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j Paper IF Citations

209 wvolutionLofLaLNewLTestisYSpecificLxunctionalLPromoterLWithinLtheLzighlyLuonservedLyeneLofLtheL
üouseZZLFrontiersainaGeneticsXL2021XLcdXLjcdcek 4.5

208 TheLwffectsLofLSequenceLáengthLandLuompositionLofLRandomLSequenceLPeptidesLonLtheLyrowthLofL
uellsZZLGenesXL2021XLcdXL 4.2 5

207 TestingL–mplicationsLofLtheLOmnigenicLüodelLforLtheLyeneticLsnalysisLofLáociL–dentifiedLthroughL
yenomeYwideLsssociationZLCurrentaBiologyXL2021XLecXLcbkdYcbkjZeh 6.3 4

206 TheLimprintedLlncRNsLregulatesLsexualLpreferenceLandLtheLsexYspecificLbrainLtranscriptomeLinLmiceZL
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXL2021XLccjXL 11.5 7

205 NaturalLcopyLnumberLvariationLofLtandemlyLrepeatedLregulatoryLSNORvLRNssLleadsLtoLindividualL
phenotypicLdifferencesLinLmiceZLMolecularaEcologyXL2021XLebXLfibjYfidd 5.7 1

204 –nbredLlabLmiceLareLnotLisogeniclLgeneticLvariationLwithinLinbredLstrainsLusedLtoLinferLtheLmutationL
rateLperLnucleotideLsiteZLHeredityXL2021XLcdhXLcbiYcch 3.6 8

203
TheLmutationalLloadLinLnaturalLpopulationsLisLsignificantlyLaffectedLbyLhighLprimaryLratesLofL
retropositionZLProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXL2021XL
ccjXL

11.5 2

202 sLhumanizedLversionLofLxoxpdLaffectsLultrasonicLvocalizationLinLadultLfemaleLandLmaleLmiceZLGenesna
BrainaandaBehaviorXL2021XLdbXLecdihf 3.6 2

201 wffectsLofLtheLwxpressionLofLRandomLSequenceLulonesLonLyrowthLandLTranscriptomeLRegulationLinL
ZZLGenesXL2021XLceXL 4.2 3

200 TheLamylaseLgeneLclusterLinLhouseLmiceLTüusLmusculusULwasLsubjectLtoLrepeatedLintrogressionL
includingLtheLrescueLofLaLpseudogeneZLBMCaEvolutionaryaBiologyXL2020XLdbXLgh 3 1

199 PopulationLyenomicsLofLtheLzouseLüouseLandLtheLtrownLRatZLMethodsainaMolecularaBiologyXL2020XL
dbkbXLfegYfgd 1.4 2

198 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesZLPLoSaComputationalaBiologyXL2020XLchXLecbbjegf5 2

197 –dentificationLofLaLgeneticLnetworkLforLanLecologicallyLrelevantLbehaviouralLphenotypeLinL
vrosophilaLmelanogasterZLMolecularaEcologyXL2020XLdkXLgbdYgcj 5.7 1

196 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesL2020XLchXLecbbjegf

195 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesL2020XLchXLecbbjegf

194 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesL2020XLchXLecbbjegf

193 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesL2020XLchXLecbbjegf
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192 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesL2020XLchXLecbbjegf

191 vedicatedLtranscriptomicsLcombinedLwithLpowerLanalysisLleadLtoLfunctionalLunderstandingLofL
genesLwithLweakLphenotypicLchangesLinLknockoutLlinesL2020XLchXLecbbjegf

190 NovaLsctaLáeopoldinalLlebendeLvokumenteLalsLneuesLPublikationsmodellZLBioSpektrumXL2019XLdgXLcbiYcbi0.1

189 zumanLcoreLdupliconLgeneLfamilieslLgameLchangersLorLgameLplayersqZLBriefingsainaFunctionala
GenomicsXL2019XLcjXLfbdYfcc 4.9 2

188 wffectsLofLaLmaleLmeioticLdriverLonLmaleLandLfemaleLtranscriptomesLinLtheLhouseLmouseZL
ProceedingsaofatheaRoyalaSocietyaB:aBiologicalaSciencesXL2019XLdjhXLdbckckdi 4.4 5

187 sLdeLnovoLevolvedLgeneLinLtheLhouseLmouseLregulatesLfemaleLpregnancyLcyclesZLELifeXL2019XLjXL 8.9 15

186 áowYlevelLmitochondrialLheteroplasmyLmodulatesLvNsLreplicationXLglucoseLmetabolismLandL
lifespanLinLmiceZLScientificaReportsXL2018XLjXLgjid 4.9 16

185 üetaYpopulationalLdemesLconstituteLaLreservoirLforLlargeLüzuLalleleLdiversityLinLwildLhouseLmiceLTUZL
FrontiersainaZoologyXL2018XLcgXLcg 2.8 5

184 UsingLtheLüusLmusculusLhybridLzoneLtoLassessLcovariationLandLgeneticLarchitectureLofLlimbLboneL
lengthsZLMolecularaEcologyaResourcesXL2018XLcjXLkbjYkdc 8.4 5

183 vealingLwithLtheLadaptiveLimmuneLsystemLduringLdeLnovoLevolutionLofLgenesLfromLintergenicL
sequencesZLBMCaEvolutionaryaBiologyXL2018XLcjXLcdc 3 5

182 ReplyLtoLSNoLbeneficialLfitnessLeffectsLofLrandomLpeptidesSZLNatureaEcologyaandaEvolutionXL2018XLdXLcbfj 12.3 5

181 –nvolvementLofLSPsTsecLcopyLnumberLvariableLgenesLinLhumanLlifespanZLAgingXL2018XLcbXLhifYhjj 5.6 5

180 NoLwvidenceLforLPhylostratigraphicLtiasL–mpactingL–nferencesLonLPatternsLofLyeneLwmergenceLandL
wvolutionZLMolecularaBiologyaandaEvolutionXL2017XLefXLjfeYjgh 8.3 51

179 TracingLtheLdynamicsLofLgeneLtranscriptsLafterLorganismalLdeathZLOpenaBiologyXL2017XLiXL 7 46

178 RandomLsequencesLareLanLabundantLsourceLofLbioactiveLRNssLorLpeptidesZLNatureaEcologyaanda
EvolutionXL2017XLcXLbdci 12.3 53

177 sutomatedLPhenotypingL–ndicatesLPupalLSizeLinL–sLaLzighlyLzeritableLTraitLwithLanLspparentL
PolygenicLtasisZLGv:aGenesnaGenomesnaGeneticsXL2017XLiXLcdiiYcdjh 3.2 6

176 SegmentalLduplicationsLandLevolutionaryLacquisitionLofLUVLdamageLresponseLinLtheLSPsTsecLgeneL
familyLofLprimatesLandLhumansZLBMCaGenomicsXL2017XLcjXLddd 4.5 4

175
uraniofacialLshapeLtransitionLacrossLtheLhouseLmouseLhybridLzonelLimplicationsLforLtheLgeneticL
architectureLandLevolutionLofLbetweenYspeciesLdifferencesZLDevelopmentaGenesaandaEvolutionXL2016XL
ddhXLcieYjh

1.8 17

(2016-2020)
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174 yenomicLresourcesLforLwildLpopulationsLofLtheLhouseLmouseXLüusLmusculusLandLitsLcloseLrelativeL
üusLspretusZLScientificaDataXL2016XLeXLchbbig 8.2 67

173 xastLturnoverLofLgenomeLtranscriptionLacrossLevolutionaryLtimeLexposesLentireLnonYcodingLvNsLtoL
deLnovoLgeneLemergenceZLELifeXL2016XLgXLebkkii 8.9 72

172
vivergenceLpatternsLofLgenicLcopyLnumberLvariationLinLnaturalLpopulationsLofLtheLhouseLmouseL
TüusLmusculusLdomesticusULrevealLthreeLconservedLgenesLwithLmajorLpopulationYspecificL
expansionsZLGenomeaResearchXL2015XLdgXLcccfYdf

9.7 55

171 wurasianLhouseLmouseLTüusLmusculusLáZULdifferentiationLatLmicrosatelliteLlociLidentifiesLtheL–ranianL
plateauLasLaLphylogeographicLhotspotZLBMCaEvolutionaryaBiologyXL2015XLcgXLdh 3 33

170 üolecularLandLphenotypicLdistinctionLofLtheLveryLrecentlyLevolvedLinsularLsubspeciesLüusLmusculusL
helgolandicusLZ–üüwRüsNNXLckgeZLBMCaEvolutionaryaBiologyXL2015XLcgXLchb 3 12

169 wcoYgenomicLanalysisLofLtheLpolewardLrangeLexpansionLofLtheLwaspLspiderLsrgiopeLbruennichiL
showsLrapidLadaptationLandLgenomicLadmixtureZLGlobalaChangeaBiologyXL2015XLdcXLfedbYed 11.4 41

168
SelectiveLsweepsLversusLintrogressionLYLpopulationLgeneticLdynamicsLofLtheLmurineLleukemiaLvirusL
receptorLXprcLinLwildLpopulationsLofLtheLhouseLmouseLTüusLmusculusUZLBMCaEvolutionaryaBiologyXL
2015XLcgXLdfj

3 6

167 üappingLofLuraniofacialLTraitsLinLOutbredLüiceL–dentifiesLüajorLvevelopmentalLyenesL–nvolvedLinL
ShapeLveterminationZLPLoSaGeneticsXL2015XLccXLecbbghbi 6 45

166 SemiYautomaticLlandmarkLpointLannotationLforLgeometricLmorphometricsZLFrontiersainaZoologyXL
2014XLccXL 2.8 20

165 UseLofLaLnaturalLhybridLzoneLforLgenomewideLassociationLmappingLofLcraniofacialLtraitsLinLtheLhouseL
mouseZLMolecularaEcologyXL2014XLdeXLgighYib 5.7 41

164 sLrevisedLdesignLforLmicroarrayLexperimentsLtoLaccountLforLexperimentalLnoiseLandLuncertaintyLofL
probeLresponseZLPLoSaONEXL2014XLkXLekcdkg 3.7 15

163 yenomicLnetworksLofLhybridLsterilityZLPLoSaGeneticsXL2014XLcbXLecbbfchd 6 55

162 uopyLnumberLvariantsLandLselectiveLsweepsLinLnaturalLpopulationsLofLtheLhouseLmouseLTüusL
musculusLdomesticusUZLFrontiersainaGeneticsXL2014XLgXLcge 4.5 7

161 TheLdiscoveryLofLdeLnovoLgeneLevolutionZLPerspectivesainaBiologyaandaMedicineXL2014XLgiXLcfkYhc 1.5 30

160
yeneticLdifferentiationLofLhypothalamusLparentallyLbiasedLtranscriptsLinLpopulationsLofLtheLhouseL
mouseLimplicateLtheLPraderYWilliLsyndromeLimprintedLregionLasLaLpossibleLsourceLofLbehavioralL
divergenceZLMolecularaBiologyaandaEvolutionXL2014XLecXLedfbYk

8.3 14

159 wvolutionlLdynamicsLofLdeLnovoLgeneLemergenceZLCurrentaBiologyXL2014XLdfXLRdejYfb 6.3 41

158 sLroleLforLultrasonicLvocalisationLinLsocialLcommunicationLandLdivergenceLofLnaturalLpopulationsLofL
theLhouseLmouseLTüusLmusculusLdomesticusUZLPLoSaONEXL2014XLkXLekidff 3.7 49

157 OneLsizeLdoesLnotLfitLallZLELifeXL2014XLeXLebdbjj 8.9
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156 QuantitativeLshapeLanalysisLwithLweightedLcovarianceLestimatesLforLincreasedLstatisticalLefficiencyZL
FrontiersainaZoologyXL2013XLcbXLch 2.8 1

155 PhylogeneticLpatternsLofLemergenceLofLnewLgenesLsupportLaLmodelLofLfrequentLdeLnovoLevolutionZL
BMCaGenomicsXL2013XLcfXLcci 4.5 158

154 wxploringLtheLeffectsLofLgeneLdosageLonLmandibleLshapeLinLmiceLasLaLmodelLforLstudyingLtheL
geneticLbasisLofLnaturalLvariationZLDevelopmentaGenesaandaEvolutionXL2013XLddeXLdikYji 1.8 30

153 PaternalLimprintingLofLmatingLpreferencesLbetweenLnaturalLpopulationsLofLhouseLmiceLTüusL
musculusLdomesticusUZLMolecularaEcologyXL2013XLddXLdgfkYhd 5.7 20

152 wvolutionaryLOriginLofLOrphanLyenesL2013XL 5

151 PhysicoYchemicalLfoundationsLunderpinningLmicroarrayLandLnextYgenerationLsequencingL
experimentsZLNucleicaAcidsaResearchXL2013XLfcXLdiikYkh 20.1 45

150 –ncreasedLmitochondrialLmutationLfrequencyLafterLanLislandLcolonizationlLpositiveLselectionLorL
accumulationLofLslightlyLdeleteriousLmutationsqZLBiologyaLettersXL2013XLkXLdbcdccde 3.6 12

149 snimalsLinLaLbacterialLworldXLaLnewLimperativeLforLtheLlifeLsciencesZLProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXL2013XLccbXLeddkYeh 11.5 1488

148
NorthernLrangeLexpansionLofLwuropeanLpopulationsLofLtheLwaspLspiderLsrgiopeLbruennichiLisL
associatedLwithLglobalLwarmingYcorrelatedLgeneticLadmixtureLandLpopulationYspecificLtemperatureL
adaptationsZLMolecularaEcologyXL2013XLddXLddedYfj

5.7 92

147 ParallelLselectionLmappingLusingLartificiallyLselectedLmiceLrevealsLbodyLweightLcontrolLlociZLCurrenta
BiologyXL2012XLddXLikfYjbb 6.3 64

146 T–NsLmanualLlandmarkingLtoollLsoftwareLforLtheLpreciseLdigitizationLofLevLlandmarksZLFrontiersaina
ZoologyXL2012XLkXLh 2.8 23

145 yenomeLpatternsLofLselectionLandLintrogressionLofLhaplotypesLinLnaturalLpopulationsLofLtheLhouseL
mouseLTüusLmusculusUZLPLoSaGeneticsXL2012XLjXLecbbdjkc 6 105

144 RapidLformationLofLdistinctLhybridLlineagesLafterLsecondaryLcontactLofLtwoLfishLspeciesLTuottusLspZUZL
MolecularaEcologyXL2011XLdbXLcfigYkc 5.7 53

143 TheLevolutionaryLoriginLofLorphanLgenesZLNatureaReviewsaGeneticsXL2011XLcdXLhkdYibd 30.1 461

142 NotLjustLanotherLgenomeZLBMCaBiologyXL2011XLkXLj 7.3 11

141 üicroYevolutionaryLdivergenceLpatternsLofLmandibleLshapesLinLwildLhouseLmouseLTüusLmusculusUL
populationsZLBMCaEvolutionaryaBiologyXL2011XLccXLebh 3 21

140
sLcomparativeLassessmentLofLmandibleLshapeLinLaLconsomicLstrainLpanelLofLtheLhouseLmouseLTüusL
musculusUYYimplicationsLforLepistasisLandLevolvabilityLofLquantitativeLtraitsZLBMCaEvolutionarya
BiologyXL2011XLccXLebk

3 17

139 sLtestLofLtheLneutralLmodelLofLexpressionLchangeLinLnaturalLpopulationsLofLhouseLmouseL
subspeciesZLEvolution;aInternationalaJournalaofaOrganicaEvolutionXL2010XLhfXLgfkYhb 3.8 11

(2010-2013)
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138
NucleotideLdivergenceLvsZLgeneLexpressionLdifferentiationlLcomparativeLtranscriptomeLsequencingL
inLnaturalLisolatesLfromLtheLcarrionLcrowLandLitsLhybridLzoneLwithLtheLhoodedLcrowZLMoleculara
EcologyXL2010XLckLSupplLcXLchdYig

5.7 114

137 sLphylogeneticallyLbasedLtranscriptomeLageLindexLmirrorsLontogeneticLdivergenceLpatternsZLNature
XL2010XLfhjXLjcgYj 50.4 275

136 uopyLnumberLchangesLofLuNVLregionsLinLintersubspecificLcrossesLofLtheLhouseLmouseZLMoleculara
BiologyaandaEvolutionXL2010XLdiXLcjfgYgh 8.3 24

135 snLevaluationLofLtheLuseLofLtheLáSULrRNsLvcYvgLdomainLforLvNsYbasedLtaxonomyLofLeukaryoticL
protistsZLProtistXL2010XLchcXLefdYgd 2.5 32

134 UnderstandingLtheLonsetLofLhybridLspeciationZLTrendsainaGeneticsXL2010XLdhXLgfYj 8.5 162

133 zouseLmouseLcolonizationLpatternsLonLtheLsubYsntarcticLKerguelenLsrchipelagoLsuggestLsingularL
primaryLinvasionsLandLresilienceLagainstLreYinvasionZLBMCaEvolutionaryaBiologyXL2010XLcbXLedg 3 63

132 PhylostratigraphicLtrackingLofLcancerLgenesLsuggestsLaLlinkLtoLtheLemergenceLofLmulticellularityLinL
metazoaZLBMCaBiologyXL2010XLjXLhh 7.3 169

131 TheLrootLofLtheLwastLsfricanLcichlidLradiationsZLBMCaEvolutionaryaBiologyXL2009XLkXLcjh 3 80

130 wmergenceLofLaLnewLgeneLfromLanLintergenicLregionZLCurrentaBiologyXL2009XLckXLcgdiYec 6.3 137

129 SelectionLonLcisYregulatoryLvariationLatLtfgalntdLandLitsLinfluenceLonLvonLWillebrandLfactorLinLhouseL
miceZLMolecularaBiologyaandaEvolutionXL2009XLdhXLghiYij 8.3 19

128 PolycistronicLpeptideLcodingLgenesLinLeukaryotesYYhowLwidespreadLareLtheyqZLBriefingsainaFunctionala
GenomicsagaProteomicsXL2009XLjXLhjYif 18

127 TheLgenomeLofLtheLmodelLbeetleLandLpestLTriboliumLcastaneumZLNatureXL2008XLfgdXLkfkYgg 50.4 1043

126 TracingLearlyLstagesLofLspeciesLdifferentiationlLecologicalXLmorphologicalLandLgeneticLdivergenceLofL
yalˆ¡pagosLseaLlionLpopulationsZLBMCaEvolutionaryaBiologyXL2008XLjXLcgb 3 61

125
SimultaneousLquantificationLofLmultipleLnucleicLacidLtargetsLinLcomplexLrRNsLmixturesLusingLhighL
densityLmicroarraysLandLnonspecificLhybridizationLasLaLsourceLofLinformationZLJournalaofa
MicrobiologicalaMethodsXL2008XLigXLkdYcbd

2.8 9

124 snLancientLevolutionaryLoriginLofLgenesLassociatedLwithLhumanLgeneticLdiseasesZLMolecularaBiologya
andaEvolutionXL2008XLdgXLdhkkYibi 8.3 133

123 –dentificationLofLselectiveLsweepsLinLcloselyLrelatedLpopulationsLofLtheLhouseLmouseLbasedLonL
microsatelliteLscansZLGeneticsXL2008XLcjbXLcgeiYfg 4 45

122 velimitingLtheLconservedLfeaturesLofLhunchbackLfunctionLforLtheLtrunkLorganizationLofLinsectsZL
DevelopmentaiCambridgekXL2008XLcegXLjjcYj 6.6 48

121 TheLroleLofLtheLsegmentationLgeneLhairyLinLTriboliumZLDevelopmentaGenesaandaEvolutionXL2008XLdcjXLfhgYii1.8 43
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120 yalˆ¡pagosLandLualifornianLseaLlionsLareLseparateLspecieslLyeneticLanalysisLofLtheLgenusLZalophusL
andLitsLimplicationsLforLconservationLmanagementZLFrontiersainaZoologyXL2007XLfXLdb 2.8 46

119 snLevaluationLofLáSULrvNsLvcYvdLsequencesLforLtheirLuseLinLspeciesLidentificationZLFrontiersaina
ZoologyXL2007XLfXLh 2.8 241

118 TracingLtheLfirstLstepLtoLspeciationlLecologicalLandLgeneticLdifferentiationLofLaLsalamanderL
populationLinLaLsmallLforestZLMolecularaEcologyXL2007XLchXLfggbYhc 5.7 58

117 sLpoolingLapproachLtoLdetectLsignaturesLofLselectiveLsweepsLinLgenomeLscansLusingLmicrosatellitesZL
MolecularaEcologyaNotesXL2007XLiXLfbbYfbe 14

116 sLphylostratigraphyLapproachLtoLuncoverLtheLgenomicLhistoryLofLmajorLadaptationsLinLmetazoanL
lineagesZLTrendsainaGeneticsXL2007XLdeXLgeeYk 8.5 242

115 uontrastingLevolutionLofLexpressionLdifferencesLinLtheLtestisLbetweenLspeciesLandLsubspeciesLofL
theLhouseLmouseZLGenomeaResearchXL2007XLciXLfdYk 9.7 56

114 OligonucleotideLmicroarrayslLwidelyLappliedYYpoorlyLunderstoodZLBriefingsainaFunctionalaGenomicsaga
ProteomicsXL2007XLhXLcfcYj 52

113 yenomeYwideLaccelerationLofLproteinLevolutionLinLfliesLTvipteraUZLBMCaEvolutionaryaBiologyXL2006XLhXLi 3 44

112
TestsLofLrRNsLhybridizationLtoLmicroarraysLsuggestLthatLhybridizationLcharacteristicsLofL
oligonucleotideLprobesLforLspeciesLdiscriminationLcannotLbeLpredictedZLNucleicaAcidsaResearchXL2006
XLefXLehh

20.1 91

111 snLanalysisLofLsignaturesLofLselectiveLsweepsLinLnaturalLpopulationsLofLtheLhouseLmouseZLMoleculara
BiologyaandaEvolutionXL2006XLdeXLikbYi 8.3 85

110 PhylogenomicLanalysisLrevealsLbeesLandLwaspsLTzymenopteraULatLtheLbaseLofLtheLradiationLofL
zolometabolousLinsectsZLGenomeaResearchXL2006XLchXLceefYj 9.7 204

109 sLsegmentationLgeneLinLtriboliumLproducesLaLpolycistronicLmRNsLthatLcodesLforLmultipleL
conservedLpeptidesZLCellXL2006XLcdhXLggkYhk 56.2 113

108 hercLandLherceZdLareLjointlyLrequiredLforLsomiticLborderLspecificationLalongLtheLentireLaxisLofLtheL
fishLembryoZLDevelopmentalaBiologyXL2006XLdkeXLdfdYgc 3.1 24

107 vevelopmentLofLnewLmicrosatelliteLlociLandLevaluationLofLlociLfromLotherLpinnipedLspeciesLforLtheL
yalˆ¡pagosLseaLlionLTZalophusLcalifornianusLwollebaekiUZLConservationaGeneticsXL2006XLiXLfhcYfhg 2.6 19

106 TheLtfgalntdLRegulatoryLPolymorphismXLüvwfcXLuausesLáowLVWxLáevelsLandLSegregatesLinLNaturalL
üouseLPopulationsZLBloodXL2006XLcbjXLgfdYgfd 2.2

105
ReverseLtaxonomylLanLapproachLtowardsLdeterminingLtheLdiversityLofLmeiobenthicLorganismsL
basedLonLribosomalLRNsLsignatureLsequencesZLPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:a
BiologicalaSciencesXL2005XLehbXLckciYdf

5.8 130

104 virectLcloningLofLmicrosatelliteLlociLfromLuottusLgobioLthroughLaLsimplifiedLenrichmentLprocedureZL
MolecularaEcologyaNotesXL2005XLgXLhdjYheh 38

103
wvolutionLofLdorsalYventralLaxisLformationLinLarthropodLappendageslLzcgLandL
optomotorYblindabifidYtypeLTYboxLgenesLinLtheLmillipedeLylomerisLmarginataLTüyriapodalL
viplopodaUZLEvolutionagaDevelopmentXL2005XLiXLgcYi

2.6 31

(2005-2007)
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102 WzsTLWwLzsVwLsáSOLáwsRNwvlLsvsPT–VwLSPwuT–sT–ONL–SLTzwORwT–usááYLPásUS–táwZL
Evolution;aInternationalaJournalaofaOrganicaEvolutionXL2005XLgkXLhkcYhkg 3.8 50

101 üicrosatelliteLvariabilityLinLwildLpopulationsLofLtheLhouseLmouseLisLnotLinfluencedLbyLdifferencesLinL
chromosomalLrecombinationLratesZLBiologicalaJournalaofatheaLinneanaSocietyXL2005XLjfXLhdkYheg 1.9 5

100 snLalgorithmLforLtheLdeterminationLandLquantificationLofLcomponentsLofLnucleicLacidLmixturesL
basedLonLsingleLsequencingLreactionsZLBMCaBioinformaticsXL2005XLhXLdjc 3.6 6

99
snLinvasiveLlineageLofLsculpinsXLuottusLspZLTPiscesXLTeleosteiULinLtheLRhineLwithLnewLhabitatL
adaptationsLhasLoriginatedLfromLhybridizationLbetweenLoldLphylogeographicLgroupsZLProceedingsaofa
theaRoyalaSocietyaB:aBiologicalaSciencesXL2005XLdidXLdeikYji

4.4 153

98 WzsTLWwLzsVwLsáSOLáwsRNwvlLsvsPT–VwLSPwu–sT–ONL–SLTzwORwT–usááYLPásUS–táwZLEvolution;a
InternationalaJournalaofaOrganicaEvolutionXL2005XLgkXLhkc 3.8 5

97 WhatLweLhaveLalsoLlearnedlLadaptiveLspeciationLisLtheoreticallyLplausibleZLEvolution;aInternationala
JournalaofaOrganicaEvolutionXL2005XLgkXLhkcYgmLdiscussionLhkhYk 3.8 46

96 sdaptiveLdivergenceLvsZLenvironmentalLplasticitylLtracingLlocalLgeneticLadaptationLofL
metamorphosisLtraitsLinLsalamandersZLMolecularaEcologyXL2004XLceXLchhgYii 5.7 57

95 –solationLandLcharacterizationLofLpolymorphicLtetranucleotideLmicrosatelliteLlociLinLtheLxireL
salamanderLSalamandraLsalamandraLTsmphibialLuaudataUZLMolecularaEcologyaNotesXL2004XLfXLhdhYhdj 39

94 SeparableLstripeLenhancerLelementsLforLtheLpairYruleLgeneLhairyLinLtheLbeetleLTriboliumZLEMBOa
ReportsXL2004XLgXLhejYfd 6.5 39

93 OfLstatisticsLandLgenomesZLTrendsainaGeneticsXL2004XLdbXLeffYh 8.5 5

92 herccLisLinvolvedLinLtheLsomitogenesisLclockLinLzebrafishZLDevelopmentaGenesaandaEvolutionXL2004XL
dcfXLekeYfbh 1.8 35

91 uorrelatedLevolutionLofLsynonymousLandLnonsynonymousLsitesLinLvrosophilaZLJournalaofaMoleculara
EvolutionXL2004XLgkXLiicYk 3.1 43

90 SegmentationZLDevelopmentalaCellXL2004XLiXLebcYcd 10.2 110

89 PhylogeographyLandLPatternsLofL–ncipientLSpeciationL2004XLebgYedc 3

88 ProsperoLandLSnailLexpressionLduringLspiderLneurogenesisZLDevelopmentaGenesaandaEvolutionXL2003XL
dceXLggfYhh 1.8 26

87 NeurogenesisLinLtheLspiderlLnewLinsightsLfromLcomparativeLanalysisLofLmorphologicalLprocessesLandL
geneLexpressionLpatternsZLArthropodaStructureaandaDevelopmentXL2003XLedXLgYch 1.8 32

86 uharacterizationLofLspottedLhyenaXLurocutaLcrocutaLmicrosatelliteLlociZLMolecularaEcologyaNotesXL
2003XLeXLehbYehd 15

85 TheLroleLofLSuppressorLofLzairlessLinLNotchLmediatedLsignallingLduringLzebrafishLsomitogenesisZL
MechanismsaofaDevelopmentXL2003XLcdbXLcbjeYkf 1.7 47
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84 uhordateLevolutionLinLaLnewLlightZLCellXL2003XLcceXLjcdYe 56.2 6

83
TheLexpressionLofLtheLproximodistalLaxisLpatterningLgenesLvistalYlessLandLdachshundLinLtheL
appendagesLofLylomerisLmarginataLTüyriapodalLviplopodaULsuggestsLaLspecialLroleLofLtheseLgenesL
inLpatterningLtheLheadLappendagesZLDevelopmentalaBiologyXL2003XLdhbXLkiYccd

3.1 86

82 sLpleaLforLvNsLtaxonomyZLTrendsainaEcologyaandaEvolutionXL2003XLcjXLibYif 10.9 648

81 snteriorLandLposteriorLwavesLofLcyclicLhercLgeneLexpressionLareLdifferentiallyLregulatedLinLtheL
presomiticLmesodermLofLzebrafishZLDevelopmentaiCambridgekXL2003XLcebXLfdhkYij 6.6 80

80 snLevolutionaryLanalysisLofLorphanLgenesLinLvrosophilaZLGenomeaResearchXL2003XLceXLddceYk 9.7 176

79 snLalgorithmLandLprogramLforLfindingLsequenceLspecificLoligonucleotideLprobesLforLspeciesL
identificationZLBMCaBioinformaticsXL2002XLeXLk 3.6 18

78 TheLgeneticLpopulationLstructureLofLtheLgrayLmouseLlemurLTüicrocebusLmurinusUXLaLbasalLprimateL
fromLüadagascarZLBehavioralaEcologyaandaSociobiologyXL2002XLgdXLchhYcig 2.5 63

77 TheLimpactLofLstockingLonLtheLgeneticLintegrityLofLsrcticLcharrLTSalvelinusULpopulationsLfromLtheL
slpineLregionZLMolecularaEcologyXL2002XLccXLcbciYdi 5.7 37

76 vNsLpointsLtheLwayLaheadLinLtaxonomyZLNatureXL2002XLfcjXLfik 50.4 133

75 üolecularLphylogenyLofLtheLsalamandridLgenusLNeurerguslLevidenceLforLanLintragenericLswitchLofL
reproductiveLbiologyZLAmphibiaaoaReptiliaXL2002XLdeXLfckYfec 1.2 23

74 TheLhiddenLmatrilinealLstructureLofLaLsolitaryLlemurlLimplicationsLforLprimateLsocialLevolutionZL
ProceedingsaofatheaRoyalaSocietyaB:aBiologicalaSciencesXL2002XLdhkXLciggYhe 4.4 54

73
zomologuesLofLcYhairycLTherkULandLlunaticLfringeLinLzebrafishLareLexpressedLinLtheLdevelopingL
centralLnervousLsystemXLbutLnotLinLtheLpresomiticLmesodermZLDevelopmentaGenesaandaEvolutionXL
2001XLdccXLfkeYgbb

1.8 46

72 yeneticLandLecologicalLdivergenceLofLaLmonophyleticLcichlidLspeciesLpairLunderLfullyLsympatricL
conditionsLinLáakeLwjaghamXLuameroonZLMolecularaEcologyXL2001XLcbXLcficYjj 5.7 172

71 üitochondrialLproteinLphylogenyLjoinsLmyriapodsLwithLcheliceratesZLNatureXL2001XLfceXLcgfYi 50.4 228

70 NeurogenesisLinLtheLspideruupienniusLsaleiZLDevelopmentaiCambridgekXL2001XLcdjXLdhieYdhjj 6.6 77

69
üitochondrialLsequenceLanalysisLofLSalamandraLtaxaLsuggestsLoldLsplitsLofLmajorLlineagesLandL
postglacialLrecolonizationsLofLcentralLwuropeLfromLdistinctLsourceLpopulationsLofLSalamandraL
salamandraZLMolecularaEcologyXL2000XLkXLekiYfcb

5.7 174

68 sLgeneticLuncertaintyLproblemZLTrendsainaGeneticsXL2000XLchXLfigYi 8.5 45

67 wvolutionLofLtranscriptionalLregulationZLCurrentaOpinionainaGeneticsaandaDevelopmentXL2000XLcbXLgigYk 4.9 142

(2000-2003)

9



66 WholeLüount–nLSituhybridizationLforLtheLvetectionLofLmRNsLinvrosophilawmbryosL2000XLgieYgjb 2

65
–ntracommunityLrelationshipsXLdispersalLpatternLandLpaternityLsuccessLinLaLwildLlivingLcommunityLofL
tonobosLTPanLpaniscusULdeterminedLfromLvNsLanalysisLofLfaecalLsamplesZLProceedingsaofatheaRoyala
SocietyaB:aBiologicalaSciencesXL1999XLdhhXLccjkYkg

4.4 181

64 uomparativeLmolecularLembryologyLofLarthropodslLtheLexpressionLofLzoxLgenesLinLtheLspiderL
uupienniusLsaleiZLInvertebrateaReproductionaandaDevelopmentXL1999XLehXLdbeYdbk 0.7 13

63 sLcomparisonLofLhomologousLdevelopmentalLgenesLfromLvrosophilaLandLTriboliumLrevealsLmajorL
differencesLinLlengthLandLtrinucleotideLrepeatLcontentZLJournalaofaMolecularaEvolutionXL1999XLfkXLggjYhh 3.1 13

62 SegmentationLgeneLexpressionLinLtheLmothmidgeLulogmiaLalbipunctataLTvipteraXLpsychodidaeULandL
otherLprimitiveLdipteransZLDevelopmentaGenesaandaEvolutionXL1999XLdbkXLcfgYgf 1.8 59

61 sncientLmolecularLparasitesZLTrendsainaGeneticsXL1999XLcgXLddc 8.5

60 sbdominalYtLexpressionLinLaLspiderLsuggestsLaLgeneralLroleLforLsbdominalYtLinLspecifyingLtheL
genitalLstructureZLTheaJournalaofaExperimentalaZoologyXL1999XLdjgXLjgYkc 37

59 wliminationLofLwVwLproteinLbyLusá–LinLtheLshortLgermLbandLinsectLTriboliumLsuggestsLaLconservedL
pairYruleLfunctionLforLevenLskippedZLMechanismsaofaDevelopmentXL1999XLjbXLckcYg 1.7 35

58 ZebrafishLziccLexpressionLinLbrainLandLsomitesLisLaffectedLbyLtüPLandLhedgehogLsignallingZL
MechanismsaofaDevelopmentXL1999XLjgXLcfiYgk 1.7 55

57 áargeLnumberLofLreplacementLpolymorphismsLinLrapidlyLevolvingLgenesLofLvrosophilaZL–mplicationsL
forLgenomeYwideLsurveysLofLvNsLpolymorphismZLGeneticsXL1999XLcgeXLciciYdk 4 32

56 xormationLofLwmbryonicLsxesLandLtlastodermLPatternLinLvrosophilaL1999XLeccYeeb 1

55 üolecularLphylogeneticsLatLtheLxelsensteinLzonelLapproachingLtheLStrepsipteraLproblemLusingLgZjSL
andLdjSLrvNsLsequencesZLMolecularaPhylogeneticsaandaEvolutionXL1998XLkXLfibYjb 4.1 50

54 sLzoxLclassLeLorthologueLfromLtheLspiderLuupienniusLsaleiLisLexpressedLinLaLzoxYgeneYlikeLfashionZL
DevelopmentaGenesaandaEvolutionXL1998XLdbjXLgjhYkb 1.8 77

53 SpermLusageLinLhoneyLbeesZLBehavioralaEcologyaandaSociobiologyXL1998XLfdXLdfiYdgg 2.5 48

52 xromLgenesLtoLindividualslLdevelopmentalLgenesLandLtheLgenerationLofLtheLphenotypeZL
PhilosophicalaTransactionsaofatheaRoyalaSocietyaB:aBiologicalaSciencesXL1998XLegeXLdecYfb 5.8 25

51 üolecularLtechnologiesLforLbiodiversityLevaluationlLopportunitiesLandLchallengesZLNaturea
BiotechnologyXL1997XLcgXLhdgYj 44.5 108

50 wvolutionLandLphylogenyLofLtheLvipteralLaLmolecularLphylogeneticLanalysisLusingLdjSLrvNsL
sequencesZLSystematicaBiologyXL1997XLfhXLhifYkj 8.4 85

49 PolymorphismLandLlocusYspecificLeffectsLonLpolymorphismLatLmicrosatelliteLlociLinLnaturalL
vrosophilaLmelanogasterLpopulationsZLGeneticsXL1997XLcfhXLebkYdb 4 84
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48 TwoLorthodenticleYrelatedLgenesLinLtheLshortYgermLbeetleLTriboliumLcastaneumZLDevelopmenta
GenesaandaEvolutionXL1996XLdbhXLegYfg 1.8 57

47 uhromophoreYassistedLlaserLinactivationLofLevenLskippedLinLvrosophilaLpreciselyLphenocopiesL
geneticLlossLofLfunctionZLDevelopmentaGenesaandaEvolutionXL1996XLdbhXLjhYj 1.8 18

46 RibosomalLvNsLphylogenyLofLtheLmajorLextantLarthropodLclassesLandLtheLevolutionLofLmyriapodsZL
NatureXL1995XLeihXLchgYi 50.4 315

45 wvolutionLofLsegmentationLgenesLinLinsectsZLTrendsainaGeneticsXL1995XLccXLdeYi 8.5 47

44 wxpressionLpatternsLofLtwistLandLsnailLinLTriboliumLTuoleopteraULsuggestLaLhomologousLformationL
ofLmesodermLinLlongLandLshortLgermLbandLinsectsZLGenesisXL1994XLcgXLedYi 37

43 SympatricLspeciationLsuggestedLbyLmonophylyLofLcraterLlakeLcichlidsZLNatureXL1994XLehjXLhdkYed 50.4 384

42 uhromosomalLhomogeneityLofLvrosophilaLribosomalLvNsLarraysLsuggestsLintrachromosomalL
exchangesLdriveLconcertedLevolutionZLCurrentaBiologyXL1994XLfXLiiiYje 6.3 215

41 –nLsituLhybridizationLtoLRNsZLMethodsainaCellaBiologyXL1994XLffXLgigYkj 1.8 171

40 –nsectLcalciumLchannelsZLüolecularLcloningLofLanLalphaLcYsubunitLfromLhouseflyLTüuscaLdomesticaUL
muscleZLFEBSaLettersXL1994XLeekXLcjkYkf 3.8 34

39 SimpleLsequencesZLCurrentaOpinionainaGeneticsaandaDevelopmentXL1994XLfXLjedYi 4.9 252

38 RegulatoryLandLcodingLregionsLofLtheLsegmentationLgeneLhunchbackLareLfunctionallyLconservedL
betweenLvrosophilaLvirilisLandLvrosophilaLmelanogasterZLMechanismsaofaDevelopmentXL1994XLfgXLcbgYcg 1.7 45

37 –nsectLembryogenesisLâ��LwhatLisLancestralLandLwhatLisLderivedqZLDevelopmentaiCambridgekXL1994XL
ckkfXLckeYckk 6.6 32

36 SocialLstructureLofLpilotLwhalesLrevealedLbyLanalyticalLvNsLprofilingZLScienceXL1993XLdhbXLhibYd 33.3 287

35 –nvolvementLofLanLorthologueLofLtheLvrosophilaLpairYruleLgeneLhairyLinLsegmentLformationLofLtheL
shortLgermYbandLembryoLofLTriboliumLTuoleopteraUZLNatureXL1993XLehcXLffjYgb 50.4 142

34 NotesLonLtheLdefinitionLandLnomenclatureLofLtandemlyLrepetitiveLvNsLsequencesZLExsXL1993XLhiXLdcYj 98

33 SlippageLsynthesisLofLsimpleLsequenceLvNsZLNucleicaAcidsaResearchXL1992XLdbXLdccYg 20.1 849

32 RedundanciesXLdevelopmentLandLtheLflowLofLinformationZLBioEssaysXL1992XLcfXLdheYh 4.1 160

31 yeneticLandLüolecularLsnalysisLofLwarlyLPatternLxormationLinLvrosophilaL1992XLebjYedi 1

(1992-1996)
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30 –nLSituLxormatsL1992XLebfYekd

29 uonservationLofLpolymorphicLsimpleLsequenceLlociLinLcetaceanLspeciesZLNatureXL1991XLegfXLheYg 50.4 299

28 –solationLofLsimpleYsequenceLlociLforLuseLinLpolymeraseLchainLreactionYbasedLvNsLfingerprintingZL
ElectrophoresisXL1991XLcdXLcceYj 3.6 311

27 ssynchronousLmitoticLdomainsLduringLblastodermLformationLinüuscaLdomesticaLáZLTvipteraUZLRouxhsa
ArchivesaofaDevelopmentalaBiologyXL1991XLckkXLeieYeih 8

26 yeneticLandLüolecularLsnalysisLofLPatternLxormationLProcessesLinLvrosophilaL1991XLdieYdjd

25 sLmorphogeneticLgradientLofLhunchbackLproteinLorganizesLtheLexpressionLofLtheLgapLgenesL
Krˆ…ppelLandLknirpsLinLtheLearlyLvrosophilaLembryoZLNatureXL1990XLefhXLgiiYjb 50.4 398

24 yenomicLfingerLprintingLgoesLsimpleZLBioEssaysXL1990XLcdXLffYh 4.1 17

23 üinimalLhomologyLrequirementsLforLPuRLprimersZLNucleicaAcidsaResearchXL1989XLciXLhifk 20.1 155

22 sLnonYradioactiveLinLsituLhybridizationLmethodLforLtheLlocalizationLofLspecificLRNssLinLvrosophilaL
embryosLrevealsLtranslationalLcontrolLofLtheLsegmentationLgeneLhunchbackZLChromosomaXL1989XLkjXLjcYg2.8 2445

21 PosteriorLsegmentationLofLtheLvrosophilaLembryoLinLtheLabsenceLofLaLmaternalLposteriorLorganizerL
geneZLNatureXL1989XLeejXLhdkYed 50.4 165

20 zypervariabilityLofLsimpleLsequencesLasLaLgeneralLsourceLforLpolymorphicLvNsLmarkersZLNucleica
AcidsaResearchXL1989XLciXLhfheYic 20.1 1692

19 RegulationLofLtheLvrosophilaLsegmentationLgeneLhunchbackLbyLtwoLmaternalLmorphogeneticL
centresZLNatureXL1988XLeedXLdjcYf 50.4 301

18 xingerLproteinLofLnovelLstructureLencodedLbyLhunchbackXLaLsecondLmemberLofLtheLgapLclassLofL
vrosophilaLsegmentationLgenesZLNatureXL1987XLediXLejeYejk 50.4 392

17
wvolutionaryLdivergenceLofLpromotersLandLspacersLinLtheLrvNsLfamilyLofLfourLvrosophilaLspeciesZL
–mplicationsLforLmolecularLcoevolutionLinLmultigeneLfamiliesZLJournalaofaMolecularaBiologyXL1987XL
ckgXLgdgYfd

6.5 123

16 urypticLsimplicityLinLvNsLisLaLmajorLsourceLofLgeneticLvariationZLNatureXL1986XLeddXLhgdYh 50.4 558

15 urossYregulatoryLinteractionsLamongLtheLgapLgenesLofLvrosophilaZLNatureXL1986XLedfXLhhjYhib 50.4 141

14 TranscriptionLofLtheLtandemLarrayLofLribosomalLvNsLinLvrosophilaLmelanogasterLdoesLnotL
terminateLatLanyLfixedLpointZLEMBOaJournalXL1986XLgXLcdhiYcdie 13 41

13 uonservationLofLmajorLnucleaseLScYsensitiveLsitesLinLtheLnonYconservedLspacerLregionLofLribosomalL
vNsLinLvrosophilaLspeciesZLJournalaofaMolecularaBiologyXL1985XLcjeXLgckYdi 6.5 9
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12 SimpleLsequencesLareLubiquitousLrepetitiveLcomponentsLofLeukaryoticLgenomesZLNucleicaAcidsa
ResearchXL1984XLcdXLfcdiYej 20.1 1012

11 SimpleLvNsLsequencesLofLvrosophilaLvirilisLisolatedLbyLscreeningLwithLRNsZLJournalaofaMoleculara
BiologyXL1984XLcidXLddkYeg 6.5 49

10 snLoptimizedLfreezeYsqueezeLmethodLforLtheLrecoveryLofLvNsLfragmentsLfromLagaroseLgelsZL
AnalyticalaBiochemistryXL1983XLcedXLcfYk 3.1 511

9 TracingLrecentLadaptationsLinLnaturalLpopulationsLofLtheLhouseLmouseecgYeee 4

8 TheLeffectsLofLsequenceLlengthLandLcompositionLofLrandomLsequenceLpeptidesLonLtheLgrowthLofLwZL
coliLcells 1

7 wffectsLofLtheLexpressionLofLrandomLsequenceLclonesLonLgrowthLandLtranscriptomeLregulationLinL
wscherichiaLcoli 2

6 wvolutionLandLPhylogenyLofLtheLvipteralLsLüolecularLPhylogeneticLsnalysisLUsingLdjSLrvNsLSequences 10

5 ThanatotranscriptomelLgenesLactivelyLexpressedLafterLorganismalLdeath 7

4 NoLevidenceLforLphylostratigraphicLbiasLimpactingLinferencesLonLpatternsLofLgeneLemergenceLandLevolution 2

3 –ntrogressionLpatternsLbetweenLhouseLmouseLsubspeciesLandLspeciesLrevealLgenomicLwindowsLofL
frequentLexchange 3

2 NaturalLcopyLnumberLdifferencesLofLtandemlyLrepeatedLsmallLnucleolarLRNssLinLtheLPraderYWilliL
syndromeLgenomicLregionLregulateLindividualLbehavioralLresponsesLinLmammals 1

1 StudyingLtheLdawnLofLdeLnovoLgeneLemergenceLinLmiceLrevealsLfastLintegrationLofLnewLgenesLintoL
functionalLnetworks 4
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