TypeLfLyiabetesLRiskLLocusbLFrontierslinlGeneticsYL2020YLeeYLkei 4.5 5

65  uncPzPoLvLyatabaseLofL unctionalLPeptidesLzncodedLbyLNonaxodingLRNvsbLNon-codinglRNAYL2020YL
kYL 7.1 10

64
YYeLdirectlyLinteractsLwithLmyocardinLtoLrepressLtheLtriadLmyocardincSR cxvrGLboxamediatedL
smoothLmuscleLgeneLtranscriptionLduringLsmoothLmuscleLphenotypicLmodulationbLScientificlReportsYL
2020YLedYLfelme

4.9 4

63 TheLGrowthavrrestaSpecificLTUaiLLongLNonaxodingLRNvoLvL ascinatingLlncRNvLWidelyLzxpressedLinL
xancersbLNon-codinglRNAYL2019YLiYL 7.1 34

62 GenomeawideLmetaaanalysisLofLSNPabynavxzIcvRwLandLSNPabyathiazideLdiureticLandLeffectLonL
serumLpotassiumLinLcohortsLofLzuropeanLandLvfricanLancestrybLPharmacogenomicslJournalYL2019YLenYLnlaedm3.5 3

61 TheLlongLnonacodingLRNvLNzvTeLisLresponsiveLtoLneuronalLactivityLandLisLassociatedLwithL
hyperexcitabilityLstatesbLScientificlReportsYL2017YLlYLhdefl 4.9 59

60 vnLatlasLofLhumanLlongLnonacodingLRNvsLwithLaccurateLiSLendsbLNatureYL2017YLihgYLennafdh 50.4 581

59 MetaavnalysisLofLGenomeaWideLvssociationLStudiesLforLvbdominalLvorticLvneurysmLIdentifiesL ourL
NewLyiseaseaSpecificLRiskLLocibLCirculationlResearchYL2017YLefdYLgheagig 15.7 97
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vssociationLofLwodyLMassLIndexLwithLyNvLMethylationLandLGeneLzxpressionLinLwloodLxellsLandL
RelationsLtoLxardiometabolicLyiseaseoLvLMendelianLRandomizationLvpproachbLPLoSlMedicineYL2017YL
ehYLeeddffei

11.6 162

57 UnintendedLtargetLeffectLofLantiawxLafLyNvibLCancerlManagementlandlResearchYL2017YLnYLhflahgf 3.6 3

56 yeLnovoLsequencingYLassemblyLandLanalysisLofLeightLdifferentLtranscriptomesLfromLtheLMalayanL
pangolinbLScientificlReportsYL2016YLkYLfmenn 4.9 9

55 TransaethnicLMetaaanalysisLandL unctionalLvnnotationLIlluminatesLthe´ GeneticLvrchitectureLofL
 astingLGlucoseLandLInsulinbLAmericanlJournalloflHumanlGeneticsYL2016YLnnYLikali 11 41

54 vssociationLofLtheLIG eLgeneLwithLfastingLinsulinLlevelsbLEuropeanlJournalloflHumanlGeneticsYL2016YL
fhYLegglahg 5.3 4
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53 GlobalLIntersectionLofLLongLNonaxodingLRNvsLwithLProcessedLandLUnprocessedLPseudogenesLinLtheL
HumanLGenomebLFrontierslinlGeneticsYL2016YLlYLfk 4.5 21

52 HighathroughputLRNvLsequencingLrevealsLstructuralLdifferencesLofLorthologousLbrainaexpressedL
genesLbetweenLwesternLlowlandLgorillasLandLhumansbLJournalloflComparativelNeurologyYL2016YLifhYLfmmagdm3.4 2

51 PrimateaspecificLoestrogenaresponsiveLlongLnonacodingLRNvsLregulateLproliferationLandLviabilityLofL
humanLbreastLcancerLcellsbLOpenlBiologyYL2016YLkYL 7 7

50 PangolinLgenomesLandLtheLevolutionLofLmammalianLscalesLandLimmunitybLGenomelResearchYL2016YL
fkYLegefaegff 9.7 54

49 IdentificationLofLlongLnoncodingLRNvsLdysregulatedLinLtheLmidbrainLofLhumanLcocaineLabusersbL
JournalloflNeurochemistryYL2015YLegiYLidan 6 31

48 LowafrequencyLandLrareLexomeLchipLvariantsLassociateLwithLfastingLglucoseLandLtypeLfLdiabetesL
susceptibilitybLNaturelCommunicationsYL2015YLkYLimnl 17.4 147

47 PseudogeneaderivedLlncRNvsoLemergingLregulatorsLofLgeneLexpressionbLFrontierslinlGeneticsYL2014YL
iYLhlk 4.5 86

46 vLpromoteralevelLmammalianLexpressionLatlasbLNatureYL2014YLidlYLhkfald 50.4 1301

45 zvolutionaryLconservationLofLlongLnonacodingLRNvspLsequenceYLstructureYLfunctionbLBiochimicalEtl
BiophysicalActal-lGenerallSubjectsYL2014YLemhdYLedkgale 4 434

44
ReplyLtoLSkoylesoLyeclineLinLgrowthLrateYLnotLmuscleLmassYLpredictsLtheLhumanLchildhoodLpeakLinL
brainLmetabolismbLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL
2014YLeeeYLzhned

11.5 1

43 MetabolicLcostsLandLevolutionaryLimplicationsLofLhumanLbrainLdevelopmentbLProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2014YLeeeYLegdedai 11.5 298

42 PromoterLanalysisLrevealsLgloballyLdifferentialLregulationLofLhumanLlongLnonacodingLRNvLandL
proteinacodingLgenesbLPLoSlONEYL2014YLnYLeednhhg 3.7 62

41 xvGzadefinedLpromoterLregionsLofLtheLgenesLimplicatedLinLRettLSyndromebLBMClGenomicsYL2014YL
eiYLeell 4.5 7

40 yevelopmentalLchangesLinLtheLtranscriptomeLofLhumanLcerebralLcortexLtissueoLlongLnoncodingLRNvL
transcriptsbLCerebrallCortexYL2014YLfhYLehiean 5.1 55

39
TranscriptomeLinterrogationLofLhumanLmyometriumLidentifiesLdifferentiallyLexpressedL
senseaantisenseLpairsLofLproteinacodingLandLlongLnonacodingLRNvLgenesLinLspontaneousLlaborLatL
termbLJournalloflMaternal-FetallandlNeonatallMedicineYL2014YLflYLegnlahdm

2 21

38 vntiacentrosomeLantibodiesLinLbreastLcancerLareLtheLexpressionLofLautoimmunitybLImmunologicl
ResearchYL2014YLkdYLggnahl 4.3 8

37 MakingLsenseLofLylxeLantisenseLRNvbLDevelopmentallBiologyYL2013YLglkYLffhagi 3.1 37

36 xharacterizationLofLhumanLcorticalLgeneLexpressionLinLrelationLtoLglucoseLutilizationbLAmericanl
JournalloflHumanlBiologyYL2013YLfiYLhemagd 2.7 6
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35
SynaptogenesisLandLdevelopmentLofLpyramidalLneuronLdendriticLmorphologyLinLtheLchimpanzeeL
neocortexLresemblesLhumansbLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesl
oflAmericaYL2013YLeedLSupplLfYLedgniahde

11.5 88

34 xhallengingLparadigmsoLlongLnonacodingLRNvsLinLbreastLductalLcarcinomaLinLsituLTyxISUbLFrontierslinl
GeneticsYL2013YLhYLid 4.5 2

33 SenseaantisenseLgeneLpairsoLsequenceYLtranscriptionYLandLstructureLareLnotLconservedLbetweenL
humanLandLmousebLFrontierslinlGeneticsYL2013YLhYLemg 4.5 36

32 LongLnoncodingLRNvsLareLrarelyLtranslatedLinLtwoLhumanLcellLlinesbLGenomelResearchYL2012YLffYLekhkail9.7 292

31 TheLGzNxOyzLvlLcatalogLofLhumanLlongLnoncodingLRNvsoLanalysisLofLtheirLgeneLstructureYL
evolutionYLandLexpressionbLGenomelResearchYL2012YLffYLelliamn 9.7 3408

30 ProlongedLmyelinationLinLhumanLneocorticalLevolutionbLProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYL2012YLednYLekhmdai 11.5 355

29 vctivityadependentLhumanLbrainLcodingcnoncodingLgeneLregulatoryLnetworksbLGeneticsYL2012YLenfYLeeggahm4 135

28 yynamicLgeneLexpressionLinLtheLhumanLcerebralLcortexLdistinguishesLchildrenLfromLadultsbLPLoSl
ONEYL2012YLlYLeglleh 3.7 27

27 TissuearestrictedLtranscriptionLfromLaLconservedLintragenicLxpGLislandLinLtheLKlfeLgeneLinLmicebL
BiologyloflReproductionYL2012YLmlYLedm 3.9 8

26 MiningLvffymetrixLmicroarrayLdataLforLlongLnonacodingLRNvsoLalteredLexpressionLinLtheLnucleusL
accumbensLofLheroinLabusersbLJournalloflNeurochemistryYL2011YLeekYLhinakk 6 134

25 xharacterizationLofLtheLmyometrialLtranscriptomeLandLbiologicalLpathwaysLofLspontaneousLhumanL
laborLatLtermbLJournalloflPerinatallMedicineYL2010YLgmYLkelahg 2.7 111

24 xonservedLlongLnoncodingLRNvsLtranscriptionallyLregulatedLbyLOcthLandLNanogLmodulateL
pluripotencyLinLmouseLembryonicLstemLcellsbLRnaYL2010YLekYLgfhagl 5.8 257

23
MacroRNvLunderdogsLinLaLmicroRNvLworldoLevolutionaryYLregulatoryYLandLbiomedicalLsignificanceLofL
mammalianLlongLnonaproteinacodingLRNvbLBiochimicalEtlBiophysicalActal-lGenelRegulatoryl
MechanismsYL2010YLelnnYLinlakei

6 179

22 GenomeawideLcomputationalLidentificationLandLmanualLannotationLofLhumanLlongLnoncodingLRNvL
genesbLRnaYL2010YLekYLehlmaml 5.8 295

21
PhylogenomicLanalysesLrevealLconvergentLpatternsLofLadaptiveLevolutionLinLelephantLandLhumanL
ancestriesbLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2009YL
edkYLfdmfhan

11.5 63

20 GlobalLdiscoveryLofLprimateaspecificLgenesLinLtheLhumanLgenomebLProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2009YLedkYLefdenafh 11.5 58

19 RegulationLofLneuralLmacroRNvsLbyLtheLtranscriptionalLrepressorLRzSTbLRnaYL2009YLeiYLmiank 5.8 79

18 Onathea lyLIntegrationLandLvdLHocLQueryingLofLLifeLSciencesLyatabasesLUsingLLifeywbLLecturelNotesl
inlComputerlScienceYL2009YLikeaili 0.9 9
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17 yetailedLcharacterizationLofLtheLmouseLembryonicLstemLcellLtranscriptomeLrevealsLnovelLgenesLandL
intergenicLsplicingLassociatedLwithLpluripotencybLBMClGenomicsYL2008YLnYLeii 4.5 12

16 StructuralLdifferencesLofLorthologousLgenesoLinsightsLfromLhumanaprimateLcomparisonsbLGenomicsYL
2008YLnfYLeghahg 4.3 1

15 SallhLregulatesLdistinctLtranscriptionLcircuitriesLinLdifferentLblastocystaderivedLstemLcellLlineagesbL
CelllStemlCellYL2008YLgYLihgaih 18 171

14 RzSTLregulatesLdistinctLtranscriptionalLnetworksLinLembryonicLandLneuralLstemLcellsbLPLoSlBiologyYL
2008YLkYLefik 9.7 155

13 WholeagenomeLcartographyLofLestrogenLreceptorLalphaLbindingLsitesbLPLoSlGeneticsYL2007YLgYLeml 6 352

12 GenomeawideLmappingLofLRzLvTpkiULbindingLidentifiesLzf eLasLaLtranscriptionalLactivatorLrecruitedL
byLN akappawLuponLTLRhLactivationbLMolecularlCellYL2007YLflYLkffagi 17.6 149

11 QualityLassessmentLofLtheLvffymetrixLUeggvRwLprobesetsLbyLtargetLsequenceLmappingLandL
expressionLdataLanalysisbLInlSilicolBiologyYL2007YLlYLfheakd 2 18

10 PrimateaspecificLendogenousLcisaantisenseLtranscriptionLinLtheLhumanLiqgeLprotocadherinLgeneL
clusterbLJournalloflMolecularlEvolutionYL2006YLkfYLlgamm 3.1 14

9 MiceLandLmenoLtheirLpromoterLpropertiesbLPLoSlGeneticsYL2006YLfYLeih 6 75

8 xomplexLLociLinLhumanLandLmouseLgenomesbLPLoSlGeneticsYL2006YLfYLehl 6 246

7 TheLOcthLandLNanogLtranscriptionLnetworkLregulatesLpluripotencyLinLmouseLembryonicLstemLcellsbL
NaturelGeneticsYL2006YLgmYLhgeahd 36.3 1920

6 vbundantLnovelLtranscriptionalLunitsLandLunconventionalLgeneLpairsLonLhumanLchromosomeLffbL
GenomelResearchYL2006YLekYLhiaih 9.7 8

5 GeneLidentificationLsignatureLTGISULanalysisLforLtranscriptomeLcharacterizationLandLgenomeL
annotationbLNaturelMethodsYL2005YLfYLediaee 21.6 218

4
iSLLongLserialLanalysisLofLgeneLexpressionLTLongSvGzULandLgSLLongSvGzLforLtranscriptomeL
characterizationLandLgenomeLannotationbLProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaYL2004YLedeYLeeldeak

11.5 90

3
GenomicLstructureLandLevolutionaryLcontextLofLtheLhumanLfelineLleukemiaLvirusLsubgroupLxL
receptorLTh LVxRULgeneoLevidenceLforLblockLduplicationsLandLdeLnovoLgeneLformationLwithinL
dupliconsLofLtheLh LVxRLlocusbLGeneYL2002YLfmkYLfdgaeg

3.8 18

2
xomputationalLandLexperimentalLanalysisLofLmicrosatellitesLinLriceLTOryzaLsativaLLbUoLfrequencyYL
lengthLvariationYLtransposonLassociationsYLandLgeneticLmarkerLpotentialbLGenomelResearchYL2001YL
eeYLehheaif

9.7 1103

1 TissueaSpecificLvlterationLofLMetabolicLPathwaysLInfluencesLGlycemicLRegulation 4
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