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38 ImagegbasedRprofilinguRaRpowerfulRandRchallengingRnewRdataRtypehRPacificlSymposiumlonl
BiocomputinglPacificlSymposiumlonlBiocomputingfR2022fRmrfRokrgoll 1.3

37 PredictingRdrugRpolypharmacologyRfromRcellRmorphologyRreadoutsRusingRvariationalRautoencoderR
latentRspaceRarithmetichhRPLoSlComputationallBiologyfR2022fRlsfRelkktsss 5 2

36 ARfieldRguideRtoRcultivatingRcomputationalRbiologyhRPLoSlBiologyfR2021fRltfRenkklolt 9.7 2

35 PredictingRcellRhealthRphenotypesRusingRimagegbasedRmorphologyRprofilinghRMolecularlBiologyloflthel
CellfR2021fRnmfRttpglkkp 3.5 20

34 GenomegwideRassociationRstudyRimplicatesRnovelRlociRandRrevealsRcandidateReffectorRgenesRforR
longitudinalRpediatricRboneRaccrualhRGenomelBiologyfR2021fRmmfRl 18.3 58

33 CompressingRgeneRexpressionRdataRusingRmultipleRlatentRspaceRdimensionalitiesRlearnsR
complementaryRbiologicalRrepresentationshRGenomelBiologyfR2020fRmlfRlkt 18.3 20

32 EpigenomicRprofilingRofRneuroblastomaRcellRlineshRScientificlDatafR2020fRrfRllq 8.2 9

31 DiscoveringRPathwayRandRCellRTypeRSignaturesRinRTranscriptomicRCompendiaRwithRMachineRLearninghR
AnnuallReviewloflBiomedicallDatalSciencefR2019fRmfRlglr 5.6 7

30 GenomicRProfilingRofRChildhoodRTumorRPatientgDerivedRXenograftRModelsRtoREnableRRationalR
ClinicalRTrialRDesignhRCelllReportsfR2019fRmtfRlqrpglqsthet 10.6 51

29 IntegratedRphosphoproteomicsRandRtranscriptionalRclassifiersRrevealRhiddenRRASRsignalingRdynamicsR
inRmultipleRmyelomahRBloodlAdvancesfR2019fRnfRnmlognmmr 7.8 9

28 ImmuneRlandscapesRassociatedRwithRdifferentRglioblastomaRmolecularRsubtypeshRActal
NeuropathologicalCommunicationsfR2019fRrfRmkn 7.3 56

27 OpportunitiesRandRobstaclesRforRdeepRlearningRinRbiologyRandRmedicinehRJournalloflthelRoyallSocietyl
InterfacefR2018fRlpfR 4.1 780

26 OncogenicRSignalingRPathwaysRinRTheRCancerRGenomeRAtlashRCellfR2018fRlrnfRnmlgnnrhelk 56.2 1124

25 MachineRLearningRDetectsRPangcancerRRasRPathwayRActivationRinRTheRCancerRGenomeRAtlashRCelll
ReportsfR2018fRmnfRlrmglskhen 10.6 66

24 GenomicRandRMolecularRLandscapeRofRDNARDamageRRepairRDeficiencyRacrossRTheRCancerRGenomeR
AtlashRCelllReportsfR2018fRmnfRmntgmpoheq 10.6 405

23 ExtractingRaRbiologicallyRrelevantRlatentRspaceRfromRcancerRtranscriptomesRwithRvariationalR
autoencodersR2018fR 20

22 PathCOREgTuRidentifyingRandRvisualizingRgloballyRcogoccurringRpathwaysRinRlargeRtranscriptomicR
compendiahRBioDatalMiningfR2018fRllfRlo 4.3 6
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21 ExtractingRaRbiologicallyRrelevantRlatentRspaceRfromRcancerRtranscriptomesRwithRvariationalR
autoencodershRPacificlSymposiumlonlBiocomputinglPacificlSymposiumlonlBiocomputingfR2018fRmnfRskgtl 1.3 57

20
FunctionalRnetworkRcommunityRdetectionRcanRdisaggregateRandRfilterRmultipleRunderlyingRpathwaysR
inRenrichmentRanalyseshRPacificlSymposiumlonlBiocomputinglPacificlSymposiumlonlBiocomputingfR
2018fRmnfRlprglqr

1.3

19 BayesianRdeepRlearningRforRsinglegcellRanalysishRNaturelMethodsfR2018fRlpfRlkktglklk 21.6 14

18 DeconvolutionRofRDNARmethylationRidentifiesRdifferentiallyRmethylatedRgeneRregionsRonRlpnqR
acrossRbreastRcancerRsubtypeshRScientificlReportsfR2017fRrfRllpto 4.9 13

17 ImplicatingRcandidateRgenesRatRGWASRsignalsRbyRleveragingRtopologicallyRassociatingRdomainshR
EuropeanlJournalloflHumanlGeneticsfR2017fRmpfRlmsqglmst 5.3 15

16 ChallengesRandROpportunitiesRinRStudyingRtheREpidemiologyRofROvarianRCancerRSubtypeshRCurrentl
EpidemiologylReportsfR2017fRofRmllgmmk 2.9 33

15 ARmachineRlearningRclassifierRtrainedRonRcancerRtranscriptomesRdetectsRNFlRinactivationRsignalRinR
glioblastomahRBMClGenomicsfR2017fRlsfRlmr 4.5 23

14 BoldnessfRAggressionfRandRShoalingRAssaysRforRZebrafishRBehavioralRSyndromeshRJournallofl
VisualizedlExperimentsfR2016fR 1.6 7

13 ComprehensiveRCrossgPopulationRAnalysisRofRHighgGradeRSerousROvarianRCancerRSupportsRNoRMoreR
ThanRThreeRSubtypeshRG3:lGenesylGenomesylGeneticsfR2016fRqfRoktrgolkn 3.2 18

12 InteractionsRbetweenRaggressionfRboldnessRandRshoalingRwithinRaRbroodRofRconvictRcichlidsR
bAmatitlaniaRnigrofasciatuschRBehaviourallProcessesfR2015fRlmlfRqngt 1.6 9

11 SexRdifferencesRinRaRshoalinggboldnessRbehavioralRsyndromefRbutRnoRlinkRwithRaggressionhR
BehaviourallProcessesfR2015fRllnfRrglm 1.6 18

10 ARcomparisonRofRmethodologiesRtoRtestRaggressionRinRzebrafishhRZebrafishfR2015fRlmfRloogpl 2 52

9 MorphologyRandRgeneRexpressionRprofilingRprovideRcomplementaryRinformationRforRmappingRcellRstate 4

8 ComprehensiveRCrossgPopulationRAnalysisRofRHighgGradeRSerousROvarianRCancerRSupportsRNoRMoreR
ThanRThreeRSubtypes 2

7 OpportunitiesRandRobstaclesRforRdeepRlearningRinRbiologyRandRmedicine 45

6 ExtractingRaRBiologicallyRRelevantRLatentRSpaceRfromRCancerRTranscriptomesRwithRVariationalRAutoencoders 23

5 GenomegwideRassociationRstudyRimplicatesRnovelRlociRandRrevealsRcandidateReffectorRgenesRforR
longitudinalRpediatricRboneRaccrualRthroughRvariantgtoggeneRmapping 5

4 PredictingRcellRhealthRphenotypesRusingRimagegbasedRmorphologyRprofiling 6
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3 IntegratedRPhosphoproteomicsRandRTranscriptionalRClassifiersRRevealRHiddenRRASRSignalingR
DynamicsRinRMultipleRMyeloma 1

2 SequentialRcompressionRofRgeneRexpressionRacrossRdimensionalitiesRandRmethodsRrevealsRnoRsingleR
bestRmethodRorRdimensionality 3

1 EpigenomicRprofilingRofRneuroblastomaRcellRlines 1
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