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Expression of the Nitrate Transporter Gene Confers High Yield and Early Maturation in Rice. Plant

118 ol 2018, 30, 638-651

11.6 145

Activation of Big Grain1 significantly improves grain size by regulating auxin transport in rice.

Proceedings of the National Academy of Sciences of the United States of America, 2015, 112, 11102-7




JIAYANG LI

116  Asingle transcription factor promotes both yield and immunity in rice. Science, 2018, 361, 1026-1028  33.3 138

Through the genetic bottleneck: O. rufipogon as a source of trait-enhancing alleles for O. sativa.
Euphytica, 2007, 154, 317-339

Targeted, random mutagenesis of plant genes with dual cytosine and adenine base editors. Nature

14 Bjotechnology, 2020, 38, 875-882 445 133

Construction of a Genome-Wide Mutant Library in[Rice Using CRISPR/Cas9. Molecular Plant, 2017,
10, 1238-1241

Increased expression of MAP KINASE KINASE7 causes deficiency in polar auxin transport and leads

to plant architectural abnormality in Arabidopsis. Plant Cell, 2006, 18, 308-20 116 122

112

Tryptophan-independent auxin biosynthesis contributes to early embryogenesis in Arabidopsis.
Proceedings of the National Academy of Sciences of the United States of America, 2015, 112, 4821-6

Generation of herbicide tolerance traits and a new selectable marker in wheat using base editing.

110 Nature Plants, 2019, 5, 480-485
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