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m Paper IF Citations

151 uNmapNofNriceNgenomeNvariationNrevealsNtheNoriginNofNcultivatedNricebNNatureZN2012ZNhmdZNhmkaide 50.4 994

150 RegulationNofNζsSP×ehNbyNζsmiReijNdefinesNidealNplantNarchitectureNinNricebNNaturelGeneticsZN2010ZN
hfZNiheah 36.3 851

149 wontrolNofNtilleringNinNricebNNatureZN2003ZNhffZNjelafe 50.4 756

148 βaturalNvariationNatNtheNxyPeNlocusNenhancesNgrainNyieldNinNricebNNaturelGeneticsZN2009ZNheZNhmhak 36.3 645

147 GenomicNvariationNinNgZdedNdiverseNaccessionsNofNusianNcultivatedNricebNNatureZN2018ZNiikZNhgahm 50.4 582

146 xWuRzNigNactsNasNaNrepressorNofNstrigolactoneNsignallingNinNricebNNatureZN2013ZNidhZNhdeai 50.4 475

145 xWuRzfkZNanNironacontainingNproteinNrequiredNforNtheNbiosynthesisNofNstrigolactonesZNregulatesNriceN
tillerNbudNoutgrowthbNPlantlCellZN2009ZNfeZNeiefafi 11.6 431

144 GenomeawideNbindingNanalysisNofNtheNtranscriptionNactivatorNidealNplantNarchitectureeNrevealsNaN
complexNnetworkNregulatingNriceNplantNarchitecturebNPlantlCellZN2013ZNfiZNgkhgaim 11.6 417

143 “dentificationNofNtraitaimprovingNquantitativeNtraitNlociNallelesNfromNaNwildNriceNrelativeZNζryzaN
rufipogonbNGeneticsZN1998ZNeidZNlmmamdm 4 392

142 ullelicNdiversitiesNinNriceNstarchNbiosynthesisNleadNtoNaNdiverseNarrayNofNriceNeatingNandNcookingN
qualitiesbNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2009ZNedjZNfekjdai11.5 354

141 αolecularNbasisNofNplantNarchitecturebNAnnuallReviewloflPlantlBiologyZN2008ZNimZNfigakm 30.7 339

140 VariationNinNβRTebevNcontributesNtoNnitrateauseNdivergenceNbetweenNriceNsubspeciesbNNaturel
GeneticsZN2015ZNhkZNlghal 36.3 334

139 wopyNnumberNvariationNatNtheNG×kNlocusNcontributesNtoNgrainNsizeNdiversityNinNricebNNaturelGeneticsZN
2015ZNhkZNmhhal 36.3 317

138 uNphenylalanineNinNxGuTNisNaNkeyNdeterminantNofNoilNcontentNandNcompositionNinNmaizebNNaturel
GeneticsZN2008ZNhdZNgjkakf 36.3 317

137
RareNalleleNofNζsPP ×eNassociatedNwithNgrainNlengthNcausesNextraalargeNgrainNandNaNsignificantNyieldN
increaseNinNricebNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN
2012ZNedmZNfeigham

11.5 298

136 GenesNfromNwildNriceNimproveNyieldbNNatureZN1996ZNglhZNffgaffh 50.4 289

135 vR“TT×yNwU×αeZNwhichNencodesNaNwζvRualikeNproteinZNaffectsNtheNmechanicalNpropertiesNofNriceN
plantsbNPlantlCellZN2003ZNeiZNfdfdage 11.6 273
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134 xWuRzehNisNaNnonacanonicalNhormoneNreceptorNforNstrigolactonebNNatureZN2016ZNigjZNhjmakg 50.4 266

133 αolecularNgeneticNdissectionNofNquantitativeNtraitNlociNregulatingNriceNgrainNsizebNAnnuallReviewlofl
GeneticsZN2014ZNhlZNmmaeel 14.5 239

132 GeneNreplacementsNandNinsertionsNinNriceNbyNintronNtargetingNusingNwR“SPRawasmbNNaturelPlantsZN
2016ZNfZNejegm 11.5 221

131 StrigolactoneNSignalingNinNurabidopsisNRegulatesNShootNxevelopmentNbyNTargetingNxiga×ikeNSαX×N
RepressorNProteinsNforNUbiquitinationNandNxegradationbNPlantlCellZN2015ZNfkZNgeflahf 11.6 216

130 TuweZNaNmajorNquantitativeNtraitNlocusNcontrollingNtillerNangleNinNricebNPlantlJournalZN2007ZNifZNlmeal 6.9 208

129 GeneticNRegulationNofNShootNurchitecturebNAnnuallReviewloflPlantlBiologyZN2018ZNjmZNhgkahjl 30.7 205

128 ×uZYeNcontrolsNriceNshootNgravitropismNthroughNregulatingNpolarNauxinNtransportbNCelllResearchZN
2007ZNekZNhdfaed 24.7 202

127 GenomeawideNassociationNstudiesNdissectNtheNgeneticNnetworksNunderlyingNagronomicalNtraitsNinN
soybeanbNGenomelBiologyZN2017ZNelZNeje 18.3 190

126 xeficiencyNinNfattyNacidNsynthaseNleadsNtoNprematureNcellNdeathNandNdramaticNalterationsNinNplantN
morphologybNPlantlCellZN2000ZNefZNhdiael 11.6 186

125 wrystalNstructuresNofNtwoNphytohormoneNsignalatransducingN˛–c˛†NhydrolasesnNkarrikinasignalingN u“fN
andNstrigolactoneasignalingNxWuRzehbNCelllResearchZN2013ZNfgZNhgjam 24.7 185

124 QT×NdetectionNforNriceNgrainNqualityNtraitsNusingNanNinterspecificNbackcrossNpopulationNderivedNfromN
cultivatedNusianNVζbNsativaN×bWNandNufricanNVζbNglaberrimaNSbWNricebNGenomeZN2004ZNhkZNjmkakdh 2.4 179

123 GenomicNanalysisNofNhybridNriceNvarietiesNrevealsNnumerousNsuperiorNallelesNthatNcontributeNtoN
heterosisbNNaturelCommunicationsZN2015ZNjZNjfil 17.4 178

122 RationalNdesignNofNhighayieldNandNsuperioraqualityNricebNNaturelPlantsZN2017ZNgZNekdge 11.5 155

121 zineNmappingNofNaNgrainaweightNquantitativeNtraitNlocusNinNtheNpericentromericNregionNofNriceN
chromosomeNgbNGeneticsZN2004ZNejlZNfelkami 4 152

120 uNproposedNregulatoryNframeworkNforNgenomeaeditedNcropsbNNaturelGeneticsZN2016ZNhlZNedmaee 36.3 148

119 vranchingNinNricebNCurrentlOpinionlinlPlantlBiologyZN2011ZNehZNmham 9.9 147

118 yxpressionNofNtheNβitrateNTransporterNGeneNwonfersNHighNYieldNandNyarlyNαaturationNinNRicebNPlantl
CellZN2018ZNgdZNjglajie 11.6 145

117 uctivationNofNvigNGraineNsignificantlyNimprovesNgrainNsizeNbyNregulatingNauxinNtransportNinNricebN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2015ZNeefZNeeedfak 11.5 140

(2015-2016)
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116 uNsingleNtranscriptionNfactorNpromotesNbothNyieldNandNimmunityNinNricebNScienceZN2018ZNgjeZNedfjaedfl 33.3 138

115 ThroughNtheNgeneticNbottlenecknNζbNrufipogonNasNaNsourceNofNtraitaenhancingNallelesNforNζbNsativabN
EuphyticaZN2007ZNeihZNgekaggm 2.1 135

114 TargetedZNrandomNmutagenesisNofNplantNgenesNwithNdualNcytosineNandNadenineNbaseNeditorsbNNaturel
BiotechnologyZN2020ZNglZNlkiallf 44.5 133

113 wonstructionNofNaNGenomeaWideNαutantN×ibraryNin´ RiceNUsingNwR“SPRcwasmbNMolecularlPlantZN2017ZN
edZNefglaefhe 14.4 127

112 “ncreasedNexpressionNofNαuPN “βuSyN “βuSykNcausesNdeficiencyNinNpolarNauxinNtransportNandNleadsN
toNplantNarchitecturalNabnormalityNinNurabidopsisbNPlantlCellZN2006ZNelZNgdlafd 11.6 122

111 TryptophanaindependentNauxinNbiosynthesisNcontributesNtoNearlyNembryogenesisNinNurabidopsisbN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2015ZNeefZNhlfeaj 11.5 120

110 GenerationNofNherbicideNtoleranceNtraitsNandNaNnewNselectableNmarkerNinNwheatNusingNbaseNeditingbN
NaturelPlantsZN2019ZNiZNhldahli 11.5 116

109 “PueNfunctionsNasNaNdownstreamNtranscriptionNfactorNrepressedNbyNxigNinNstrigolactoneNsignalingNinN
ricebNCelllResearchZN2017ZNfkZNeeflaeehe 24.7 115

108 TheNplantNarchitectureNofNriceNVζryzaNsativaWbNPlantlMolecularlBiologyZN2005ZNimZNkialh 4.6 114

107 xestabilizationNofNstrigolactoneNreceptorNxWuRzehNbyNbindingNofNligandNandNygaligaseNsignalingN
effectorNxWuRzgbNCelllResearchZN2015ZNfiZNefemagj 24.7 110

106 xegradationNofNαζβζwU×αNeNbyNuPwcwVTuxeWNregulatesNriceNtilleringbNNaturelCommunicationsZN
2012ZNgZNkid 17.4 110

105 vreedingNhighayieldNsuperiorNqualityNhybridNsuperNriceNbyNrationalNdesignbNNationallSciencelReviewZN
2016ZNgZNflgafmh 10.8 108

104 SilencingNofNphosphoethanolamineNβamethyltransferaseNresultsNinNtemperatureasensitiveNmaleN
sterilityNandNsaltNhypersensitivityNinNurabidopsisbNPlantlCellZN2002ZNehZNfdgeahg 11.6 101

103
writicalNrolesNofNsolubleNstarchNsynthaseNSS“““aNandNgranuleaboundNstarchNsynthaseNWaxyNinN
synthesizingNresistantNstarchNinNricebNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaZN2016ZNeegZNeflhhaeflhm

11.5 100

102
βaturalNvariationNofNriceNstrigolactoneNbiosynthesisNisNassociatedNwithNtheNdeletionNofNtwoNαuXeN
orthologsbNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2014ZN
eeeZNfgkmalh

11.5 96

101 TowardsNmolecularNbreedingNandNimprovementNofNriceNinNwhinabNTrendslinlPlantlScienceZN2005ZNedZNjedah 13.1 90

100
StrigolactonesNregulateNriceNtillerNangleNbyNattenuatingNshootNgravitropismNthroughNinhibitingNauxinN
biosynthesisbNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2014ZN
eeeZNeeemmafdh

11.5 88

99 StructuralNbasisNforNrecognitionNofNdiverseNtranscriptionalNrepressorsNbyNtheNTζP×ySSNfamilyNofN
corepressorsbNSciencelAdvancesZN2015ZNeZNeeiddedk 14.3 86
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98 uNnaturalNtandemNarrayNalleviatesNepigeneticNrepressionNofN“PueNandNleadsNtoNsuperiorNyieldingNricebN
NaturelCommunicationsZN2017ZNlZNehklm 17.4 85

97 SignallingNandNresponsesNtoNstrigolactonesNandNkarrikinsbNCurrentlOpinionlinlPlantlBiologyZN2014ZNfeZNfgafm9.9 85

96 uNrouteNtoNdeNnovoNdomesticationNofNwildNallotetraploidNricebNCellZN2021ZNelhZNeeijaeekdbeeh 56.2 81

95 αζβζwU×αNgZNanNorthologNofNWUSwHy×NinNriceZNisNrequiredNforNtillerNbudNformationbNJournallofl
GeneticslandlGenomicsZN2015ZNhfZNkeal 4 73

94 αalateNtransportedNfromNchloroplastNtoNmitochondrionNtriggersNproductionNofNRζSNandNPwxNinN
urabidopsisNthalianabNCelllResearchZN2018ZNflZNhhlahje 24.7 71

93 TranscriptionalNregulationNofNstrigolactoneNsignallingNinNurabidopsisbNNatureZN2020ZNilgZNfkkafle 50.4 68

92 PeptidylaprolylNisomerizationNtargetsNriceNuuxc“uusNforNproteasomalNdegradationNduringNauxinN
signallingbNNaturelCommunicationsZN2015ZNjZNkgmi 17.4 65

91
αitogenauctivatedNProteinN inaseNwascadeNα  kaαP jNPlaysN“mportantNRolesNinNPlantN
xevelopmentNandNRegulatesNShootNvranchingNbyNPhosphorylatingNP“βeNinNurabidopsisbNPLoSlBiologyZN
2016ZNehZNeeddfiid

9.7 65

90 xwasmNexpandsNtheNscopeNofNgenomeNeditingNwithNreducedNefficiencyNinNricebNPlantlBiotechnologyl
JournalZN2019ZNekZNkdmakee 11.6 65

89 HighaefficiencyNprimeNeditingNwithNoptimizedZNpairedNpegRβusNinNplantsbNNaturelBiotechnologyZN2021
ZNgmZNmfgamfk 44.5 61

88 GenomicNbasisNofNgeographicalNadaptationNtoNsoilNnitrogenNinNricebNNatureZN2021ZNimdZNjddajdi 50.4 59

87 TissueaSpecificNUbiquitinationNbyN“PueN“βTyRuwT“βGNPRζTy“βeNαodulatesN“PueNProteinN×evelsNtoN
RegulateNPlantNurchitectureNinNRicebNPlantlCellZN2017ZNfmZNjmkakdk 11.6 58

86 xeficientNplastidicNfattyNacidNsynthesisNtriggersNcellNdeathNbyNmodulatingNmitochondrialNreactiveN
oxygenNspeciesbNCelllResearchZN2015ZNfiZNjfeagg 24.7 57

85 “ncreasingNtheNefficiencyNofNwR“SPRawasmaVQRNpreciseNgenomeNeditingNinNricebNPlantlBiotechnologyl
JournalZN2018ZNejZNfmfafmk 11.6 56

84 uNworeNRegulatoryNPathwayNwontrollingNRiceNTillerNungleNαediatedNbyNtheNaxependentNusymmetricN
xistributionNofNuuxinbNPlantlCellZN2018ZNgdZNehjeaehki 11.6 55

83 αolecularNdissectionNofNcomplexNagronomicNtraitsNofNricenNaNteamNeffortNbyNwhineseNscientistsNinN
recentNyearsbNNationallSciencelReviewZN2014ZNeZNfigafkj 10.8 49

82 RiceNzerredoxinaxependentNGlutamateNSynthaseNRegulatesNβitrogenawarbonNαetabolomesNandN“sN
GeneticallyNxifferentiatedNbetweenNjaponicaNandNindicaNSubspeciesbNMolecularlPlantZN2016ZNmZNeifdaeigh 14.4 48

81 GenomeNanalysisNofNTaraxacumNkokasaghyzNRodinNprovidesNnewNinsightsNintoNrubberNbiosynthesisbN
NationallSciencelReviewZN2018ZNiZNklalk 10.8 47

(2018-2017)
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80 StrigolactoneNpromotesNcytokininNdegradationNthroughNtranscriptionalNactivationNofNinNricebN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2019ZNeejZNehgemaehgfh11.5 46

79 GeneticNvariationsNinNuRyeNmediateNgrainNyieldNbyNmodulatingNnitrogenNutilizationNinNricebNNaturel
CommunicationsZN2018ZNmZNkgi 17.4 45

78 S×ReNinhibitsNαζweNdegradationNtoNcoordinateNtillerNnumberNandNplantNheightNinNricebNNaturel
CommunicationsZN2019ZNedZNfkgl 17.4 44

77 uNxigNrepressionNmotifNinducesNoligomerizationNofNTζP×ySSNcorepressorsNandNpromotesNassemblyN
ofNaNcorepressoranucleosomeNcomplexbNSciencelAdvancesZN2017ZNgZNeejdefek 14.3 40

76 StrigolactoneNandN arrikinNSignalingNPathwaysNylicitNUbiquitinationNandNProteolysisNofNSαX×fNtoN
RegulateNHypocotylNylongationNinNurabidopsisbNPlantlCellZN2020ZNgfZNffieaffkd 11.6 38

75 αalateNwirculationnN×inkingNwhloroplastNαetabolismNtoNαitochondrialNRζSbNTrendslinlPlantlScienceZN
2020ZNfiZNhhjahih 13.1 38

74 TillerNvudNzormationNRegulatorsNαζweNandNαζwgNwooperativelyNPromoteNTillerNvudNζutgrowthNbyN
uctivatingNzζβeNyxpressionNinNRicebNMolecularlPlantZN2019ZNefZNedmdaeedf 14.4 36

73 RobustNgenomeNeditingNofNwR“SPRawasmNatNβuGNPuαsNinNricebNSciencelChinalLifelSciencesZN2018ZNjeZNeffaefi8.5 36

72 uNStrigolactoneNviosynthesisNGeneNwontributedNtoNtheNGreenNRevolutionNinNRicebNMolecularlPlantZN
2020ZNegZNmfgamgf 14.4 35

71 αolecularNmarkeraassistedNselectionNforNyieldaenhancingNgenesNinNtheNprogenyNofNâ��mgeeˆ�ζbN
rufipogonâ��NusingNSSRbNEuphyticaZN2004ZNegmZNeimaeji 2.1 33

70 xesigningNfutureNcropsnNchallengesNandNstrategiesNforNsustainableNagriculturebNPlantlJournalZN2021ZN
ediZNeejiaeekl 6.9 31

69 unNurabidopsisNSecondaryNαetaboliteNxirectlyNTargetsNyxpressionNofNtheNvacterialNTypeN“““NSecretionN
SystemNtoN“nhibitNvacterialNVirulencebNCelllHostlandlMicrobeZN2020ZNfkZNjdeajegbek 23.4 29

68 ζsvRX×hNRegulatesNShootNGravitropismNandNRiceNTillerNungleNthroughNuffectingN×uZYeNβuclearN
×ocalizationbNMolecularlPlantZN2019ZNefZNeehgaeeij 14.4 29

67 TowardsNaNdeeperNhaplotypeNminingNofNcomplexNtraitsNinNriceNwithNRzGvNvfbdbNPlantlBiotechnologyl
JournalZN2020ZNelZNehaej 11.6 29

66 TheNRiceNwircadianNwlockNRegulatesNTillerNGrowthNandNPanicleNxevelopmentNThroughNStrigolactoneN
SignalingNandNSugarNSensingbNPlantlCellZN2020ZNgfZNgefhagegl 11.6 28

65 RiceNfunctionalNgenomicsNandNbreedingNdatabaseNVRzGvWag ariceNSβPNandN“nxelNsubadatabasebN
ChineselSciencelBulletinZN2015ZNjdZNgjkagke 2.9 27

64 GlabrousNRiceNeZNencodingNaNhomeodomainNproteinZNregulatesNtrichomeNdevelopmentNinNricebNRiceZN
2012ZNiZNgf 5.8 27

63 RiceNxWuRzehNactsNasNanNunconventionalNhormoneNreceptorNforNstrigolactonebNJournallofl
ExperimentallBotanyZN2018ZNjmZNfgiiafgji 7 26
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62 “dentificationNofNchromosomeNregionsNconferringNdryNmatterNaccumulationNandNphotosynthesisNinN
wheatNVTriticumNaestivumN×bWbNEuphyticaZN2010ZNekeZNehiaeij 2.1 26

61 GrowingNSlowlyNeNlocusNencodesNaNP×SatypeNPPRNproteinNrequiredNforNRβuNeditingNandNplantN
developmentNinNurabidopsisbNJournalloflExperimentallBotanyZN2016ZNjkZNijlkaijml 7 26

60 TheNurabidopsisNwRζWxyxNβUw×y“NgenesNregulateNseedNgerminationNbyNmodulatingNdegradationN
ofNuv“iNproteinbNJournalloflIntegrativelPlantlBiologyZN2016ZNilZNjjmakl 8.3 25

59 RetrospectiveNandNperspectiveNofNriceNbreedingNinNwhinabNJournalloflGeneticslandlGenomicsZN2018ZNhiZNjdgajef4 25

58 xWuRzehZNuNReceptorNwovalentlyN×inkedNwithNtheNuctiveNzormNofNStrigolactonesZNUndergoesN
StrigolactoneaxependentNxegradationNinNRicebNFrontierslinlPlantlScienceZN2017ZNlZNemgi 6.2 24

57 ValidationNofNxGuTeafNpolymorphismsNassociatedNwithNoilNcontentNandNdevelopmentNofNfunctionalN
markersNforNmolecularNbreedingNofNhighaoilNmaizebNMolecularlBreedingZN2012ZNfmZNmgmamhm 3.4 24

56 xynamicNexpressionNrevealsNaNtwoastepNpatterningNofNWUSNandNw×VgNduringNaxillaryNshootNmeristemN
formationNinNurabidopsisbNJournalloflPlantlPhysiologyZN2017ZNfehZNeaj 3.6 23

55 “dentificationNofNmicroRβusNinNriceNrootNinNresponseNtoNnitrateNandNammoniumbNJournalloflGeneticsl
andlGenomicsZN2016ZNhgZNjieajje 4 23

54 TransnitrosylationNαediatedNbyNtheNβonacanonicalNwatalaseNRζGeNRegulatesNβitricNζxideNSignalingN
inNPlantsbNDevelopmentallCellZN2020ZNigZNhhhahikbei 10.2 22

53  arrikinNSignalingNuctsNParallelNtoNandNudditivelyNwithNStrigolactoneNSignalingNtoNRegulateNRiceN
αesocotylNylongationNinNxarknessbNPlantlCellZN2020ZNgfZNfkldafldi 11.6 22

52 ˛¶awaroteneN“someraseNSuppressesNTilleringNinNRiceNthroughNtheNwoordinatedNviosynthesisNofN
StrigolactoneNandNubscisicNucidbNMolecularlPlantZN2020ZNegZNeklhaelde 14.4 21

51 RecentNadvancesNinNmolecularNbasisNforNstrigolactoneNactionbNSciencelChinalLifelSciencesZN2018ZNjeZNfkkaflh8.5 21

50 RegulationNofNRiceNTilleringNbyNRβuaxirectedNxβuNαethylationNatNαiniatureN“nvertedaRepeatN
TransposableNylementsbNMolecularlPlantZN2020ZNegZNliealjg 14.4 19

49 uNtransgenicNwheatNwithNaNstilbeneNsynthaseNgeneNresistantNtoNpowderyNmildewNobtainedNbyNbiolisticN
methodbNSciencelBulletinZN2000ZNhiZNjghajgl 19

48 GeneratingNbroadaspectrumNtoleranceNtoNu×SainhibitingNherbicidesNinNriceNbyNbaseNeditingbNSciencel
ChinalLifelSciencesZN2021ZNjhZNejfhaejgg 8.5 18

47 RegulationNofNmitochondrialNβuxNpoolNviaNβuxNtransporterNfNisNessentialNforNmatrixNβuxHN
homeostasisNandNRζSNproductionNinNurabidopsisbNSciencelChinalLifelSciencesZN2019ZNjfZNmmeaeddf 8.5 17

46 xevelopmentNofNgeneataggedNmolecularNmarkersNforNstarchNsynthesisarelatedNgenesNinNricebNSciencel
BulletinZN2010ZNiiZNgkjlagkkk 17

45 xetectionNofNmajorNlociNassociatedNwithNtheNvariationNofNelNimportantNagronomicNtraitsNbetweenN
SolanumNpimpinellifoliumNandNcultivatedNtomatoesbNPlantlJournalZN2018ZNmiZNgefagfg 6.9 16

(2018-2010)
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44 xeletionNofNtheNinitialNhiNresiduesNofNuRRelNinducesNcytokininNresponseNinNurabidopsisbNJournallofl
GeneticslandlGenomicsZN2012ZNgmZNgkahj 4 16

43 z“SeNencodesNaNGufaoxidaseNthatNregulatesNfruitNfirmnessNinNtomatobNNaturelCommunicationsZN2020ZN
eeZNilhh 17.4 16

42 xRζζPYN×yuzeNcontrolsNleafNarchitectureNbyNorchestratingNearlyNbrassinosteroidNsignalingbN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2020ZNeekZNfekjjafekkh11.5 16

41 “dentificationNofNRegulatoryNxβuNylementsNUsingNGenomeawideNαappingNofNxβaseN“NHypersensitiveN
SitesNduringNTomatoNzruitNxevelopmentbNMolecularlPlantZN2016ZNmZNeejlaeelf 14.4 16

40 HybridNRicenNGeneticsZNvreedingZNandNSeedNProductionN2010ZNeiaeil 13

39 TheNdualNeffectsNofNethyleneNonNtheNnegativeNgravicurvatureNofNarabidopsisNinflorescenceZNanN
intriguingNactionNmodelNforNtheNplantNhormoneNethylenebNSciencelBulletinZN2001ZNhjZNfkmaflg 13

38 xifferentialNexpressionNofNtriplicateNphosphoribosylanthranilateNisomeraseNisogenesNinNtheN
tryptophanNbiosyntheticNpathwayNofNurabidopsisNthalianaNV×bWNHeynhbNPlantaZN2001ZNfefZNjheak 4.7 13

37 αicrosatelliteNmarkersNinNricenNabundanceZNdiversityZNandNapplicationsN2008ZNeekaegi 12

36 “dentificationNofNbrassinosteroidNresponsiveNgenesNinNurabidopsisNbyNcxβuNarraybNSciencelinlChinal
SerieslC:lLifelSciencesZN2001ZNhhZNjgkahg 12

35
“nvolvementNofNaNPutativeNvipartiteNTransitNPeptideNinNTargetingNRiceNPheophorbideNaNζxygenaseN
intoNwhloroplastsNforNwhlorophyllNxegradationNduringN×eafNSenescencebNJournalloflGeneticslandl
GenomicsZN2016ZNhgZNehiaih

4 10

34 RiceNfunctionalNgenomicsnNdecadesUNeffortsNandNroadsNaheadbNSciencelChinalLifelSciencesZN2021ZNjiZNgg 8.5 10

33 uctionNofNstrigolactonesNinNplantsbNThelEnzymesZN2014ZNgiZNikalh 2.3 9

32 wombinationNofNyightNullelesNatNzourNQuantitativeNTraitN×ociNxeterminesNGrainN×engthNinNRicebNPLoSl
ONEZN2016ZNeeZNedeidlgf 3.7 9

31 ScwasmNrecognizesNββGNprotospacerNadjacentNmotifNinNgenomeNeditingNofNricebNSciencelChinalLifel
SciencesZN2020ZNjgZNhidahif 8.5 7

30 GrainNQualityN2013ZNfgkafih 7

29 udvancesNinNtheNregulationNandNcrosstalksNofNphytohormonesbNSciencelBulletinZN2009ZNihZNhdjmahdlf 6

28 SynergisticNinterplayNofNuvuNandNvRNsignalNinNregulatingNplantNgrowthNandNadaptationbNNaturelPlantsZN
2021ZNkZNeedlaeeel 11.5 6

27 RapidNandNspecificNisolationNofNintactNmitochondriaNfromNurabidopsisNleavesbNJournalloflGeneticslandl
GenomicsZN2020ZNhkZNjiajl 4 5

Jiayang Li

8



26 ynhancingNriceNgrainNproductionNbyNmanipulatingNtheNnaturallyNevolvedNcisaregulatoryN
elementacontainingNinvertedNrepeatNsequenceNofNζsRyαfdbNMolecularlPlantZN2021ZNehZNmmkaedee 14.4 5

25 αolecularNmechanismsNunderlyingNplantNarchitectureNandNitsNenvironmentalNplasticityNinNricebN
MolecularlBreedingZN2019ZNgmZNe 3.4 5

24 yxpandingNtheNscopeNofNgenomeNeditingNwithNSpGNandNSpRYNvariantsNinNricebNSciencelChinalLifel
SciencesZN2021ZNjhZNeklhaeklk 8.5 5

23 StrigolactonesN2017ZNgfkagim 4

22 αonitoringNgeneNexpressionNbyNcxβuNarraybNSciencelBulletinZN1999ZNhhZNhheahhh 4

21 αolecularNbasisNunderlyingNriceNtillerNanglenNwurrentNprogressNandNfutureNperspectivesbbNMolecularl
PlantZN2021ZN 14.4 4

20 RiceNProteinNTaggingNProjectnNuNwallNforN“nternationalNwollaborationsNonNGenomeawideN“na×ocusN
TaggingNofNRiceNProteinsbNMolecularlPlantZN2020ZNegZNejjgaejji 14.4 4

19 ProfilingNofNRβuNriboseNmethylationNinNurabidopsisNthalianabNNucleiclAcidslResearchZN2021ZNhmZNhedhaheem 20.1 4

18 ShortaNandNlongatermNchallengesNinNcropNbreedingbNNationallSciencelReviewZN2021ZNlZNnwabddf 10.8 4

17 RiceNPlantNurchitecturenNαolecularNvasisNandNupplicationNinNvreedingN2018ZNefmaeih 3

16 zineamappingNofNanNurabidopsisNcellNdeathNmutationNlocusbNSciencelinlChinalSerieslC:lLifelSciencesZN
2000ZNhgZNeglahi 3

15 yxtensiveNsequenceNdivergenceNbetweenNtheNreferenceNgenomesNofNTaraxacumNkokasaghyzNandN
TaraxacumNmongolicumbbNSciencelChinalLifelSciencesZN2021ZNjiZNiei 8.5 3

14 ×uZYfNcontrolsNriceNtillerNangleNthroughNregulatingNstarchNbiosynthesisNinNgravityasensingNcellsbNNewl
PhytologistZN2021ZNfgeZNedkgaedlk 9.8 3

13 zyxnNaNwebNtoolNforNforeignNelementNdetectionNofNgenomeaeditedNorganismbNSciencelChinalLifel
SciencesZN2021ZNjhZNejkaekd 8.5 3

12 βitricNoxideNnegativelyNregulatesNgibberellinNsignalingNtoNcoordinateNgrowthNandNsaltNtoleranceNinN
urabidopsisbbNJournalloflGeneticslandlGenomicsZN2022ZN 4 3

11 wombinationNofNtwelveNallelesNatNsixNquantitativeNtraitNlociNdeterminesNgrainNweightNinNricebNPLoSl
ONEZN2017ZNefZNedeleill 3.7 2

10 TargetingNaNgeneNregulatoryNelementNenhancesNriceNgrainNyieldNbyNdecouplingNpanicleNnumberNandN
sizebbNNaturelBiotechnologyZN2022ZN 44.5 2

9 yvolutionNofNStrigolactoneNPerceptionNbyNSeedsNofNParasiticNPlantsnNReinventingNtheNWheelbN
MolecularlPlantZN2016ZNmZNhmgai 14.4 1

(2016-2021)
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8 αappingNandNcharacterizationNofNaNtilleraspreadingNmutantlazyafNinNricebNSciencelBulletinZN2003ZNhlZNfkeiafkek 1

7 vreedingNfutureNcropsNtoNfeedNtheNworldNthroughNdeNnovoNdomesticationbbNNaturelCommunicationsZN
2022ZNegZNeeke 17.4 0

6 ResistantNstarchNformationNinNricenNGeneticNregulationNandNbeyondbbNPlantlCommunicationsZN2022ZNgZNeddgfm9 0

5 xedicationnN×ongpingNYuannNRiceNvreederNandNWorldNHungerNzighterN2010ZNeaeg

4 udvancesNinNurabidopsisNresearchNinNwhinaNfromNfddjNtoNfddkbNSciencelBulletinZN2007ZNifZNekfmaekgg

3 yxpressionNofurabidopsisNtryptophanNbiosyntheticNpathwayNgenesnNeffectNofNtheNiUNcodingNregionNofN
phosphoribosylanthranilateNisomeraseNgenebNSciencelinlChinalSerieslC:lLifelSciencesZN1999ZNhfZNfkhald

2 RiceNgeographicNadaptionNtoNpoorNsoilnNnovelNinsightsNforNsustainableNagriculturebNMolecularlPlantZN
2021ZNehZNgjmagke 14.4

1 “mmunopurificationNofNαitochondriaNfromNurabidopsisbNCurrentlProtocolsZN2021ZNeZNegh
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