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Standardized Workflow for Precise Mid- and High-Throughput Proteomics of Blood Biofluids.
Clinical Chemistry, 2022, 68, 450-460.
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2021, 12, 265. )

A Novel Trichomonas vaginalis Surface Protein Modulates Parasite Attachment via Protein:Host Cell
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WNK1 is an assembly factor for the human ER membrane protein complex. Molecular Cell, 2021, 81, 45 29
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PIKES Analysis Reveals Response to Degraders and Key Regulatory Mechanisms of the CRL4 Network. as 56
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Spectrometry. Analytical Chemistry, 2020, 92, 3077-3085.

Tyramide signal amplification mass spectrometry (TSA-MS) ratio identifies nuclear speckle proteins. 9.3 a3
Journal of Cell Biology, 2020, 219, . :

Deciphering the regulatory genome of Escherichia coli, one hundred promoters at a time. ELife, 2020,

y .

The dormancya€specific regulator, SutA, is intrinsically disordered and modulates transcription

initiation in <i>Pseudomonas aeruginosa</i>. Molecular Microbiology, 2019, 112, 992-1009. 1.2 1

Human Gut Microbiota from Autism Spectrum Disorder Promote Behavioral Symptoms in Mice. Cell,
2019, 177,1600-1618.e17.

Data-Independent Acquisition for the Orbitrap Q Exactive HF: A Tutorial. Journal of Proteome 18 35
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The SNAP25 Interactome in Ventromedial Caudate in Schizophrenia Includes the Mitochondrial Protein
ARF1. Neuroscience, 2019, 420, 97-111.

BUD13 Promotes a Type | Interferon Response by Countering Intron Retention in Irf7. Molecular Cell, 45 39
2019, 73, 803-814.e6. )

Robust cullin-RING ligase function is established by a multiplicity of poly-ubiquitylation pathways.
ELife, 2019, 8, .

Two distinct sites of client protein interaction with the chaperone cpSRP43. Journal of Biological 16 8
Chemistry, 2018, 293, 8861-8873. )

Interrogating marine virusd€host interactions and elemental transfer with BONCAT and nanoSIMSa€based
s. Environmental Microbiology, 2018, 20, 671-692.
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Systematic approach for dissecting the molecular mechanisms of transcriptional regulation in
bacteria. Proceedings of the National Academy of Sciences of the United States of America, 2018, 115, 3.3 81
E4796-E4805.
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2018, 140, 11800-11810.

Scanning the isotopic structure of molecules by tandem mass spectrometry. International Journal of o7 28
Mass Spectrometry, 2018, 434, 276-286. :
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Composition and Regulation of the Cellular Repertoire of SCF Ubiquitin Ligases. Cell, 2017, 171, 135 118
1326-1339.e14. :

Hsp83 loss suppresses proteasomal activity resulting in an upregulation of caspase-dependent
compensatory autophagy. Autophagy, 2017, 13, 1573-15809.
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SutA is a bacterial transcription factor expressed during slow growth in <i>Pseudomonas
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Quantitative mass spectrometry reveals changes in SNAP-25 isoforms in schizophrenia. Schizophrenia 11 17
Research, 2016, 177, 44-51. :

A Targeted MRM Approach for Tempo-Spatial Proteomics Analyses. Methods in Molecular Biology, 2016,
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A Trichomonas vaginalis Rhomboid Protease and Its Substrate Modulate Parasite Attachment and 91 43
Cytolysis of Host Cells. PLoS Pathogens, 2015, 11, e1005294. :

Cell-specific proteomic analysis in <i>Caenorhabditis elegans</i>. Proceedings of the National
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High Resolution Parallel Reaction Monitoring with Electron Transfer Dissociation for Middle-Down 3.9 2
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High resolution data-independent acquisition with electron transfer dissociation mass spectrometry:
Multiplexed analysis of post-translationally modified proteins. International Journal of Mass 0.7 2
Spectrometry, 2015, 390, 155-162.

INK-associated Leucine Zipper Protein Functions as a Docking Platform for Polo-like Kinase 1 and
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histone variants and their posta€translational modifications. Proteomics, 2014, 14, 489-497.

The <i>Drosophila</i> effector caspase Dcp-1 regulates mitochondrial dynamics and autophagic flux 9.3 43
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Mutations in CIC and IDH1 cooperatively regulate 2-hydroxyglutarate levels and cell clonogenicity.
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Interaction of Cyclin-Dependent Kinase 12/CrkRS with Cyclin K1 Is Required for the Phosphorylation of
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