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102 Rice Plant Architecture: Molecular Basis and Application in Breeding 2018, 129-154 3

Rice DWARF14 acts as an unconventional hormone receptor for strigolactone. Journal of
Experimental Botany, 2018, 69, 2355-2365

100 Robust genome editing of CRISPR-Cas9 at NAG PAMs in rice. Science China Life Sciences, 2018, 61, 122-1255 36

Malate transported from chloroplast to mitochondrion triggers production of ROS and PCD in

Arabidopsis thaliana. Cell Research, 2018, 28, 448-461




(2017-2018)

98 Genetic Regulation of Shoot Architecture. Annual Review of Plant Biology, 2018, 69, 437-468 30.7 205

Increasing the efficiency of CRISPR-Cas9-VQR precise genome editing in rice. Plant Biotechnology
Journal, 2018, 16, 292-297

Genome analysis of Taraxacum kok-saghyz Rodin provides new insights into rubber biosynthesis.

96 National Science Review, 2018, 5, 78-87 108 47

Detection of major loci associated with the variation of 18 important agronomic traits between
Solanum pimpinellifolium and cultivated tomatoes. Plant Journal, 2018, 95, 312-323

A Core Regulatory Pathway Controlling Rice Tiller Angle Mediated by the -Dependent Asymmetric 6
94 Distribution of Auxin. Plant Cell, 2018, 30, 1461-1475 1655

Recent advances in molecular basis for strigolactone action. Science China Life Sciences, 2018, 61, 277-288.5

92 Retrospective and perspective of rice breeding in China. Journal of Genetics and Genomics, 2018, 45, 603612 25

A single transcription factor promotes both yield and immunity in rice. Science, 2018, 361, 1026-1028  33.3

Dynamic expression reveals a two-step patterning of WUS and CLV3 during axillary shoot meristem
99 formation in Ara bidopsis. Journal of Plant Physiology, 2017, 214, 1-6

Construction of a Genome-Wide Mutant Library in[Rice Using CRISPR/Cas9. Molecular Plant, 2017,
10, 1238-1241

A D53 repression motif induces oligomerization of TOPLESS corepressors and promotes assembly

88 of a corepressor-nucleosome complex. Science Advances, 2017, 3, e1601217 143 40

Tissue-Specific Ubiquitination by IPA1 INTERACTING PROTEIN1 Modulates IPA1 Protein Levels to
Regulate Plant Architecture in Rice. Plant Cell, 2017, 29, 697-707

86 Rational design of high-yield and superior-quality rice. Nature Plants, 2017, 3, 17031 11.5 155

A natural tandem array alleviates epigenetic repression of IPA1 and leads to superior yielding rice.
Nature Communications, 2017, 8, 14789

84  Strigolactones 2017, 327-359 4

Genome-wide association studies dissect the genetic networks underlying agronomical traits in
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