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39 DetermineSindependentSgutSmicrobiotahdiseasesSassociationSbySeliminatingStheSeffectsSofShumanS
lifestyleSfactorsiiSBMCmMicrobiologygS2022gSnngSp 4.5 2

38 ASdeephlearningSpipelineSforStheSdiagnosisSandSdiscriminationSofSviralgSnonhviralSandSCOVIDhmuS
pneumoniaSfromSchestSXhraySimagesiSNaturemBiomedicalmEngineeringgS2021gSqgSqluhqnm 19 25

37 ResponsesSofScyanobacterialSaggregateSmicrobialScommunitiesStoSalgalSbloomsiSWatermResearchgS
2021gSmurgSmmslmp 12.5 6

36 DeephlearningSmodelsSforStheSdetectionSandSincidenceSpredictionSofSchronicSkidneySdiseaseSandS
typeSnSdiabetesSfromSretinalSfundusSimagesiSNaturemBiomedicalmEngineeringgS2021gSqgSqoohqpq 19 16

35 redPATHvSReconstructingStheSPseudoSDevelopmentSTimeSofSCellSLineagesSinSSinglehcellSRNAhseqS
DataSandSApplicationsSinSCanceriSGenomics,mProteomicsmandmBioinformaticsgS2021gSmugSnunholq 6.5 0

34 scAIDEvSclusteringSofSlargehscaleSsinglehcellSRNAhseqSdataSrevealsSputativeSandSrareScellStypesiSNARm
GenomicsmandmBioinformaticsgS2020gSngSlqaaltn 3.7 1

33 ClinicallySApplicableSAISSystemSforSAccurateSDiagnosisgSQuantitativeSMeasurementsgSandSPrognosisS
ofSCOVIDhmuSPneumoniaSUsingSComputedSTomographyiSCellgS2020gSmtmgSmpnohmpooiemm 56.2 314

32 AmbientSfineSparticulateSmatterSandShospitalSadmissionsSforSischemicSandShemorrhagicSstrokesSandS
transientSischemicSattackSinSnptSChineseScitiesiSSciencemofmthemTotalmEnvironmentgS2020gSsmqgSmortur 10.2 19

31 AmbientSairSpollutionSandScausehspecificSriskSofShospitalSadmissionSinSChinavSASnationwideS
timehseriesSstudyiSPLoSmMedicinegS2020gSmsgSemllomtt 11.6 31

30 AmbientSairSpollutionSandScausehspecificSriskSofShospitalSadmissionSinSChinavSASnationwideS
timehseriesSstudyS2020gSmsgSemllomtt

29 AmbientSairSpollutionSandScausehspecificSriskSofShospitalSadmissionSinSChinavSASnationwideS
timehseriesSstudyS2020gSmsgSemllomtt

28 AmbientSairSpollutionSandScausehspecificSriskSofShospitalSadmissionSinSChinavSASnationwideS
timehseriesSstudyS2020gSmsgSemllomtt

27 AmbientSairSpollutionSandScausehspecificSriskSofShospitalSadmissionSinSChinavSASnationwideS
timehseriesSstudyS2020gSmsgSemllomtt

26 AmbientSairSpollutionSandScausehspecificSriskSofShospitalSadmissionSinSChinavSASnationwideS
timehseriesSstudyS2020gSmsgSemllomtt

25 SeasonalSsuccessionSandSspatialSdistributionSofSbacterialScommunitySstructureSinSaSeutrophicS
freshwaterSLakegSLakeSTaihuiSSciencemofmthemTotalmEnvironmentgS2019gSrrugSnuhpl 10.2 39

24 AlternateSsuccessionSofSaggregatehformingScyanobacterialSgeneraScorrelatedSwithStheirSattachedS
bacteriaSbyScohpathwaysiSSciencemofmthemTotalmEnvironmentgS2019gSrttgStrshtsu 10.2 14

23 OntologyhbasedSvenousSthromboembolismSriskSassessmentSmodelSdevelopingSfromSmedicalS
recordsiSBMCmMedicalmInformaticsmandmDecisionmMakinggS2019gSmugSmqm 3.6 7
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22 DistinctSGutSMicrobiotaSInducedSbySDifferentSFathtohSugarhRatioSHighhEnergySDietsSShareSSimilarS
ProhobesitySGeneticSandSMetaboliteSProfilesSinSPrediabeticSMiceiSMSystemsgS2019gSpgS 7.6 11

21 DeepTriagervSASNeuralSAttentionSModelSforSEmergencySTriageSwithSElectronicSHealthSRecordsS2019gS 1

20 DCMNvSDoubleSCoreSMemorySNetworkSforSPatientSOutcomeSPredictionSwithSMultimodalSDataS2019gS 1

19 DeepShapevSestimatingSisoformhlevelSribosomeSabundanceSandSdistributionSwithSRibohseqSdataiS
BMCmBioinformaticsgS2019gSnlgSrst 3.6 3

18 DropoutStrainingSforSSVMsSwithSdataSaugmentationiSFrontiersmofmComputermSciencegS2018gSmngSruphsmo 2.2 4

17 EvaluationSofSdifferentSmrSSrRNASgeneSVSregionsSforSexploringSbacterialSdiversitySinSaSeutrophicS
freshwaterSlakeiSSciencemofmthemTotalmEnvironmentgS2018gSrmtgSmnqphmnrs 10.2 50

16 LeveragingSmultipleSgeneSnetworksStoSprioritizeSGWASScandidateSgenesSviaSnetworkSrepresentationS
learningiSMethodsgS2018gSmpqgSpmhql 4.6 7

15 OntologyhbasedSVenousSThromboembolismSRiskSFactorsSMiningSandSModelSDevelopingSfromS
MedicalSRecordsS2018gS 1

14 GePMIvSASstatisticalSmodelSforSpersonalSintestinalSmicrobiomeSidentificationiSNpjmBiofilmsmandm
MicrobiomesgS2018gSpgSnl 8.2 4

13 InferenceSofSEnvironmentalSFactorhMicrobeSandSMicrobehMicrobeSAssociationsSfromSMetagenomicS
DataSUsingSaSHierarchicalSBayesianSStatisticalSModeliSCellmSystemsgS2017gSpgSmnuhmosieq 10.6 26

12
GenomeSandSepigenomeSofSaSnovelSmarineSThaumarchaeotaSstrainSsuggestSviralSinfectiongS
phosphorothioationSDNASmodificationSandSmultipleSrestrictionSsystemsiSEnvironmentalmMicrobiology
gS2017gSmugSnpophnpqn

5.2 44

11 ReconstructingScellScycleSpseudoStimehseriesSviaSsinglehcellStranscriptomeSdataiSNaturem
CommunicationsgS2017gStgSnn 17.4 67

10
MicrobialSprofilesSofSaSdrinkingSwaterSresourceSbasedSonSdifferentSmrSSrRNASVSregionsSduringSaS
heavyScyanobacterialSbloomSinSLakeSTaihugSChinaiSEnvironmentalmSciencemandmPollutionmResearchgS
2017gSnpgSmnsurhmntlt

5.1 22

9 LargehscaleSmrSSgeneSassemblySusingSmetagenomicsSshotgunSsequencesiSBioinformaticsgS2017gSoogSmppshmpqr7.2 9

8 LeveragingSmultipleSgenomicSdataStoSprioritizeSdiseasehcausingSindelsSfromSexomeSsequencingSdataiS
ScientificmReportsgS2017gSsgSmtlp 4.9 3

7
SimultaneousSinferenceSofSphenotypehassociatedSgenesSandSrelevantStissuesSfromSGWASSdataSviaS
BayesianSintegrationSofSmultipleStissuehspecificSgeneSnetworksiSJournalmofmMolecularmCellmBiologygS
2017gSugSporhpqn

6.3 9

6 DACEvSaSscalableSDPhmeansSalgorithmSforSclusteringSextremelySlargeSsequenceSdataiSBioinformaticsgS
2017gSoogStophtpn 7.2 6

5 EffectSofSkhtupleSlengthSonSsamplehcomparisonSwithShighhthroughputSsequencingSdataiSBiochemicalm
andmBiophysicalmResearchmCommunicationsgS2016gSprugSmlnmhs 3.4 4
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4 ReadingStheSUnderlyingSInformationSFromSMassiveSMetagenomicSSequencingSDataiSProceedingsmofm
themIEEEgS2016gSmhmq 14.3 7

3 SubgingivalSmicrobiomeSinSpatientsSwithShealthySandSailingSdentalSimplantsiSScientificmReportsgS2015gS
qgSmlupt 4.9 59

2 PrioritizationSOfSNonsynonymousSSingleSNucleotideSVariantsSForSExomeSSequencingSStudiesSViaS
IntegrativeSLearningSOnSMultipleSGenomicSDataiSScientificmReportsgS2015gSqgSmpuqq 4.9 8

1 DetermineSindependentSgutSmicrobiotahdiseasesSassociationSbySeliminatingStheSeffectsSofShumanS
lifestyleSfactors 1
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