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(Oryza sativa L.). Journal of Plant Biochemistry and Biotechnology, 2020, 29, 236-252. )

Microsatellite based linkage disequilibrium analyses reveal Saltol haplotype fragmentation and

identify novel QTLs for seedling stage salinity tolerance in rice (Oryza sativa L.). Journal of Plant
Biochemistry and Biotechnology, 2017, 26, 310-320.
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