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73 GlucoseOstarvationOinducesOaOswitchOinOtheOhistoneOacetylomeOforOactivationOofOgluconeogenicOandO
fatOmetabolismOgenesggOMolecularmCelleO2022eOrleOpifqngeo 17.6 8

72 IncreasedOglycineOcontributesOtoOsynapticOdysfunctionOandOearlyOmortalityOinONprllOseizureOmodelgO
IScienceeO2022eOloeOkinmmn 6.1

71 RegulationOofOtranslationObyOmethylationOmultiplicityOofOkrSOrRNAgOCellmReportseO2021eOmneOkirrlo 10.6 5

70 RedoxfmediatedOregulationOofOlowOcomplexityOdomainOselffassociationgOCurrentmOpinionminmGeneticsm
andmDevelopmenteO2021eOpqeOkkkfkkr 4.9 5

69 SAMOhomeostasisOisOregulatedObyO₀FIfmediatedOsplicingOofOMATlAgOELifeeO2021eOkieO 8.9 7

68 AutophagyOsustainsOglutamateOandOaspartateOsynthesisOinOSaccharomycesOcerevisiaeOduringOnitrogenO
starvationgONaturemCommunicationseO2021eOkleOoq 17.4 6

67 TMβMkliAOisOaOcoenzymeOAfbindingOmembraneOproteinOwithOstructuralOsimilaritiesOtoOβLOVLOfattyO
acidOelongasegOELifeeO2021eOkieO 8.9 6

66
RedoxfmediatedOregulationOofOanOevolutionarilyOconservedOcrossf˛†OstructureOformedObyOtheOT₁PnmO
lowOcomplexityOdomaingOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaeO2020eOkkqeOlrqlqflrqmn

11.5 14

65 MethylfMetaboliteO₁epletionOβlicitsOAdaptiveOResponsesOtoOSupportOHeterochromatinOStabilityOandO
βpigeneticOPersistencegOMolecularmCelleO2020eOqreOlkifllmger 17.6 23

64 PhylogeneticOdebuggingOofOaOcompleteOhumanObiosyntheticOpathwayOtransplantedOintoOyeastgO
NucleicmAcidsmResearcheO2020eOnreOnrpfnss 20.1 4

63 LeveragingOinsightsOintoOcancerOmetabolismfaOsymposiumOreportgOAnnalsmofmthemNewmYorkmAcademym
ofmScienceseO2020eOknpleOofkm 6.5 1

62 TheOLonOProteaseOLinksONucleotideOMetabolismOwithOProteotoxicOStressgOMolecularmCelleO2020eOqseOqorfqpqgep17.6 9

61 YeastOAtaxinflOFormsOanOIntracellularO₀ondensateORequiredOforOtheOInhibitionOofOTOR₀kOSignalingO
duringORespiratoryOGrowthgOCelleO2019eOkqqeOpsqfqkigekq 56.2 42

60 RedoxOStateO₀ontrolsOPhaseOSeparationOofOtheOYeastOAtaxinflOProteinOviaOReversibleOOxidationOofOItsO
MethioninefRichOLowf₀omplexityO₁omaingOCelleO2019eOkqqeOqkkfqlkger 56.2 60

59 ₀ycloheximideOcanOdistortOmeasurementsOofOmRNAOlevelsOandOtranslationOefficiencygONucleicmAcidsm
ResearcheO2019eOnqeOnsqnfnsro 20.1 31

58 ₁emethylationOofOtheOProteinOPhosphataseOPPlAOPromotesO₁emethylationOofOHistonesOtoOβnableO
TheirOFunctionOasOaOMethylOGroupOSinkgOMolecularmCelleO2019eOqmeOkkkofkklpgep 17.6 19

57 TissuefspecificOFAHOdeficiencyOaltersOsleepfwakeOpatternsOandOresultsOinOchronicOtyrosinemiaOinOmicegO
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaeO2019eOkkpeOllllsflllmp11.5 2
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56 βightOKineticallyOStableObutOThermodynamicallyOActivatedOMoleculesOthatOPowerO₀ellOMetabolismgO
ChemicalmReviewseO2018eOkkreOknpifknsn 68.1 89

55 SinkOintoOtheOβpigenometOHistonesOasORepositoriesOThatOInfluenceO₀ellularOMetabolismgOTrendsminm
EndocrinologymandmMetabolismeO2018eOlseOplpfpmq 8.8 46

54 AOSubsetOofOβxoribonucleasesOServeOasO₁egradativeOβnzymesOforOpGpGOinOcfdifGMPOSignalinggO
JournalmofmBacteriologyeO2018eOliieO 3.5 14

53
A₀SSlOpromotesOsystemicOfatOstorageOandOutilizationOthroughOselectiveOregulationOofOgenesO
involvedOinOlipidOmetabolismgOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaeO2018eOkkoeOβsnssfβsoip

11.5 51

52 LossOofOaONegativeORegulatorOofOmTOR₀kOInducesOAerobicOGlycolysisOandOAlteredOFiberO₀ompositionO
inOSkeletalOMusclegOCellmReportseO2018eOlmeOksiqfkskn 10.6 25

51 MetabolicOinfluencesOonORNAObiologyOandOtranslationgOCriticalmReviewsminmBiochemistrymandmMolecularm
BiologyeO2017eOoleOkqpfkrn 8.7 2

50 LowOescapefrateOgenomeOsafeguardsOwithOminimalOmolecularOperturbationOofgOProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaeO2017eOkkneOβknqifβknqs 11.5 14

49 TheOUpOsnRNAOmAOMethyltransferaseOMβTTLkpORegulatesOSAMOSynthetaseOIntronORetentiongOCelleO
2017eOkpseOrlnfrmogekn 56.2 445

48 AOMetabolicOFunctionOforOPhospholipidOandOHistoneOMethylationgOMolecularmCelleO2017eOppeOkrifksmger 17.6 106

47 GATORkOregulatesOnitrogenicOcatapleroticOreactionsOofOtheOmitochondrialOT₀AOcyclegONaturem
ChemicalmBiologyeO2017eOkmeOkkqsfkkrp 11.7 13

46 MetaboliteORegulationOofONuclearOLocalizationOofO₀arbohydratefresponseOβlementfbindingOProteinO
a₀hRβBPbtOROLβOOFOAMPOASOANOALLOSTβRI₀OINHIBITORgOJournalmofmBiologicalmChemistryeO2016eOlskeOkiokoflq5.4 43

45 Acetylf₀oAOandOtheOregulationOofOmetabolismtOmechanismsOandOconsequencesgOCurrentmOpinionminm
CellmBiologyeO2015eOmmeOklofmk 9 309

44 RegulationOofOHematopoiesisOandOMethionineOHomeostasisObyOmTOR₀kOInhibitorONPRLlgOCellm
ReportseO2015eOkleOmqkfs 10.6 31

43 ₁ietaryOcontrolOofOchromatingOCurrentmOpinionminmCellmBiologyeO2015eOmneOpsfqn 9 12

42 GMPOsynthaseOisOessentialOforOviabilityOandOinfectivityOofOTrypanosomaObruceiOdespiteOaOredundantO
purineOsalvageOpathwaygOMolecularmMicrobiologyeO2015eOsqeOkiipfli 4.1 21

41 ₀ompetitiveOinhibitionOcanOlinearizeOdosefresponseOandOgenerateOaOlinearOrectifiergOCellmSystemseO
2015eOkeOlmrflno 10.6 5

40 ₀yclingOTranscriptionalONetworksOOptimizeOβnergyOUtilizationOonOaOGenomeOScalegOCellmReportseO2015
eOkmeOkrprfri 10.6 36

39 GlucosefRegulatedOPhosphorylationOofOtheOPUFOProteinOPufmORegulatesOtheOTranslationalOFateOofOItsO
BoundOmRNAsOandOAssociationOwithORNAOGranulesgOCellmReportseO2015eOkkeOkpmrfoi 10.6 54
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38 HighftemporalfresolutionOviewOofOtranscriptionOandOchromatinOstatesOacrossOdistinctOmetabolicO
statesOinObuddingOyeastgONaturemStructuralmandmMolecularmBiologyeO2014eOlkeOronfpm 17.6 55

37 ₀oncertedOefforttOoscillationsOinOglobalOgeneOexpressionOduringOnematodeOdevelopmentgOMolecularm
CelleO2014eOomeOmpmfn 17.6 2

36 AcetateOisOaObioenergeticOsubstrateOforOhumanOglioblastomaOandObrainOmetastasesgOCelleO2014eOkoseOkpimfkn56.2 457

35 AcetateOdependenceOofOtumorsgOCelleO2014eOkoseOkoskfpil 56.2 383

34 AutophagyOisOrequiredOforOGâ��hGâ��OquiescenceOinOresponseOtoOnitrogenOstarvationOinOSaccharomycesO
cerevisiaegOAutophagyeO2014eOkieOkqilfkk 10.2 46

33 MethionineOisOaOsignalOofOaminoOacidOsufficiencyOthatOinhibitsOautophagyOthroughOtheOmethylationOofO
PPlAgOAutophagyeO2014eOkieOmrpfq 10.2 37

32 ProteinOacetylationOasOaOmeansOtoOregulateOproteinOfunctionOinOtuneOwithOmetabolicOstategO
BiochemicalmSocietymTransactionseO2014eOnleOkimqfnl 5.1 29

31 NprlOinhibitsOTOR₀kOtoOpreventOinappropriateOutilizationOofOglutamineOforObiosynthesisOofO
nitrogenfcontainingOmetabolitesgOSciencemSignalingeO2014eOqeOrakli 8.8 31

30 SulfurOaminoOacidsOregulateOtranslationalOcapacityOandOmetabolicOhomeostasisOthroughOmodulationO
ofOtRNAOthiolationgOCelleO2013eOkoneOnkpfls 56.2 146

29 MethionineOinhibitsOautophagyOandOpromotesOgrowthObyOinducingOtheOSAMfresponsiveOmethylationO
ofOPPlAgOCelleO2013eOkoneOnimfko 56.2 152

28 IntegrationOofOmultipleOnutrientOcuesOandOregulationOofOlifespanObyOribosomalOtranscriptionOfactorO
IfhkgOCellmReportseO2013eOneOkipmfqk 10.6 25

27
ProductOfeedbackOregulationOimplicatedOinOtranslationalOcontrolOofOtheOTrypanosomaObruceiO
SfadenosylmethionineOdecarboxylaseOregulatoryOsubunitOprozymegOMolecularmMicrobiologyeO2013eO
rreOrnpfpk

4.1 14

26
Acetylf₀oAOinducesOtranscriptionOofOtheOkeyOGkOcyclinO₀LNmOtoOpromoteOentryOintoOtheOcellOdivisionO
cycleOinOSaccharomycesOcerevisiaegOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaeO2013eOkkieOqmkrflm

11.5 98

25 ₁rivingOtheOcellOcycleOthroughOmetabolismgOAnnualmReviewmofmCellmandmDevelopmentalmBiologyeO2012eO
lreOosfrq 12.6 94

24 MitochondrialOlocalizationOofOtelomericOproteinOTINlOlinksOtelomereOregulationOtoOmetabolicOcontrolgO
MolecularmCelleO2012eOnqeOrmsfoi 17.6 70

23 AnalysisOofOtumorOmetabolismOrevealsOmitochondrialOglucoseOoxidationOinOgeneticallyOdiverseOhumanO
glioblastomasOinOtheOmouseObrainOinOvivogOCellmMetabolismeO2012eOkoeOrlqfmq 24.6 389

22 GatekeepersOofOchromatintOSmallOmetabolitesOelicitObigOchangesOinOgeneOexpressiongOTrendsminm
BiochemicalmScienceseO2012eOmqeOnqqfrm 10.3 33

21 ₁irectOregulationOofOGTPOhomeostasisObyOapbppGpptOaOcriticalOcomponentOofOviabilityOandOstressO
resistancegOMolecularmCelleO2012eOnreOlmkfnk 17.6 202
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20 MetabolicOsignalsOthatOdriveOcellOgrowthOandOproliferationgOFASEBmJournaleO2012eOlpeOslgm 0.9

19 tRNAOwobblefuridineOmodificationOpathwaysOplayOcriticalOrolesOinOmaintainingOgrowthOunderOnutrientO
limitationObyOalteringOtheOtranslationalOcapacityOofOtheOcellgOFASEBmJournaleO2012eOlpeOsnngl 0.9

18 Acetylf₀oAOinducesOcellOgrowthOandOproliferationObyOpromotingOtheOacetylationOofOhistonesOatO
growthOgenesgOMolecularmCelleO2011eOnleOnlpfmq 17.6 467

17 TowardOaOglobalOanalysisOofOmetabolitesOinOregulatoryOmutantsOofOyeastgOAnalyticalmandmBioanalyticalm
ChemistryeO2011eOnikeOlmrqfnil 4.4 27

16 SelectiveOregulationOofOautophagyObyOtheOImlkfNprlfNprmOcomplexOinOtheOabsenceOofOnitrogenO
starvationgOMolecularmBiologymofmthemCelleO2011eOlleOnklnfmm 3.5 64

15 BehaviorOofOaOmetabolicOcyclingOpopulationOatOtheOsingleOcellOlevelOasOvisualizedObyOfluorescentOgeneO
expressionOreportersgOPLoSmONEeO2010eOoeOekloso 3.7 19

14 TrehaloseOisOaOkeyOdeterminantOofOtheOquiescentOmetabolicOstateOthatOfuelsOcellOcycleOprogressionO
uponOreturnOtoOgrowthgOMolecularmBiologymofmthemCelleO2010eOlkeOksrlfsi 3.5 91

13 UltradianOmetabolicOcyclesOinOyeastgOMethodsminmEnzymologyeO2010eOnqieOroqfpp 1.7 8

12 SystemsOapproachesOforOtheOstudyOofOmetabolicOcyclesOinOyeastgOCurrentmOpinionminmGeneticsmandm
DevelopmenteO2010eOlieOossfpin 4.9 12

11 βvidenceOofOcarbonOmonoxidefmediatedOphaseOadvancementOofOtheOyeastOmetabolicOcyclegO
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaeO2009eOkipeOknlsmfp 11.5 17

10 IdentificationOandOevaluationOofOcyclingOyeastOmetabolitesOinOtwofdimensionalOcomprehensiveOgasO
chromatographyftimefoffflightfmassOspectrometryOdatagOJournalmofmChromatographymAeO2008eOkkrpeOnikfkk4.5 59

9 HighfresolutionOtimingOofOcellOcyclefregulatedOgeneOexpressiongOProceedingsmofmthemNationalmAcademym
ofmSciencesmofmthemUnitedmStatesmofmAmericaeO2007eOkineOkprslfq 11.5 64

8 ₀yclicOchangesOinOmetabolicOstateOduringOtheOlifeOofOaOyeastOcellgOProceedingsmofmthemNationalmAcademym
ofmSciencesmofmthemUnitedmStatesmofmAmericaeO2007eOkineOkprrpfsk 11.5 193

7 RestrictionOofO₁NAOreplicationOtoOtheOreductiveOphaseOofOtheOmetabolicOcycleOprotectsOgenomeO
integritygOScienceeO2007eOmkpeOkskpfs 33.3 177

6 LetOtheOdataOspeakgONaturemReviewsmMolecularmCellmBiologyeO2006eOqeOkfl 48.7 3

5 MetabolicOcyclesOasOanOunderlyingObasisOofObiologicalOoscillationsgONaturemReviewsmMolecularmCellm
BiologyeO2006eOqeOpspfqik 48.7 167

4 LogicOofOtheOyeastOmetabolicOcycletOtemporalOcompartmentalizationOofOcellularOprocessesgOScienceeO
2005eOmkieOkkolfr 33.3 668

3 OxidativeOproteinOfoldingOinOeukaryotestOmechanismsOandOconsequencesgOJournalmofmCellmBiologyeO
2004eOkpneOmnkfp 7.3 810
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2 TheOFA₁fOandOOalbfdependentOreactionOcycleOofOβrokfmediatedOoxidativeOproteinOfoldingOinOtheO
endoplasmicOreticulumgOMolecularmCelleO2002eOkieOsrmfsn 17.6 344

1 HumanOtoOyeastOpathwayOtransplantationtOcrossfspeciesOdissectionOofOtheOadenineOdeOnovoOpathwayO
regulatoryOnode 3
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