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ARTICLE IF CITATIONS

Potent SARS-CoV-2 neutralizing antibodies directed against spike N-terminal domain target a single
supersite. Cell Host and Microbe, 2021, 29, 819-833.e7.

Epitope-based vaccine design yields fusion peptide-directed antibodies that neutralize diverse strains 15.9 256
of HIV-1. Nature Medicine, 2018, 24, 857-867. :

Quantification of the Impact of the HIV-1-Clycan Shield on Antibody Elicitation. Cell Reports, 2017, 19,
719-732.

Antibody Lineages with Vaccine-Induced Antigen-Binding Hotspots Develop Broad HIV Neutralization. 135 106
Cell, 2019, 178, 567-584.e19. :

Completeness of HIV-1 Envelope Glycan Shield at Transmission Determines Neutralization Breadth. Cell
Reports, 2018, 25, 893-908.e7.

Soluble Prefusion Closed DS-SOSIP.664-Env Trimers of Diverse HIV-1 Strains. Cell Reports, 2017, 21,
2992-3002. 2.9 69

Structural Survey of Broadly Neutralizing Antibodies Targeting the HIV-1 Env Trimer Delineates
Epitope Categories and Characteristics of Recognition. Structure, 2019, 27, 196-206.e6.

Structure of Super-Potent Antibody CAP256-VRC26.25 in Complex with HIV-1 Envelope Reveals a 2.9 53
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Surface-Matrix Screening Identifies Semi-specific Interactions that Improve Potency of a Near
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Highly protective antimalarial antibodies via precision library generation and yeast display screening.
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Coevolution Analysis of HIV-1 Envelope Glycoprotein Complex. PLoS ONE, 2015, 10, e0143245.

Structural basis for llama nanobody recognition and neutralization of HIV-1 at the CD4-binding site. 16 4
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