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i Paper IF Citations

185 SpatialHproteogenomicsHrevealsHdistinctHandHevolutionarilyHconservedHhepaticHmacrophageHnichesVVH
CellTH2022THYfcTHaegUagdVeaf 56.2 20

184 Tw aSHTRpVYYUZHTHcellsHandHwtα˛‡HsignatureHinHpatrollingHmonocytesHandHqrYdSHαyHcellsHdelineateH
 wSUqVVHJournalgofgExperimentalgMedicineTH2022THZYgTH 16.6 9

183 qomparativeHanalysisHofHantibodyU´ andHlipidUbasedHmultiplexingHmethodsHforHsingleUcellHRαoUseqVVH
GenomegBiologyTH2022THZaTHcc 18.3 0

182 βperationalHtoleranceHafterHhematopoieticHstemHcellHtransplantationHisHcharacterizedHbyHdistinctH
transcriptionalTHphenotypicTHandHmetabolicHsignaturesVVHSciencegTranslationalgMedicineTH2022THYbTHeabgaXfa17.5 1

181 TargetingHferroptosisHprotectsHagainstHexperimentalHPmultiQorganHdysfunctionHandHdeathVVHNatureg
CommunicationsTH2022THYaTHYXbd 17.4 6

180 qhallengesHinHtranslationalHmachineHlearningVVHHumangGeneticsTH2022THY 6.3 0

179
Sq tTShHScalableHandHristributedHqomplexityH easuresHandHteaturesHforHUnivariateHandH
 ultivariateHTimeHSeriesHinHpigHrataHsnvironmentsVHInternationalgJournalgofgComputationalg
IntelligencegSystemsTH2021THYbTHY

3.4 1

178 qellUbyUcellHdissectionHofHphloemHdevelopmentHlinksHaHmaturationHgradientHtoHcellHspecializationVVH
ScienceTH2021THaebTHeabaccaY 33.3 4

177 αonUcellHautonomousHandHspatiotemporalHsignallingHfromHaHtissueHorganizerHorchestratesHrootH
vascularHdevelopmentVHNaturegPlantsTH2021THeTHYbfcUYbgb 11.5 3

176 SingleUqellHTranscriptomicsHShedsHzightHonHtheHwdentityHandH etabolismHofHrevelopingHzeafHqellsVH
PlantgPhysiologyTH2021TH 6.6 4

175 βTUzwαHmaintainsHskinHhomeostasisHbyHcontrollingHkeratinocyteHdeathHandHstemHcellHidentityVHNatureg
CommunicationsTH2021THYZTHcgYa 17.4 6

174 vighHdimensionalHprofilingHidentifiesHspecificHimmuneHtypesHalongHtheHrecoveryHtrajectoriesHofH
criticallyHillHqβVwrYgHpatientsVHCellulargandgMoleculargLifegSciencesTH2021THefTHagfeUbXXZ 10.3 3

173 wzqasHcontrolHsplenicHcrqHhomeostasisHviaHlymphotoxinHsignalingVHJournalgofgExperimentalgMedicineTH
2021THZYfTH 16.6 2

172 SingleUcellHprofilingHofHmyeloidHcellsHinHglioblastomaHacrossHspeciesHandHdiseaseHstageHrevealsH
macrophageHcompetitionHandHspecializationVHNaturegNeuroscienceTH2021THZbTHcgcUdYX 25.5 59

171 tibroticHenzymesHmodulateHwoundUinducedHskinHtumorigenesisVHEMBOgReportsTH2021THZZTHecYcea 6.5 2

170 qomputationalHflowHcytometryHasHaHdiagnosticHtoolHinHsuspectedUmyelodysplasticHsyndromesVH
CytometrygPartgA:gthegJournalgofgthegInternationalgSocietygforgAnalyticalgCytologyTH2021THggTHfYbUfZb 4.6 6

169 wmmuneH onitoringHinH elanomaHandHUrothelialHqancerHγatientsHTreatedHwithHontiUγrUYH
wmmunotherapyHandHSpRTHrisclosesHTumorHSpecificHwmmuneHSignaturesVHCancersTH2021THYaTH 6.6 1
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168 SpearheadingHfutureHomicsHanalysesHusingHdyngenTHaHmultiUmodalHsimulatorHofHsingleHcellsVHNatureg
CommunicationsTH2021THYZTHagbZ 17.4 10

167 odvancesHandHβpportunitiesHinHSingleUqellHTranscriptomicsHforHγlantHResearchVHAnnualgReviewgofg
PlantgBiologyTH2021THeZTHfbeUfdd 30.7 25

166 onalyzingHhighUdimensionalHcytometryHdataHusingHtlowSβ VHNaturegProtocolsTH2021THYdTHaeecUafXY 18.8 8

165 TheHRαoHotlasHexpandsHtheHcatalogHofHhumanHnonUcodingHRαosVHNaturegBiotechnologyTH2021THagTHYbcaUYbdc44.5 15

164  onocyteUdrivenHatypicalHcytokineHstormHandHaberrantHneutrophilHactivationHasHkeyHmediatorsHofH
qβVwrUYgHdiseaseHseverityVHNaturegCommunicationsTH2021THYZTHbYYe 17.4 53

163 StableHtopologicalHsignaturesHforHmetricHtreesHthroughHgraphHapproximationsVHPatterngRecognitiong
LettersTH2021THYbeTHfcUgZ 4.7 1

162
StabilizationHofHvumanHWholeHploodHSamplesHforH ulticenterHandHRetrospectiveH
wmmunophenotypingHStudiesVHCytometrygPartgA:gthegJournalgofgthegInternationalgSocietygforg
AnalyticalgCytologyTH2021THggTHcZbUcae

4.6 1

161  aizeHspecializedHmetabolomeHnetworksHrevealHorganUpreferentialHmixedHglycosidesVH
ComputationalgandgStructuralgBiotechnologygJournalTH2021THYgTHYYZeUYYbb 6.8 6

160 rataHprocessingHworkflowHforHlargeUscaleHimmuneHmonitoringHstudiesHbyHmassHcytometryVH
ComputationalgandgStructuralgBiotechnologygJournalTH2021THYgTHaYdXUaYec 6.8 1

159 γeacoδqhHγeakUbasedHselectionHofHhighHqualityHcytometryHdataVHCytometrygPartgA:gthegJournalgofgtheg
InternationalgSocietygforgAnalyticalgCytologyTH2021TH 4.6 5

158 oZXHdeficiencyHinHmyeloidHcellsHprotectsHmiceHfromHdietUinducedHobesityHandHinsulinHresistanceHdueH
toHincreasedHfattyHacidHmetabolismVHCellgReportsTH2021THadTHYXgebf 10.6 1

157 RecentHadvancesHinHtrajectoryHinferenceHfromHsingleUcellHomicsHdataVHCurrentgOpiniongingSystemsg
BiologyTH2021THZeTHYXXabb 3.2 0

156  acrophagesHareHmetabolicallyHheterogeneousHwithinHtheHtumorHmicroenvironmentVVHCellgReportsTH
2021THaeTHYYXYeY 10.6 4

155 wnflammatoryHTypeHZHcrqsHocquireHteaturesHofHcrqYsHandH acrophagesHtoHβrchestrateHwmmunityHtoH
RespiratoryHVirusHwnfectionVHImmunityTH2020THcZTHYXagUYXcdVeg 32.3 120

154 RobustHunsupervisedHdimensionalityHreductionHbasedHonHfeatureHclusteringHforHsingleUcellHimagingH
dataVHAppliedgSoftgComputinggJournalTH2020THgaTHYXdbZY 7.5 8

153 oHscalableHSqsαwqHworkflowHforHsingleUcellHgeneHregulatoryHnetworkHanalysisVHNaturegProtocolsTH
2020THYcTHZZbeUZZed 18.8 96

152 TrajectoryUbasedHdifferentialHexpressionHanalysisHforHsingleUcellHsequencingHdataVHNatureg
CommunicationsTH2020THYYTHYZXY 17.4 86

151 retectingHadversarialHmanipulationHusingHinductiveHVennUopsRSHpredictorsVHNeurocomputingTH2020TH
bYdTHZXZUZYe 5.4 0

(2020-2021)
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150 βTUzwαHγreventsHziverHwnflammationHandHvepatocellularHqarcinomaHbyHwnhibitingHtorrUHandHRwγyYH
yinaseU ediatedHvepatocyteHopoptosisVHCellgReportsTH2020THaXTHZZaeUZZbeVed 10.6 17

149 oHcellHatlasHofHhumanHthymicHdevelopmentHdefinesHTHcellHrepertoireHformationVHScienceTH2020THadeTH 33.3 171

148 γrofilingHperipheralHnerveHmacrophagesHrevealsHtwoHmacrophageHsubsetsHwithHdistinctHlocalizationTH
transcriptomeHandHresponseHtoHinjuryVHNaturegNeuroscienceTH2020THZaTHdedUdfg 25.5 66

147 onHinteractiveHwmagexHpluginHforHsemiUautomatedHimageHdenoisingHinHelectronHmicroscopyVHNatureg
CommunicationsTH2020THYYTHeeY 17.4 19

146
qlassificationHofHvumanHWhiteHploodHqellsHUsingH achineHzearningHforHStainUtreeHwmagingHtlowH
qytometryVHCytometrygPartgA:gthegJournalgofgthegInternationalgSocietygforgAnalyticalgCytologyTH2020TH
geTHaXfUaYg

4.6 29

145 αicheαethHmodelingHintercellularHcommunicationHbyHlinkingHligandsHtoHtargetHgenesVHNaturegMethods
TH2020THYeTHYcgUYdZ 21.6 245

144 βsteopontinHsxpressionHwdentifiesHaHSubsetHofHRecruitedH acrophagesHristinctHfromHyupfferHqellsH
inHtheHtattyHziverVHImmunityTH2020THcaTHdbYUdceVeYb 32.3 79

143 TinuahHfastHandHflexibleHtrajectoryHinferenceHwithHurowingHαeuralHuasVHBioinformaticsTH2020THadTHiddUieb 7.2 7

142 osynchronousHγrocessingHforHzatentHtingerprintHwdentificationHonHveterogeneousHqγUUuγUH
SystemsVHIEEEgAccessTH2020THfTHYZbZadUYZbZca 3.5 6

141 VascularHtranscriptionHfactorsHguideHplantHepidermalHresponsesHtoHlimitingHphosphateHconditionsVH
ScienceTH2020THaeXTH 33.3 56

140 qytoαormhHoHαormalizationHolgorithmHforHqytometryHrataVHCytometrygPartgA:gthegJournalgofgtheg
InternationalgSocietygforgAnalyticalgCytologyTH2020THgeTHZdfUZef 4.6 44

139 wntegratedHscRαoUSeqHwdentifiesHvumanHγostnatalHThymusHSeedingHγrogenitorsHandHRegulatoryH
rynamicsHofHrifferentiatingHwmmatureHThymocytesVHImmunityTH2020THcZTHYXffUYYXbVed 32.3 31

138 uuidelinesHforHtheHuseHofHflowHcytometryHandHcellHsortingHinHimmunologicalHstudiesHPsecondHeditionQVH
EuropeangJournalgofgImmunologyTH2019THbgTHYbceUYgea 6.1 485

137 oHhumanHimmuneHdysregulationHsyndromeHcharacterizedHbyHsevereHhyperinflammationHwithHaH
homozygousHnonsenseHRoquinUYHmutationVHNaturegCommunicationsTH2019THYXTHbeeg 17.4 18

136 romainHodaptiveHSegmentationHwnHVolumeHslectronH icroscopyHwmagingH2019TH 9

135 StellateHqellsTHvepatocytesTHandHsndothelialHqellsHwmprintHtheHyupfferHqellHwdentityHonH onocytesH
qolonizingHtheHziverH acrophageHαicheVHImmunityTH2019THcYTHdafUdcbVeg 32.3 184

134 oHqomputationalHγipelineHforHtheHriagnosisHofHqVwrHγatientsVHFrontiersgingImmunologyTH2019THYXTHZXXg 8.4 8

133 sssentialHguidelinesHforHcomputationalHmethodHbenchmarkingVHGenomegBiologyTH2019THZXTHYZc 18.3 54
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132 WeightHselectionHstrategiesHforHorderedHweightedHaverageHbasedHfuzzyHroughHsetsVHInformationg
SciencesTH2019THcXYTHYccUYeY 7.7 15

131 αlrpaHinflammasomeHactivationHandHuasderminHrUdrivenHpyroptosisHareHimmunopathogenicHuponH
gastrointestinalHnorovirusHinfectionVHPLoSgPathogensTH2019THYcTHeYXXeeXg 7.6 46

130 oHsingleUcellHatlasHofHmouseHbrainHmacrophagesHrevealsHuniqueHtranscriptionalHidentitiesHshapedHbyH
ontogenyHandHtissueHenvironmentVHNaturegNeuroscienceTH2019THZZTHYXZYUYXac 25.5 285

129 zocalHTopologicalHrataHonalysisHtoHUncoverHtheHulobalHStructureHofHrataHopproachingH
uraphUStructuredHTopologiesVHLecturegNotesgingComputergScienceTH2019THYgUad 0.9 0

128 oHcomparisonHofHsingleUcellHtrajectoryHinferenceHmethodsVHNaturegBiotechnologyTH2019THaeTHcbeUccb 44.5 484

127 qomputationalHapproachesHforHhighUthroughputHsingleUcellHdataHanalysisVHFEBSgJournalTH2019THZfdTHYbcYUYbde5.7 14

126 SingleUqellHRαoHSequencingHofHtheHTHvelperHqellHResponseHtoHvouseHrustH itesHrefinesHaHristinctH
ueneHsxpressionHSignatureHinHoirwayHThZHqellsVHImmunityTH2019THcYTHYdgUYfbVec 32.3 79

125 ristributedTHαumericallyHStableHristanceHandHqovarianceHqomputationHwithH γwHforHsxtremelyH
zargeHratasetsH2019TH 3

124 spithelialHv upYHrelaysHSkinHWoundHvealingHandHrrivesHTumorHwnitiationHbyHγrimingHαeutrophilsH
forHαsTHtormationVHCellgReportsTH2019THZgTHZdfgUZeXYVeb 10.6 16

123 RβR˛‡tHinhibitionHselectivelyHtargetsHwzUYeHproducingHiαyTHandH˛‡˛·UTHcellsHenrichedHinH
SpondyloarthritisHpatientsVHNaturegCommunicationsTH2019THYXTHg 17.4 146

122 αetworkHwnferenceHfromHSingleUqellHTranscriptomicHrataVHMethodsgingMoleculargBiologyTH2019THYffaTHZacUZbg1.4 16

121  iningHtheHsnrichedHSubgraphsHforHSpecificHVerticesHinHaHpiologicalHuraphVHIEEEyACMgTransactionsgong
ComputationalgBiologygandgBioinformaticsTH2019THYdTHYbgdUYcXe 3 1

120 uqHqontentHofHsarlyH etazoanHuenesHandHwtsHwmpactHonHueneHsxpressionHzevelsHinH ammalianHqellH
zinesVHGenomegBiologygandgEvolutionTH2018THYXTHgXgUgYe 3.9 7

119 αanosHgenesHandHtheirHroleHinHdevelopmentHandHbeyondVHCellulargandgMoleculargLifegSciencesTH2018TH
ecTHYgZgUYgbd 10.3 28

118  yeloidHcellHheterogeneityHinHcancerhHnotHaHsingleHcellHalikeVHCellulargImmunologyTH2018THaaXTHYffUZXY 4.4 89

117  ultiUlabelHclassificationHusingHaHfuzzyHroughHneighborhoodHconsensusVHInformationgSciencesTH2018TH
baaUbabTHgdUYYb 7.7 28

116 oHcomprehensiveHevaluationHofHmoduleHdetectionHmethodsHforHgeneHexpressionHdataVHNatureg
CommunicationsTH2018THgTHYXgX 17.4 109

115 TheHTranscriptionHtactorHZspZHwsHRequiredHtoH aintainHtheHTissueUSpecificHwdentitiesHofH
 acrophagesVHImmunityTH2018THbgTHaYZUaZcVec 32.3 110

(2018-2019)
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114 oncientHβriginHofHtheHqoRrUqoiledHqoilWpclYXW ozTYUzikeHγaracaspaseHSignalingHqomplexHwndicatesH
UnknownHqriticalHtunctionsVHFrontiersgingImmunologyTH2018THgTHYYad 8.4 20

113 onHoverviewHofHstateUofUtheUartHimageHrestorationHinHelectronHmicroscopyVHJournalgofgMicroscopyTH
2018THZeYTHZagUZcb 1.9 11

112 SpliceRoverhHinterpretableHconvolutionalHneuralHnetworksHforHimprovedHspliceHsiteHpredictionVH
BioinformaticsTH2018THabTHbYfXUbYff 7.2 43

111 βnHtheHuseHofHconvolutionalHneuralHnetworksHforHrobustHclassificationHofHmultipleHfingerprintH
capturesVHInternationalgJournalgofgIntelligentgSystemsTH2018THaaTHZYaUZaX 8.4 44

110 rynamicHaffinityUbasedHclassificationHofHmultiUclassHimbalancedHdataHwithHoneUversusUoneH
decompositionhHaHfuzzyHroughHsetHapproachVHKnowledgegandgInformationgSystemsTH2018THcdTHccUfb 2.4 22

109 TwSRoverhHqonvαetsHlearnHbiologicallyHrelevantHfeaturesHforHeffectiveHtranslationHinitiationHsiteH
predictionVHInternationalgJournalgofgDatagMininggandgBioinformaticsTH2018THZXTHZde 0.5 7

108  echanicalHstrainHdeterminesHtheHsiteUspecificHlocalizationHofHinflammationHandHtissueHdamageHinH
arthritisVHNaturegCommunicationsTH2018THgTHbdYa 17.4 83

107 StabilizationHofHcytokineHmRαosHinHiαyTHcellsHrequiresHtheHserineUthreonine´ kinaseHwRsYalphaVH
NaturegCommunicationsTH2018THgTHcabX 17.4 8

106  yocarditisHslicitsHrendriticHqellHandH onocyteHwnfiltrationHinHtheHveartHandHSelfUontigenH
γresentationHbyHqonventionalHTypeHZHrendriticHqellsVHFrontiersgingImmunologyTH2018THgTHZeYb 8.4 15

105 wncuraphhHwncrementalHgraphletHcountingHforHtopologyHoptimisationVHPLoSgONETH2018THYaTHeXYgcgge 3.7 2

104 svolutionHandHdiversityHofHcadherinsHandHcateninsVHExperimentalgCellgResearchTH2017THacfTHaUg 4.2 77

103  echanismsHofHtheHrevelopmentHofHollergyHP erozzQhHwntroducingHnovelHconceptsHinHallergyH
phenotypesVHJournalgofgAllergygandgClinicalgImmunologyTH2017THYagTHaffUagg 11.5 103

102 oH urineHwntestinalHwntraepithelialHαypbdUαegativeHwnnateHzymphoidHqellHγopulationHqharacterizedH
byHuroupHYHγropertiesVHCellgReportsTH2017THYgTHYbaYUYbba 10.6 10

101 TheHcheckpointHforHagonistHselectionHprecedesHconventionalHselectionHinHhumanHthymusVHScienceg
ImmunologyTH2017THZTH 28 22

100
ristributedHincrementalHfingerprintHidentificationHwithHreducedHdatabaseHpenetrationHrateHusingHaH
hierarchicalHclassificationHbasedHonHfeatureHfusionHandHselectionVHKnowledgewBasedgSystemsTH2017TH
YZdTHgYUYXa

7.3 24

99  yocardialHwnfarctionHγrimesHoutoreactiveHTHqellsHthroughHoctivationHofHrendriticHqellsVHCellgReports
TH2017THYfTHaXXcUaXYe 10.6 64

98 qoordinatedHtunctionalHrivergenceHofHuenesHafterHuenomeHruplicationHinVHPlantgCellTH2017THZgTHZefdUZfXX11.6 25

97 qomputationalHanalysisHofHmultimorbidityHbetweenHasthmaTHeczemaHandHrhinitisVHPLoSgONETH2017TH
YZTHeXYegYZc 3.7 26
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96 wnterpretableHconvolutionalHneuralHnetworksHforHeffectiveHtranslationHinitiationHsiteHpredictionH2017TH 1

95 ResponseHtoHβrlovaHetHalVHJScienceHnotHarthHstatisticallyHsoundHmethodsHforHidentifyingHsubsetsHinH
multiUdimensionalHflowHandHmassHcytometryHdataHsetsJVHNaturegReviewsgImmunologyTH2017THYfTHef 36.5 5

94 Tut˛†RHsignallingHcontrolsHqrYXaqrYYbHdendriticHcellHdevelopmentHinHtheHintestineVHNatureg
CommunicationsTH2017THfTHdZX 17.4 47

93 αlrpdUHandHoSqUrependentHwnflammasomesHroHαotHShapeHtheHqommensalHuutH icrobiotaH
qompositionVHImmunityTH2017THbeTHaagUabfVeb 32.3 108

92 qonvolutionalHneuralHnetworkHpruningHtoHaccelerateHmembraneHsegmentationHinHelectronH
microscopyH2017TH 5

91 qonTraHvahHaHtoolHtoHidentifyHtranscriptionHfactorHbindingHsitesHacrossHspeciesTHupdateHZXYeVHNucleicg
AcidsgResearchTH2017THbcTHWbgXUWbgb 20.1 63

90  etazoanHevolutionHofHtheHarmadilloHrepeatHsuperfamilyVHCellulargandgMoleculargLifegSciencesTH2017TH
ebTHcZcUcbY 10.3 25

89 sγRsααwrhHonHevolutionaryHprototypeHreductionHbasedHensembleHforHnearestHneighborH
classificationHofHimbalancedHdataVHNeurocomputingTH2016THZYdTHcgdUdYX 5.4 14

88 wRtfHTranscriptionHtactorHqontrolsHSurvivalHandHtunctionHofHTerminallyHrifferentiatedHqonventionalH
andHγlasmacytoidHrendriticHqellsTHRespectivelyVHImmunityTH2016THbcTHdZdUdbX 32.3 157

87 UnsupervisedHvighUrimensionalHonalysisHolignsHrendriticHqellsHacrossHTissuesHandHSpeciesVHImmunity
TH2016THbcTHddgUdfb 32.3 474

86 uoToYUreficientHrendriticHqellsHrisplayHwmpairedHqqzZYUrependentH igrationHtowardHzymphH
αodesHrueHtoHReducedHzevelsHofHγolysialicHocidVHJournalgofgImmunologyTH2016THYgeTHbaYZUbaZb 5.3 7

85 rifferentialHexpressionHofHlncRαosHduringHtheHvwVHreplicationHcyclehHanHunderestimatedHlayerHinHtheH
vwVUhostHinterplayVHScientificgReportsTH2016THdTHadYYY 4.9 20

84
payesianHdeconvolutionHofHscanningHelectronHmicroscopyHimagesHusingHpointUspreadHfunctionH
estimationHandHnonUlocalHregularizationVHAnnualgInternationalgConferencegofgthegIEEEgEngineeringging
MedicinegandgBiologygSocietygIEEEgEngineeringgingMedicinegandgBiologygSocietygAnnualgInternationalg
ConferenceTH2016THZXYdTHbbaUbbe

0.9 6

83 qomputationalHflowHcytometryhHhelpingHtoHmakeHsenseHofHhighUdimensionalHimmunologyHdataVH
NaturegReviewsgImmunologyTH2016THYdTHbbgUdZ 36.5 278

82 αetterhHreUrankingHgeneHnetworkHinferenceHpredictionsHusingHstructuralHnetworkHpropertiesVHBMCg
BioinformaticsTH2016THYeTHed 3.6 7

81 revelopmentHandHValidationHofHaHSmallHSingleUdomainHontibodyHThatHsffectivelyHwnhibitsH atrixH
 etalloproteinaseHfVHMoleculargTherapyTH2016THZbTHfgXUgXZ 11.7 16

80 tuzzyH ultiUwnstanceHqlassifiersVHIEEEgTransactionsgongFuzzygSystemsTH2016THZbTHYagcUYbXg 8.3 11

79 YolkHSacH acrophagesTHtetalHziverTHandHodultH onocytesHqanHqolonizeHanHsmptyHαicheHandHrevelopH
intoHtunctionalHTissueUResidentH acrophagesVHImmunityTH2016THbbTHeccUdf 32.3 334

(2016-2017)
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78 poneHmarrowUderivedHmonocytesHgiveHriseHtoHselfUrenewingHandHfullyHdifferentiatedHyupfferHcellsVH
NaturegCommunicationsTH2016THeTHYXaZY 17.4 404

77 tuzzyHroughHclassifiersHforHclassHimbalancedHmultiUinstanceHdataVHPatterngRecognitionTH2016THcaTHadUbc 7.7 43

76  achineHzearningHqhallengesHforHSingleHqellHrataVHLecturegNotesgingComputergScienceTH2016THZecUZeg 0.9

75 recreasingHTimeHqonsumptionHofH icroscopyHwmageHSegmentationHThroughHγarallelHγrocessingHonH
theHuγUVHLecturegNotesgingComputergScienceTH2016THYbeUYcg 0.9 2

74 TheHqheckpointHforHogonistHSelectionHγrecedesHqonventionalHSelectionHinHvumanHThymusVHBloodTH
2016THYZfTHfdXUfdX 2.2

73 onHevolutionaryHperspectiveHonHtheHnecroptoticHpathwayVHTrendsgingCellgBiologyTH2016THZdTHeZYUeaZ 18.3 86

72 RadiationUinducedHalternativeHtranscriptionHandHsplicingHeventsHandHtheirHapplicabilityHtoHpracticalH
biodosimetryVHScientificgReportsTH2016THdTHYgZcY 4.9 38

71 SuperpixelHδualityHinH icroscopyHwmageshHTheHwmpactHofHαoiseHNHrenoisingVHIFMBEgProceedingsTH
2016THZcfUZda 0.2 1

70 TheHtranscriptionHfactorHZebZHregulatesHdevelopmentHofHconventionalHandHplasmacytoidHrqsHbyH
repressingHwdZVHJournalgofgExperimentalgMedicineTH2016THZYaTHfgeUgYY 16.6 84

69 wmprovingHnearestHneighborHclassificationHusingHsnsemblesHofHsvolutionaryHueneratedHγrototypeH
SubsetsVHAppliedgSoftgComputinggJournalTH2016THbbTHecUff 7.5 9

68 sfficientHanalysisHofHmouseHgenomeHsequencesHrevealHmanyHnonsenseHvariantsVHProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2016THYYaTHcdeXUc 11.5 4

67 qomputationalHmethodsHforHtrajectoryHinferenceHfromHsingleUcellHtranscriptomicsVHEuropeangJournalg
ofgImmunologyTH2016THbdTHZbgdUZcXd 6.1 98

66 UnsupervisedHTrajectoryHwnferenceHUsingHuraphH iningVHLecturegNotesgingComputergScienceTH2016THfbUge 0.9 1

65
oHbenchmarkHforHevaluationHofHalgorithmsHforHidentificationHofHcellularHcorrelatesHofHclinicalH
outcomesVHCytometrygPartgA:gthegJournalgofgthegInternationalgSocietygforgAnalyticalgCytologyTH2016TH
fgTHYdUZY

4.6 51

64 tloRe ihHtlowHdensityHsurvivalHregressionHusingHminimalHfeatureHredundancyVHCytometrygPartgA:gtheg
JournalgofgthegInternationalgSocietygforgAnalyticalgCytologyTH2016THfgTHZZUg 4.6 28

63
γavingHtheHwayHofHsystemsHbiologyHandHprecisionHmedicineHinHallergicHdiseaseshHtheH erozzHsuccessH
storyhH echanismsHofHtheHrevelopmentHofHozzergyiHsUHtγeUqγUwγiHγrojectHαohHZdYaceiHZXYXUZXYcVH
Allergy:gEuropeangJournalgofgAllergygandgClinicalgImmunologyTH2016THeYTHYcYaUYcZc

9.3 63

62 qharacterizationHofHgenomeUwideHorderedHsequenceUtaggedH ycobacteriumHmutantHlibrariesHbyH
qartesianHγoolingUqoordinateHSequencingVHNaturegCommunicationsTH2015THdTHeYXd 17.4 24

61 γhenotypingHasthmaTHrhinitisHandHeczemaHinH erozzHpopulationUbasedHbirthHcohortshHanHallergicH
comorbidityHclusterVHAllergy:gEuropeangJournalgofgAllergygandgClinicalgImmunologyTH2015THeXTHgeaUfb 9.3 61
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60 svolutionaryHundersamplingHforHimbalancedHbigHdataHclassificationH2015TH 22

59 qoTqhTHanHensembleHclassifierHforHchimeraHdetectionHinHYdSHrRαoHsequencingHstudiesVHAppliedgandg
EnvironmentalgMicrobiologyTH2015THfYTHYceaUfb 4.8 35

58 opplicationsHofHtuzzyHRoughHSetHTheoryHinH achineHzearninghHaHSurveyVHFundamentagInformaticaeTH
2015THYbZTHcaUfd 1 31

57 onHintegratedHnetworkHofHorabidopsisHgrowthHregulatorsHandHitsHuseHforHgeneHprioritizationVH
ScientificgReportsTH2015THcTHYedYe 4.9 4

56
oreHallergicHmultimorbiditiesHandHwgsHpolysensitizationHassociatedHwithHtheHpersistenceHorH
reUoccurrenceHofHfoetalHtypeHZHsignallingmHTheH erozzHhypothesisVHAllergy:gEuropeangJournalgofg
AllergygandgClinicalgImmunologyTH2015THeXTHYXdZUef

9.3 66

55 ristributedHfuzzyHroughHprototypeHselectionHforHpigHrataHregressionH2015TH 5

54 tlowSβ hHUsingHselfUorganizingHmapsHforHvisualizationHandHinterpretationHofHcytometryHdataVH
CytometrygPartgA:gthegJournalgofgthegInternationalgSocietygforgAnalyticalgCytologyTH2015THfeTHdadUbc 4.6 660

53 SemiUSupervisedHtuzzyURoughHteatureHSelectionVHLecturegNotesgingComputergScienceTH2015THYfcUYgc 0.9 8

52 qomplexHoggregatesHoverHqlustersHofHslementsVHLecturegNotesgingComputergScienceTH2015THYfYUYga 0.9 1

51 TheHunfoldedUproteinUresponseHsensorHwRsUY˛–HregulatesHtheHfunctionHofHqrf˛–SHdendriticHcellsVH
NaturegImmunologyTH2014THYcTHZbfUce 19.1 162

50 TheHfunctionHofHtc˛‡HreceptorsHinHdendriticHcellsHandHmacrophagesVHNaturegReviewsgImmunologyTH2014
THYbTHgbUYXf 36.5 415

49 αw stwhHgeneHregulatoryHnetworkHinferenceHusingHmultipleHensembleHfeatureHimportanceH
algorithmsVHPLoSgONETH2014THgTHegZeXg 3.7 35

48 SystematicHstructuralHcharacterizationHofHmetabolitesHinHorabidopsisHviaHcandidateH
substrateUproductHpairHnetworksVHPlantgCellTH2014THZdTHgZgUbc 11.6 93

47 αoiseHonalysisHandHRemovalHinHarHslectronH icroscopyVHLecturegNotesgingComputergScienceTH2014THaYUbX 0.9 6

46 wnferringHgeneHexpressionHfromHribosomalHpromoterHsequencesTHaHcrowdsourcingHapproachVHGenomeg
ResearchTH2013THZaTHYgZfUae 9.7 8

45 uenomeViewhHaHnextUgenerationHgenomeHbrowserVHNucleicgAcidsgResearchTH2012THbXTHeYZ 20.1 104

44 WisdomHofHcrowdsHforHrobustHgeneHnetworkHinferenceVHNaturegMethodsTH2012THgTHegdUfXb 21.6 1097

43 StatisticalHinterpretationHofHmachineHlearningUbasedHfeatureHimportanceHscoresHforHbiomarkerH
discoveryVHBioinformaticsTH2012THZfTHYeddUeb 7.2 47

(2012-2015)
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42 SptqhHonHsfficientHteatureHtrequencyUpasedHopproachHtoHTackleHqrossUzingualHWordHSenseH
risambiguationVHLecturegNotesgingComputergScienceTH2012THZbfUZcc 0.9

41 vwuvUγRsqwSwβαHpwβU βzsqUzoRHsVsαTHsXTRoqTwβαHtRβ HTsXTHUSwαuHγoRozzszHpwαoRYH
qzoSSwtwsRSVHComputationalgIntelligenceTH2011THZeTHdbcUddb 2.5 4

40
γeakbinHselectionHinHmassHspectrometryHdataHusingHaHconsensusHapproachHwithHestimationHofH
distributionHalgorithmsVHIEEEyACMgTransactionsgongComputationalgBiologygandgBioinformaticsTH2011TH
fTHedXUeb

3 22

39 onHalternativeHapproachHtoHavoidHoverfittingHforHsurrogateHmodelsH2011TH 8

38 oHgreedyTHgraphUbasedHalgorithmHforHtheHalignmentHofHmultipleHhomologousHgeneHlistsVH
BioinformaticsTH2011THZeTHebgUcd 7.2 16

37 RobustHbiomarkerHidentificationHforHcancerHdiagnosisHwithHensembleHfeatureHselectionHmethodsVH
BioinformaticsTH2010THZdTHagZUf 7.2 384

36 riscriminativeHandHinformativeHfeaturesHforHbiomolecularHtextHminingHwithHensembleHfeatureH
selectionVHBioinformaticsTH2010THZdTHiccbUdX 7.2 24

35 vighlightsHofHtheHpioT HZXYXHworkshopHonHadvancesHinHbioHtextHminingVHBMCgBioinformaticsTH2010TH
YYTH 3.6 1

34 TowardHaHgoldHstandardHforHpromoterHpredictionHevaluationVHBioinformaticsTH2009THZcTHiaYaUZX 7.2 52

33 onalyzingHtextHinHsearchHofHbioUmolecularHeventsH2009TH 9

32 RobustHteatureHSelectionHUsingHsnsembleHteatureHSelectionHTechniquesVHLecturegNotesgingComputerg
ScienceTH2008THaYaUaZc 0.9 263

31 uenericHeukaryoticHcoreHpromoterHpredictionHusingHstructuralHfeaturesHofHrαoVHGenomegResearchTH
2008THYfTHaYXUZa 9.7 141

30 tunSiγhHaHmodularHandHextensibleHclassifierHforHtheHpredictionHofHfunctionalHsitesHinHrαoVH
BioinformaticsTH2008THZbTHYcaZUa 7.2

29 γroSβ hHcoreHpromoterHpredictionHbasedHonHunsupervisedHclusteringHofHrαoHphysicalHprofilesVH
BioinformaticsTH2008THZbTHiZbUaY 7.2 60

28 oHreviewHofHestimationHofHdistributionHalgorithmsHinHbioinformaticsVHBioDatagMiningTH2008THYTHd 4.3 46

27 ValidatingHmoduleHnetworkHlearningHalgorithmsHusingHsimulatedHdataVHBMCgBioinformaticsTH2007THfH
SupplHZTHSc 3.6 30

26 wnHsearchHofHtheHsmallHoneshHimprovedHpredictionHofHshortHexonsHinHvertebratesTHplantsTHfungiHandH
protistsVHBioinformaticsTH2007THZaTHbYbUZX 7.2 30

25 TranslationHinitiationHsiteHpredictionHonHaHgenomicHscalehHbeautyHinHsimplicityVHBioinformaticsTH2007TH
ZaTHibYfUZa 7.2 42
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24 oHreviewHofHfeatureHselectionHtechniquesHinHbioinformaticsVHBioinformaticsTH2007THZaTHZcXeUYe 7.2 3212

23 snhancingHqodingHγotentialHγredictionHforHShortHSequencesHUsingHqomplementaryHSequenceH
teaturesHandHteatureHSelectionVHLecturegNotesgingComputergScienceTH2007THYXeUYYf 0.9

22 γredictingHvumanHwmmunodeficiencyHVirusHPvwVQHrrugHResistanceHUsingHRecurrentHαeuralH
αetworksVHLecturegNotesgingComputergScienceTH2007THZabUZba 0.9 6

21 uenomeHanalysisHofHtheHsmallestHfreeUlivingHeukaryoteHβstreococcusHtauriHunveilsHmanyHuniqueH
featuresVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2006THYXaTHYYdbeUcZ11.5 669

20 teatureHsxtractionHUsingHqlusteringHofHγroteinVHLecturegNotesgingComputergScienceTH2006THdYbUdZa 0.9 2

19 teatureHRankingHUsingHanHsroUbasedHWrapperHopproachVHStudiesgingFuzzinessgandgSoftgComputingTH
2006THZbaUZce 0.7 2

18 teatureHRankingHUsingHanHsroUbasedHWrapperHopproachH2006THZbaUZce

17 zargeUscaleHstructuralHanalysisHofHtheHcoreHpromoterHinHmammalianHandHplantHgenomesVHNucleicgAcidsg
ResearchTH2005THaaTHbZccUdb 20.1 85

16 Splice achinehHpredictingHspliceHsitesHfromHhighUdimensionalHlocalHcontextHrepresentationsVH
BioinformaticsTH2005THZYTHYaaZUf 7.2 76

15 puildingHgenomicHprofilesHforHuncoveringHsegmentalHhomologyHinHtheHtwilightHzoneVHGenomeg
ResearchTH2004THYbTHYXgcUYXd 9.7 51

14 teatureHselectionHforHspliceHsiteHpredictionhHaHnewHmethodHusingHsroUbasedHfeatureHrankingVHBMCg
BioinformaticsTH2004THcTHdb 3.6 35

13 riggingHintoHocceptorHSpliceHSiteHγredictionhHonHwterativeHteatureHSelectionHopproachVHLecturegNotesg
ingComputergScienceTH2004THafdUage 0.9 8

12 tastHfeatureHselectionHusingHaHsimpleHestimationHofHdistributionHalgorithmhHaHcaseHstudyHonHspliceH
siteHpredictionVHBioinformaticsTH2003THYgHSupplHZTHiiYegUff 7.2 30

11 wnvestigatingHancientHduplicationHeventsHinHtheHorabidopsisHgenomeVHJournalgofgStructuralgandg
FunctionalgGenomicsTH2003THaTHYYeUYZg 49

10 wnvestigatingHancientHduplicationHeventsHinHtheHorabidopsisHgenomeH2003THYYeUYZg 5

9 wnvestigatingHancientHduplicationHeventsHinHtheHorabidopsisHgenomeVHJournalgofgStructuralgandg
FunctionalgGenomicsTH2003THaTHYYeUZg 32

8 TheHautomaticHdetectionHofHhomologousHregionsHPorvoReQHandHitsHapplicationHtoHmicrocolinearityH
betweenHorabidopsisHandHriceVHGenomegResearchTH2002THYZTHYegZUfXY 9.7 105

7 SqβRγwUSHimprovesHtrajectoryHinferenceHandHidentifiesHnovelHmodulesHinHdendriticHcellHdevelopment 40

(-2007)

11



6 oHcellHatlasHofHhumanHthymicHdevelopmentHdefinesHTHcellHrepertoireHformation 17

5 dyngenhHaHmultiUmodalHsimulatorHforHspearheadingHnewHsingleUcellHomicsHanalyses 9

4 SingleHcellHprofilingHofHimmatureHhumanHpostnatalHthymocytesHresolvesHtheHcomplexityHofH
intraUthymicHlineageHdifferentiationHandHthymusHseedingHprecursors 1

3 oHcomparisonHofHsingleUcellHtrajectoryHinferenceHmethodshHtowardsHmoreHaccurateHandHrobustHtools 48

2 TrajectoryUbasedHdifferentialHexpressionHanalysisHforHsingleUcellHsequencingHdata 9

1 qlassificationHofHhumanHwhiteHbloodHcellsHusingHmachineHlearningHforHstainUfreeHimagingHflowHcytometry 1
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