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First Report of Cucurbit Chlorotic Yellows Virus Infecting Cucumber Plants in Spain. Plant Disease,
2021, 105, 2258.

The pathogenicity determinant of <i>Citrus tristeza virus<[i> causing the seedling yellows syndrome

maps at the 33€24€terminal region of the viral genome. Molecular Plant Pathology, 2010, 11, 55-67. 42 51

<i>Citrus tristeza virus<[i>: a pathogen that changed the course of the citrus industry. Molecular
Plant Pathology, 2008, 9, 251-268.

Citrus tristeza virus replicates and forms infectious virions in protoplasts of resistant citrus 21 50
relatives. Molecular Breeding, 2004, 14, 117-128. ’

Citrus tristeza virus (CTV) resistance in transgenic citrus based on virus challenge of protoplasts. In
Vitro Cellular and Developmental Biology - Plant, 2003, 39, 567-572.

The p23 Protein of Citrus Tristeza Virus Controls Asymmetrical RNA Accumulation. Journal of 3.4 87
Virology, 2002, 76, 473-483. :

Mutational Analysis of the Replication Signals in the 38€2-Nontranslated Region of Citrus Tristeza Virus.
Virology, 2002, 300, 140-152.

Amplification of Citrus Tristeza Virus from a cDNA Clone and Infection of Citrus Trees. Virology, 2001, 04 83
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Characterization of the cis-Acting Elements Controlling Subgenomic mRNAs of Citrus tristeza virus:
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Virology, 2001, 286, 134-151.

Aphid Transmission Alters the Genomic and Defective RNA Populations of Citrus tristeza virus 9.9 45
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The Fitness of Citrus Tristeza Virus Defective RNAs Is Affected by the Lengths of Their 53€2- and 34€2-Termini 9.4 19
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Replication of Heterologous Combinations of Helper and Defective RNA of Citrus Tristeza Virus. o4 17
Virology, 2000, 267, 360-369. ’
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Virology, 2000, 74, 6856-6865.

The p20 Gene Product of Citrus Tristeza Virus Accumulates in the Amorphous Inclusion Bodies. 0.4 60
Virology, 2000, 274, 246-254. :

An engineered closterovirus RNA replicon and analysis of heterologous terminal sequences for
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7433-7438.

Two Paths of Sequence Divergence in the Citrus Tristeza Virus Complex. Phytopathology, 1999, 89, 99
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