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38 CannabinoidSreceptorSkSantagonistSgenisteinSattenuatesSmarijuanaginducedSvascularSinflammationhhS
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25 IncreasingSinsulinSresistanceSaccentuatesStheSeffectSofStriglyceridegassociatedSlociSonSserumS
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24 TheSgeneticSarchitectureSofStypeSlSdiabeteshSNaturefS2016fSompfSnkgnq 50.4 704
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22 βSgeneticSriskSscoreSofSnoScoronarySarterySdiseaseSriskSvariantsSassociatesSwithSincreasedSriskSofS
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21 TransgancestrySgenomegwideSassociationSstudySidentifiesSklSgeneticSlociSinfluencingSbloodSpressureS
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18 TheSeffectSofSGWβSSidentifiedSBMISlociSonSchangesSinSbodySweightSamongSmiddlegagedSDanesS
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JournalnofnObesityfS2013fSmqfSkqogrk
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DanishSInterssScohorthSJournalnofnClinicalnEndocrinologynandnMetabolismfS2013fSsrfSErjkgp

5.6 46

14 GeneticSriskSscoreSofSnpStypeSlSdiabetesSriskSvariantsSassociatesSwithSchangesSinSplasmaSglucoseSandS
estimatesSofSpancreaticS˛†gcellSfunctionSoverSoSyearsSofSfollowguphSDiabetesfS2013fSplfSmpkjgq 0.9 36

13 SoluteScarrierSfamilySlSmemberSkSisSinvolvedSinStheSdevelopmentSofSnonalcoholicSfattySliverSdiseasehS
HepatologyfS2013fSoqfSojogkn 11.2 18

12 βssociationSstudiesSofSnovelSobesitygrelatedSgeneSvariantsSwithSquantitativeSmetabolicSphenotypesS
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4 FastSLassoSmethodSforSLargegscaleSandSUltrahighgdimensionalSCoxSModelSwithSapplicationsStoSUKSBiobank 2
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