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j Paper IF Citations

217 SpotlightMonMalternativeMframeMcodingnMTwoMlongMoverlappingMgenesMinMareMtranslatedMandMunderM
purifyingMselectionbbMIScienceYM2022YMfiYMedglhh 6.1 2

216
TowardsMlowasporeMmilkMpowdersnMuMreviewMonMmicrobiologicalMchallengesMofMdairyMpowderM
productionMwithMfocusMonMaerobicMmesophilicMandMthermophilicMsporesbMInternationalfDairyfJournalYM
2021YMefjYMedifif

3.5 0

215 umpliconasequencingMofMrawMmilkMmicrobiotanMimpactMofMxλuMextractionMandMlibraryaPwRbMAppliedf
MicrobiologyfandfBiotechnologyYM2021YMediYMhkjeahkkg 5.7 1

214 spbMnovbYMaMnovelMproteolyticMspeciesMisolatedMfromMcreambMInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyYM2021YMkeYM 2.2 2

213 SimultaneousMquantificationMofMtheMmostMcommonMandMproteolyticMPseudomonasMspeciesMinMrawMmilkM
byMmultiplexMqPwRbMAppliedfMicrobiologyfandfBiotechnologyYM2021YMediYMejmgaekdl 5.7 5

212 uMStrongMSynergyMvetweenMtheMThiopeptideMvacteriocinMΔicrococcinMPeMandMRifampicinMugainstM
ΔRSuMinMaMΔurineMSkinMInfectionMΔodelbMFrontiersfinfImmunologyYM2021YMefYMjkjigh 8.4 2

211 spbMnovbYMisolatedMfromMrawMmilkbMInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM
2021YMkeYM 2.2 1

210 viologicalMfactorsMinMtheMsyntheticMconstructionMofMoverlappingMgenesbbMBMCfGenomicsYM2021YMffYMlll 4.5 0

209 –eneticMOrganizationMofMtheMOperonMuffectsMtheMProteolyticMPotentialMofMSpeciesMinMΔilkbMFrontiersfinf
MicrobiologyYM2020YMeeYMeemd 5.7 6

208 womplementaryMUseMofMwultivationMandM—ighaThroughputMumpliconMSequencingMRevealsM—ighM
viodiversityMWithinMRawMΔilkMΔicrobiotabMFrontiersfinfMicrobiologyYM2020YMeeYMeiik 5.7 9

207 genbMnovbYMspbMnovbYMaMnovelMgenusMofMtheMfamilyMisolatedMfromMbulkMtankMmilkbMInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyYM2020YMkdYMhkkhahkle 2.2 0

206 spbMnovbYMisolatedMfromMrawMmilkMandMskimmedMmilkMconcentratebMInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyYM2020YMkdYMmgiamhg 2.2 4

205
genbMnovbYMspbMnovbYMaMnovelMbacteriumMofMtheMfamilyMisolatedMfromMrawMmilkMandMdairyMproductsMandM
reclassificationMofMasMcombbMnovbMInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM
2020YMkdYMfeljafemg

2.2 5

204 spbMnovbYMisolatedMfromMrawMmilkMandMskimmedMmilkMconcentratebMInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyYM2020YMkdYMfggmafghk 2.2 5

203 ThermallyMinducedMmilkMfoulingnMSurvivalMofMthermophilicMsporeMformersMandMpotentialMofM
contaminationbMInternationalfDairyfJournalYM2020YMedeYMedhilf 3.5 4

202 —ighMcountsMofMthermophilicMsporeMformersMinMdairyMpowdersMoriginateMfromMpersistingMstrainsMinM
processingMlinesbMInternationalfJournalfoffFoodfMicrobiologyYM2020YMggiYMedllll 5.8 6

201 ureMuntisenseMProteinsMinMProkaryotesMzunctionalsbMFrontiersfinfMolecularfBiosciencesYM2020YMkYMelk 5.6 8
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200 uMλovelMp—aRegulatedYMUnusualMjdgMbpMOverlappingMProteinMwodingM–eneMIsMyncodedMuntisenseMtoM
inMOeikn—kMUy—ywVbMFrontiersfinfMicrobiologyYM2020YMeeYMgkk 5.7 7

199
ResistanceMofMthermophilicMsporeMformersMisolatedMfromMmilkMandMwheyMproductsMtowardsM
cleaningainaplaceMconditionsnMInfluenceMofMp—YMtemperatureMandMmilkMresiduesbMFoodfMicrobiologyYM
2019YMlgYMeidaeil

6 11

198 ProposalMofMLysobacterMpythonisMspbMnovbMisolatedMfromMroyalMpythonsMUPythonMregiusVbMSystematicf
andfAppliedfMicrobiologyYM2019YMhfYMgfjaggg 4.2 3

197 uccurateMquantificationMofMthermophilicMsporesMinMdairyMpowdersbMInternationalfDairyfJournalYM2019YM
mlYMjhake 3.5 8

196 ReprogrammingM—umanMSiderocalinMToMλeutralizeMPetrobactinYMtheMyssentialMIronMScavengerMofM
unthraxMvacillusbMAngewandtefChemiefvfInternationalfEditionYM2018YMikYMehjemaehjfg 16.4 15

195 TheMλovelMunaerobiosisaResponsiveMOverlappingM–eneMIsMOverlappingMuntisenseMtoMtheMunnotatedM
–eneMywsfgliMofMOeikn—kMSakaibMFrontiersfinfMicrobiologyYM2018YMmYMmge 5.7 15

194
uMnovelMshortMLaarginineMresponsiveMproteinacodingMgeneMUlaovVMantiparallelMoverlappingMtoMaM
wadwalikeMtranscriptionalMregulatorMinMyscherichiaMcoliMOeikn—kMSakaiMoriginatedMbyMoverprintingbM
BMCfEvolutionaryfBiologyYM2018YMelYMfe

3 15

193 λeuprogrammierungMvonMhumanemMSiderocalinMzurMλeutralisierungMvonMPetrobactinYMdemM
essenziellenMyisenfˆ⁄ngerMdesMΔilzbrandavazillusbMAngewandtefChemieYM2018YMegdYMehlfmaehlgg 3.6 1

192 zindingMλewMOverlappingM–enesMandMTheirMTheoryMUzO–MTheoryVbMLecturefNotesfinfBioengineeringYM
2018YMegkaeim 0.8

191
Innenrˆ…cktitelbildnMλeuprogrammierungMvonMhumanemMSiderocalinMzurMλeutralisierungMvonM
PetrobactinYMdemMessenziellenMyisenfˆ⁄ngerMdesMΔilzbrandavazillusMUungewbMwhembMhhcfdelVbM
AngewandtefChemieYM2018YMegdYMehljkaehljk

3.6

190 TheMnovelMy—ywMgeneMasaMoverlapsMtheMTy–TMtransporterMgeneMinMantisenseMandMisMregulatedMbyMλawlM
andMgrowthMphasebMScientificfReportsYM2018YMlYMeklki 4.9 16

189 xynamicMProteomeMulterationMandMzunctionalMΔodulationMofM—umanMSalivaMInducedMbyMxietaryM
whemosensoryMStimulibMJournalfoffAgriculturalfandfFoodfChemistryYM2018YMjjYMijfeaijgh 5.7 12

188 –rowthMinhibitionMofMListeriaMmonocytogenesMbyMbacteriocinaproducingMStaphylococcusMequorumM
SygMinMcheeseMmodelsbMFoodfControlYM2017YMkeYMidaij 6.2 13

187 VisyxpressnMVisualMexplorationMofMdifferentialMgeneMexpressionMdatabMInformationfVisualizationYM2017YM
ejYMhlakg 2.4 2

186
xifferentiationMofMncRλusMfromMsmallMmRλusMinMyscherichiaMcoliMOeikn—kMyxLmggMUy—ywVMbyM
combinedMRλuseqMandMRIvOseqMaMryhvMencodesMtheMregulatoryMRλuMRyhvMandMaMpeptideYMRyhPbMBMCf
GenomicsYM2017YMelYMfej

4.5 24

185 ThermalMresistanceMofMvegetativeMthermophilicMsporeMformingMbacilliMinMskimMmilkMisolatedMfromMdairyM
environmentsbMFoodfControlYM2017YMlfYMeehaefd 6.2 17

184
TranscriptionalMandMtranslationalMregulationMbyMRλuMthermometersYMriboswitchesMandMtheMsRλuM
xsruMinMyscherichiaMcoliMOeikn—kMSakaiMunderMcombinedMcoldMandMosmoticMstressMadaptationbMFEMSf
MicrobiologyfLettersYM2017YMgjhYM

2.9 13

183
SpoilageMofMΔicrofilteredMandMPasteurizedMyxtendedMShelfMLifeMΔilkMIsMΔainlyMInducedMbyM
PsychrotolerantMSporeazormingMvacteriaMthatMoftenMOriginateMfromMRecontaminationbMFrontiersfinf
MicrobiologyYM2017YMlYMegi

5.7 33

(2017-2020)
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182 SimulatingMIntestinalM–rowthMwonditionsMynhancesMToxinMProductionMofMynteropathogenicbMFrontiersf
infMicrobiologyYM2017YMlYMjfk 5.7 26

181 wompleteMwircularM–enomeMSequenceMandMTemperatureMIndependentMudaptationMtoMunaerobiosisMofM
xSΔMfhjmlbMFrontiersfinfMicrobiologyYM2017YMlYMejkf 5.7 1

180 xiscoveryMofMnumerousMnovelMsmallMgenesMinMtheMintergenicMregionsMofMtheMyscherichiaMcoliMOeikn—kM
SakaiMgenomebMPLoSfONEYM2017YMefYMedelheem 3.7 17

179 PseudomonasMlactisMspbMnovbMandMPseudomonasMparalactisMspbMnovbYMisolatedMfromMbovineMrawMmilkbM
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2017YMjkYMejijaejjh 2.2 28

178 uMSensitiveMandMRobustMΔethodMforMxirectMxeterminationMofMLipolyticMuctivityMinMλaturalMΔilkM
ynvironmentbMFoodfAnalyticalfMethodsYM2016YMmYMjhjajii 3.4 11

177 xraftM–enomeMSequencesMofMThreeMyuropeanMLaboratoryMxerivativesMfromMynterohemorrhagicM
yscherichiaMcoliMOeikn—kMStrainMyxLmggYMIncludingMTwoMPlasmidsbMGenomefAnnouncementsYM2016YMhYM 5

176 ThermostabilityMofMpeptidasesMsecretedMbyMmicroorganismsMassociatedMwithMrawMmilkbMInternationalf
DairyfJournalYM2016YMijYMeljaemk 3.5 25

175
womparativeMvioinformaticsMandMyxperimentalMunalysisMofMtheMIntergenicMRegulatoryMRegionsMofM
vacillusMcereusMhblMandMnheMynterotoxinMOperonsMandMtheMImpactMofMwodYMonMVirulenceM
—eterogeneitybMFrontiersfinfMicrobiologyYM2016YMkYMkjl

5.7 18

174 OptimizedMIlluminaMPwRafreeMlibraryMpreparationMforMbacterialMwholeMgenomeMsequencingMandM
analysisMofMfactorsMinfluencingMdeMnovoMassemblybMBMCfResearchfNotesYM2016YMmYMfjm 2.3 49

173
PermanentMcolonizationMofMcreekMsedimentsYMcreekMwaterMandMlimnicMwaterMplantsMbyMfourMListeriaM
speciesMinMlowMpopulationMdensitiesbMZeitschriftfFurfNaturforschungfvfSectionfCfJournalfoffBiosciencesYM
2016YMkeYMggiaghi

1.7 0

172
–rowthMofMPseudomonasMweihenstephanensisYMPseudomonasMproteolyticaMandMPseudomonasMspbMinM
rawMmilknMImpactMofMresidualMheatastableMenzymeMactivityMonMstabilityMofMU—TMmilkMduringMshelfalifebM
InternationalfDairyfJournalYM2016YMimYMfdafl

3.5 57

171 ucidifiedMnitriteMinhibitsMproliferationMofMListeriaMmonocytogenesMaMTranscriptionalManalysisMofMaM
preservationMmethodbMInternationalfJournalfoffFoodfMicrobiologyYM2016YMffjYMggahe 5.8 7

170 TranslatomicsMcombinedMwithMtranscriptomicsMandMproteomicsMrevealsMnovelMfunctionalYMrecentlyM
evolvedMorphanMgenesMinMyscherichiaMcoliMOeikn—kMUy—ywVbMBMCfGenomicsYM2016YMekYMegg 4.5 25

169 QuantificationMofMtheMproteolyticMandMlipolyticMactivityMofMmicroorganismsMisolatedMfromMrawMmilkbM
InternationalfDairyfJournalYM2015YMhmYMfgafm 3.5 53

168 viodiversityMofMrefrigeratedMrawMmilkMmicrobiotaMandMtheirMenzymaticMspoilageMpotentialbM
InternationalfJournalfoffFoodfMicrobiologyYM2015YMfeeYMikaji 5.8 134

167 IsolationMandMcharacterisationMofMaMheataresistantMpeptidaseMfromMPseudomonasMpanacisM
withstandingMgeneralMU—TMprocessesbMInternationalfDairyfJournalYM2015YMhmYMhjaii 3.5 31

166 ΔultiparametricMQuantitationMofMtheMvacillusMcereusMToxinsMwereulideMandMIsocereulidesMua–MinM
zoodsbMJournalfoffAgriculturalfandfFoodfChemistryYM2015YMjgYMlgdkaeg 5.7 19

165 xepsipeptideMIntermediatesMInterrogateMProposedMviosynthesisMofMwereulideYMtheMymeticMToxinMofM
vacillusMcereusbMScientificfReportsYM2015YMiYMedjgk 4.9 25
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164
ΔassiveMhorizontalMgeneMtransferYMstrictlyMverticalMinheritanceMandMancientMduplicationsMdifferentiallyM
shapeMtheMevolutionMofMvacillusMcereusMenterotoxinMoperonsMhblYMcytüMandMnhebMBMCfEvolutionaryf
BiologyYM2015YMeiYMfhj

3 79

163 yvidenceMforMtheMrecentMoriginMofMaMbacterialMproteinacodingYMoverlappingMorphanMgeneMbyM
evolutionaryMoverprintingbMBMCfEvolutionaryfBiologyYM2015YMeiYMflg 3 23

162 TheMzoodMudditivesMλitriteMandMλitrateMandMΔicrobiologicalMSafetyMofMzoodMProductsbMCurrentf
ResearchfinfMicrobiologyYM2015YMjYMeag 2

161 TheMmutationM–lueieuspMinMtheMvacomponentMofMtheMvacillusMcereusMnonahemolyticMenterotoxinM
UλheVMleadsMtoMaMdivergingMreactivityMinMantibodyabasedMdetectionMsystemsbMToxinsYM2015YMkYMhjiiajk 4.9 5

160 zromMgenomeMtoMtoxicitynMaMcombinatoryMapproachMhighlightsMtheMcomplexityMofMenterotoxinM
productionMinMvacillusMcereusbMFrontiersfinfMicrobiologyYM2015YMjYMijd 5.7 63

159 wesMlocusMembeddedMproteinsMcontrolMtheMnonaribosomalMsynthesisMofMtheMcereulideMtoxinMinMemeticM
vacillusMcereusMonMmultipleMlevelsbMFrontiersfinfMicrobiologyYM2015YMjYMeede 5.7 24

158 xraftM–enomeMSequenceMofMvacillusMcytotoxicusMwVUuSMflggYMaMVeryMwloseMRelativeMtoMTypeMStrainM
λV—MgmeamlMIsolatedMfromMaMxifferentMLocationbMGenomefAnnouncementsYM2015YMgYM 2

157 whemodiversityMofMcereulideYMtheMemeticMtoxinMofMvacillusMcereusbMAnalyticalfandfBioanalyticalf
ChemistryYM2015YMhdkYMfhgmaig 4.4 39

156 StressMresponseMofMSalmonellaMentericaMserovarMtyphimuriumMtoMacidifiedMnitritebMAppliedfandf
EnvironmentalfMicrobiologyYM2014YMldYMjgkgalf 4.8 21

155
womparisonMofMstrandaspecificMtranscriptomesMofMenterohemorrhagicMyscherichiaMcoliMOeikn—kM
yxLmggMUy—ywVMunderMelevenMdifferentMenvironmentalMconditionsMincludingMradishMsproutsMandMcattleM
fecesbMBMCfGenomicsYM2014YMeiYMgig

4.5 39

154 wontributionMofMtheMλOadetoxifyingMenzymesM—mpuYMλorVMandMλrfuMtoMnitrosativeMstressMprotectionM
ofMSalmonellaMTyphimuriumMinMrawMsausagesbMFoodfMicrobiologyYM2014YMhfYMfjagg 6 11

153 IdentificationMandMdifferentiationMofMfoodarelatedMbacterianMuMcomparisonMofMzTIRMspectroscopyMandM
ΔuLxIaTOzMmassMspectrometrybMJournalfoffMicrobiologicalfMethodsYM2014YMedgYMhhaif 2.8 56

152 viodiversityMofMtheMSurfaceMΔicrobialMwonsortiaMfromMLimburgerYMReblochonYMLivarotYMTilsitYMandM
–ubbeenMwheesesbMMicrobiologyfSpectrumYM2014YMfYMwΔaddedafdef 8.9 31

151 viodiversityMofMtheMSurfaceMΔicrobialMwonsortiaMfromMLimburgerYMReblochonYMLivarotYMTilsitYMandM
–ubbeenMwheesesM2014YMfemafid 2

150 vacillusMcereusM2014YMehkaejh 10

149 TemperatureaMandMnitrogenMsourceadependentMregulationMofM–lnRMtargetMgenesMinMListeriaM
monocytogenesbMFEMSfMicrobiologyfLettersYM2014YMgiiYMegeahe 2.9 8

148 PhenotypeMofMhtguMUmbiuVYMaMrecentlyMevolvedMorphanMgeneMofMyscherichiaMcoliMandMShigellaYM
completelyMoverlappingMinMantisenseMtoMyaaWbMFEMSfMicrobiologyfLettersYM2014YMgidYMikajh 2.9 19

147 IdentificationMofMgenesMessentialMforManaerobicMgrowthMofMListeriaMmonocytogenesbMMicrobiologyf
pUnitedfKingdomrYM2014YMejdYMkifakji 2.9 36

(2014-2015)
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146
ΔassMspectrometricMprofilingMofMvacillusMcereusMstrainsMandMquantitationMofMtheMemeticMtoxinM
cereulideMbyMmeansMofMstableMisotopeMdilutionManalysisMandM—ypafMbioassaybMAnalyticalfandf
BioanalyticalfChemistryYM2013YMhdiYMemeafde

4.4 37

145 LifeMatMLowMTemperaturesM2013YMgkiahfd 4

144 ucidMshockMofMListeriaMmonocytogenesMatMlowMenvironmentalMtemperaturesMinducesMprfuYMepithelialM
cellMinvasionYMandMlethalityMtowardsMwaenorhabditisMelegansbMBMCfGenomicsYM2013YMehYMfli 4.5 22

143 IdentificationMofMmicroorganismsMbyMzTIRMspectroscopynMperspectivesMandMlimitationsMofMtheMmethodbM
AppliedfMicrobiologyfandfBiotechnologyYM2013YMmkYMkeeeafd 5.7 99

142 LysinibacillusMmeyeriMspbMnovbYMisolatedMfromMaMmedicalMpracticebMInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyYM2013YMjgYMeiefaeiel 2.2 16

141 xomibacillusMrobiginosusMgenbMnovbYMspbMnovbYMisolatedMfromMaMpharmaceuticalMcleanMroombM
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2013YMjgYMfdihafdje 2.2 23

140 vacillusMgottheiliiMspbMnovbYMisolatedMfromMaMpharmaceuticalMmanufacturingMsitebMInternationalfJournalf
offSystematicfandfEvolutionaryfMicrobiologyYM2013YMjgYMljkalkf 2.2 9

139 ΔicrococcusMcohniiMspbMnovbYMisolatedMfromMtheMairMinMaMmedicalMpracticebMInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyYM2013YMjgYMldali 2.2 9

138 ListeriaMweihenstephanensisMspbMnovbYMisolatedMfromMtheMwaterMplantMLemnaMtrisulcaMtakenMfromMaM
freshwaterMpondbMInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2013YMjgYMjheajhk 2.2 73

137 wodYMorchestratesMtheMexpressionMofMvirulenceMdeterminantsMinMemeticMvacillusMcereusMbyMimpactingM
keyMregulatoryMcircuitsbMMolecularfMicrobiologyYM2012YMliYMjkall 4.1 54

136 PsychroflexusMhalocaseiMspbMnovbYMisolatedMfromMaMmicrobialMconsortiumMonMaMcheesebMInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2012YMjfYMelidaelij 2.2 19

135 vacillusMkochiiMspbMnovbYMisolatedMfromMfoodsMandMaMpharmaceuticalsMmanufacturingMsitebMInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2012YMjfYMedmfaedmk 2.2 17

134 PredictingMstatisticalMpropertiesMofMopenMreadingMframesMinMbacterialMgenomesbMPLoSfONEYM2012YMkYMehiedg3.7 18

133
ΔicrobialMbiodiversityYMqualityMandMshelfMlifeMofMmicrofilteredMandMpasteurizedMextendedMshelfMlifeM
UySLVMmilkMfromM–ermanyYMuustriaMandMSwitzerlandbMInternationalfJournalfoffFoodfMicrobiologyYM2012YM
eihYMeam

5.8 81

132
λaumannellaMhalotoleransMgenbMnovbYMspbMnovbYMaM–ramapositiveMcoccusMofMtheMfamilyM
PropionibacteriaceaeMisolatedMfromMaMpharmaceuticalMcleanMroomMandMfromMfoodbMInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2012YMjfYMgdhfagdhl

2.2 4

131
SphingobacteriumMlactisMspbMnovbMandMSphingobacteriumMalimentariumMspbMnovbYMisolatedMfromMrawM
milkMandMaMdairyMenvironmentbMInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM
2012YMjfYMeidjaeiee

2.2 44

130 untialisterialMpotentialMofMfoodaborneMyeastsMinMredMsmearMcheesebMInternationalfDairyfJournalYM2011YM
feYMlgalm 3.5 15

129 TranscriptionalMkineticManalysesMofMcereulideMsynthetaseMgenesMwithMrespectMtoMgrowthYMsporulationM
andMemeticMtoxinMproductionMinMvacillusMcereusbMFoodfMicrobiologyYM2011YMflYMflhamd 6 36
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128 SurfaceMmicrobialMconsortiaMfromMLivarotYMaMzrenchMsmeararipenedMcheesebMCanadianfJournalfoff
MicrobiologyYM2011YMikYMjieajd 3.2 56

127 InhibitionMofMcereulideMtoxinMsynthesisMbyMemeticMvacillusMcereusMviaMlongachainMpolyphosphatesbM
AppliedfandfEnvironmentalfMicrobiologyYM2011YMkkYMehkialf 4.8 18

126 xifferentiationMofMprobioticMandMenvironmentalMSaccharomycesMcerevisiaeMstrainsMinManimalMfeedbM
JournalfoffAppliedfMicrobiologyYM2010YMedmYMklgame 4.7 14

125 VibrioMcaseiMspbMnovbYMisolatedMfromMtheMsurfacesMofMtwoMzrenchMredMsmearMsoftMcheesesbMInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2010YMjdYMekhiaekhm 2.2 24

124
IdentificationMofMtheMmainMpromoterMdirectingMcereulideMbiosynthesisMinMemeticMvacillusMcereusMandM
itsMapplicationMforMrealatimeMmonitoringMofMcesMgeneMexpressionMinMfoodsbMAppliedfandfEnvironmentalf
MicrobiologyYM2010YMkjYMefgfahd

4.8 45

123 YersiniaMenterocoliticaMinfectionMandMtcauadependentMkillingMofMwaenorhabditisMelegansbMAppliedfandf
EnvironmentalfMicrobiologyYM2010YMkjYMjfkkali 4.8 26

122 PotentMantilisterialMcellafreeMsupernatantsMproducedMbyMcomplexMredasmearMcheeseMmicrobialM
consortiabMJournalfoffDairyfScienceYM2010YMmgYMhhmkaidi 4 7

121 —ighMbiodiversityMandMpotentMantialisterialMactionMofMcomplexMredMsmearMcheeseMmicrobialMripeningM
consortiabMAnnalsfoffMicrobiologyYM2010YMjdYMigeaigm 3.2 10

120 SpeciesMandMstrainMidentificationMofMlacticMacidMbacteriaMusingMzTIRMspectroscopyMandMartificialMneuralM
networksbMJournalfoffBiophotonicsYM2010YMgYMhmgaidi 3.1 33

119 TowardsMuutomaticMxetectingMofMOverlappingM–enesMaMwlusteredMvLuSTMunalysisMofMViralM–enomesbM
LecturefNotesfinfComputerfScienceYM2010YMfflafgm 0.9 3

118 vothMthiamineMuptakeMandMbiosynthesisMofMthiamineMprecursorsMareMrequiredMforMintracellularM
replicationMofMListeriaMmonocytogenesbMJournalfoffBacteriologyYM2009YMemeYMffelafk 3.5 44

117 vavariicoccusMseileriMgenbMnovbYMspbMnovbYMisolatedMfromMtheMsurfaceMandMsmearMwaterMofM–ermanMredM
smearMsoftMcheesebMInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2009YMimYMfhgkahg 2.2 20

116 wereulideMsynthesisMinMemeticMvacillusMcereusMisMcontrolledMbyMtheMtransitionMstateMregulatorMubrvYM
butMnotMbyMtheMvirulenceMregulatorMPlcRbMMicrobiologyfpUnitedfKingdomrYM2009YMeiiYMmffamge 2.9 59

115 InsecticidalMgenesMofMYersiniaMsppbnMtaxonomicalMdistributionYMcontributionMtoMtoxicityMtowardsM
ΔanducaMsextaMandM–alleriaMmellonellaYMandMevolutionbMBMCfMicrobiologyYM2008YMlYMfeh 4.5 41

114
wommercialMripeningMstarterMmicroorganismsMinoculatedMintoMcheeseMmilkMdoMnotMsuccessfullyM
establishMthemselvesMinMtheMresidentMmicrobialMripeningMconsortiaMofMaMSouthMgermanMredMsmearM
cheesebMAppliedfandfEnvironmentalfMicrobiologyYM2008YMkhYMffedak

4.8 84

113 PresenceMofMaMfunctionalMflagellarMclusterMzlagafMandMlowatemperatureMexpressionMofMflagellarMgenesM
inMYersiniaMenterocoliticaMWffkdgbMMicrobiologyfpUnitedfKingdomrYM2008YMeihYMemjafdj 2.9 17

112 InfraredMSpectroscopyMinMtheMIdentificationMofMΔicroorganismsM2008YM 5

111 IdentificationMofMfiveMListeriaMspeciesMbasedMonMinfraredMspectraMUzTIRVMusingMmacrosamplesMisM
superiorMtoMaMmicrosampleMapproachbMAnalyticalfandfBioanalyticalfChemistryYM2008YMgmdYMejfmagi 4.4 22

(2008-2011)
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110 ReliableMidentificationMofMcloselyMrelatedMIssatchenkiaMandMPichiaMspeciesMusingMartificialMneuralM
networkManalysisMofMzourieratransformMinfraredMspectrabMYeastYM2008YMfiYMklkaml 3.4 20

109 xiagnosticMrealatimeMPwRMassaysMforMtheMdetectionMofMemeticMvacillusMcereusMstrainsMinMfoodsMandM
recentMfoodaborneMoutbreaksbMAppliedfandfEnvironmentalfMicrobiologyYM2007YMkgYMelmfal 4.8 184

108 xifferentiationMofMListeriaMmonocytogenesMserovarsMbyMusingMartificialMneuralMnetworkManalysisMofM
zourieratransformedMinfraredMspectrabMAppliedfandfEnvironmentalfMicrobiologyYM2007YMkgYMedgjahd 4.8 69

107 –eneMexpressionManalysisMofMworynebacteriumMglutamicumMsubjectedMtoMlongatermMlacticMacidM
adaptationbMJournalfoffBacteriologyYM2007YMelmYMiilfamd 3.5 41

106 PathogenomicsMofMListeriaMsppbMInternationalfJournalfoffMedicalfMicrobiologyYM2007YMfmkYMiheaik 3.7 68

105 StabilityMofMtheMbiodiversityMofMtheMsurfaceMconsortiaMofM–ubbeenYMaMredasmearMcheesebMJournalfoff
DairyfScienceYM2007YMmdYMffddaed 4 72

104 viochemicalMevidenceMforMtheMproteolyticMdegradationMofMinfectiousMprionMproteinMPrPscMinMhamsterM
brainMhomogenatesMbyMfoodborneMbacteriabMSystematicfandfAppliedfMicrobiologyYM2006YMfmYMejiake 4.2 19

103 wereulideMsynthetaseMgeneMclusterMfromMemeticMvacillusMcereusnMstructureMandMlocationMonMaMmegaM
virulenceMplasmidMrelatedMtoMvacillusManthracisMtoxinMplasmidMpXOebMBMCfMicrobiologyYM2006YMjYMfd 4.5 154

102
ReliableMandMrapidMidentificationMofMListeriaMmonocytogenesMandMListeriaMspeciesMbyMartificialMneuralM
networkabasedMzourierMtransformMinfraredMspectroscopybMAppliedfandfEnvironmentalfMicrobiologyYM
2006YMkfYMmmhaeddd

4.8 95

101 InhibitionMofMListeriaMmonocytogenesMbyMfoodaborneMyeastsbMAppliedfandfEnvironmentalfMicrobiologyYM
2006YMkfYMgegal 4.8 55

100 TranscriptionalManalysisMofMlongatermMadaptationMofMYersiniaMenterocoliticaMtoMlowatemperatureM
growthbMJournalfoffBacteriologyYM2006YMellYMfmhiail 3.5 47

99 LifeMatMLowMTemperaturesM2006YMfedafjf 19

98 RapidManalysisMofMtwoMfoodaborneMmicrobialMcommunitiesMatMtheMspeciesMlevelMbyMzourieratransformM
infraredMmicrospectroscopybMEnvironmentalfMicrobiologyYM2006YMlYMlhlaik 5.2 39

97 SourcesMofMtheMadventitiousMmicrofloraMofMaMsmeararipenedMcheesebMJournalfoffAppliedfMicrobiologyYM
2006YMedeYMjjlale 4.7 94

96 LowMtemperatureainducedMinsecticidalMactivityMofMYersiniaMenterocoliticabMMolecularfMicrobiologyYM
2006YMimYMidgaef 4.1 48

95 xegradationMofMscrapieMassociatedMprionMproteinMUPrPScVMbyMtheMgastrointestinalMmicrobiotaMofMcattlebM
VeterinaryfResearchYM2006YMgkYMjmiakdg 3.8 27

94 ymeticMtoxinMformationMofMvacillusMcereusMisMrestrictedMtoMaMsingleMevolutionaryMlineageMofMcloselyM
relatedMstrainsbMMicrobiologyfpUnitedfKingdomrYM2005YMeieYMelgaemk 2.9 261

93 SurfaceMmicrofloraMofMfourMsmeararipenedMcheesesbMAppliedfandfEnvironmentalfMicrobiologyYM2005YM
keYMjhlmaidd 4.8 136
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92
IdentificationMandMpartialMcharacterizationMofMtheMnonribosomalMpeptideMsynthetaseMgeneM
responsibleMforMcereulideMproductionMinMemeticMvacillusMcereusbMAppliedfandfEnvironmentalf
MicrobiologyYM2005YMkeYMediaeg

4.8 200

91 UVMirradiationMandMdesiccationMmodulateMtheMthreeadimensionalMextracellularMmatrixMofMλostocM
communeMUwyanobacteriaVbMJournalfoffBiologicalfChemistryYM2005YMfldYMhdfkeale 5.4 96

90 untialisterialMactivityMandMbiodiversityMofMcheeseMsurfaceMculturesnMinfluenceMofMtheMripeningM
temperatureMregimebMEuropeanfFoodfResearchfandfTechnologyYM2004YMfelYMfhfafhk 3.4 18

89 IdentificationMofMemeticMtoxinMproducingMvacillusMcereusMstrainsMbyMaMnovelMmolecularMassaybMFEMSf
MicrobiologyfLettersYM2004YMfgfYMelmami 2.9 146

88 vacillusMcereusYMtheMcausativeMagentMofManMemeticMtypeMofMfoodaborneMillnessbMMolecularfNutritionfandf
FoodfResearchYM2004YMhlYMhkmalk 5.9 262

87 TemporalMstabilityMandMbiodiversityMofMtwoMcomplexMantilisterialMcheesearipeningMmicrobialMconsortiabM
AppliedfandfEnvironmentalfMicrobiologyYM2003YMjmYMhdefal 4.8 94

86 zourieratransformMinfraredMUzTâ��IRVMspectroscopyMisMaMpromisingMtoolMforMmonitoringMtheMpopulationM
dynamicsMofMmicroorganismsMinMfoodMstuffbMEuropeanfFoodfResearchfandfTechnologyYM2003YMfejYMhghahgm 3.4 16

85 TheMu–UuuuMmotifMinMcspuecufMmRλuMisMimportantMforMadaptationMofMYersiniaMenterocoliticaMtoM
growMatMlowMtemperaturebMMolecularfMicrobiologyYM2003YMidYMejfmahi 4.1 14

84 zunctionalMregulationMofMtheMListeriaMmonocytogenesMbacteriophageMueelMholinMbyManMintragenicM
inhibitorMlackingMtheMfirstMtransmembraneMdomainbMMolecularfMicrobiologyYM2003YMhlYMekgalj 4.1 21

83
uMpediocinaproducingMLactobacillusMplantarumMstrainMinhibitsMListeriaMmonocytogenesMinMaM
multispeciesMcheeseMsurfaceMmicrobialMripeningMconsortiumbMAppliedfandfEnvironmentalfMicrobiologyYM
2003YMjmYMelihak

4.8 82

82 —ighMdeleteriousMgenomicMmutationMrateMinMstationaryMphaseMofMyscherichiaMcolibMScienceYM2003YMgdfYMeiilajd33.3 65

81
waterminalMdomainsMofMListeriaMmonocytogenesMbacteriophageMmureinMhydrolasesMdetermineM
specificMrecognitionMandMhighaaffinityMbindingMtoMbacterialMcellMwallMcarbohydratesbMMolecularf
MicrobiologyYM2002YMhhYMggiahm

4.1 275

80 TheMUVavMstimulonMofMtheMterrestrialMcyanobacteriumMλostocMcommuneMcomprisesMearlyMshockM
proteinsMandMlateMacclimationMproteinsbMMolecularfMicrobiologyYM2002YMhjYMlfkahg 4.1 59

79 PathogenicMpotentialMofMfiftyMvacillusMweihenstephanensisMstrainsbMFEMSfMicrobiologyfLettersYM2002YM
feiYMhkaie 2.9 80

78 SensitiveMinMsituMmonitoringMofMaMrecombinantMbioluminescentMYersiniaMenterocoliticaMreporterM
mutantMinMrealMtimeMonMwamembertMcheesebMAppliedfandfEnvironmentalfMicrobiologyYM2002YMjlYMikgkahd 4.8 23

77 TheMmureinMhydrolaseMofMtheMbacteriophageMphigjfjMdualMlysisMsystemMisMactiveMagainstMallMtestedM
wlostridiumMperfringensMstrainsbMAppliedfandfEnvironmentalfMicrobiologyYM2002YMjlYMigeeak 4.8 108

76 –enomicManalysisMofMwlostridiumMperfringensMbacteriophageMphigjfjYMwhichMintegratesMintoMguauM
andMpossiblyMaffectsMsporulationbMJournalfoffBacteriologyYM2002YMelhYMhgimajl 3.5 68

75 zourieratransformMinfraredMmicrospectroscopyYMaMnovelMandMrapidMtoolMforMidentificationMofMyeastsbM
AppliedfandfEnvironmentalfMicrobiologyYM2002YMjlYMhkekafe 4.8 120

(2002-2005)
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74 IdentificationMofMcoryneformMbacteriaMandMrelatedMtaxaMbyMzourieratransformMinfraredMUzTaIRVM
spectroscopybMInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyYM2002YMifYMmeaedd 2.2 111

73
IntraspecificMdiversityMofMvrevibacteriumMlinensYMworynebacteriumMglutamicumMandMRhodococcusM
erythropolisMbasedMonMpartialMejSMrxλuMsequenceManalysisMandMzourieratransformMinfraredMUzTaIRVM
spectroscopybMMicrobiologyfpUnitedfKingdomrYM2002YMehlYMeifgaeigf

2.9 40

72 PyridinylMpolythiazoleMclassMpeptideMantibioticMmicrococcinMPeYMsecretedMbyMfoodborneM
StaphylococcusMequorumMWSfkggYMisMbiosynthesizedMnonribosomallybMFEBSfJournalYM2001YMfjlYMjgmdahde 28

71 —ighMincidenceMofMListeriaMmonocytogenesMinMyuropeanMredMsmearMcheesebMInternationalfJournalfoff
FoodfMicrobiologyYM2001YMjgYMmeal 5.8 157

70 QuantificationMofMmicroaorganismsMinMbinaryMmixedMpopulationsMbyMzourierMtransformMinfraredMUzTaIRVM
spectroscopybMLettersfinfAppliedfMicrobiologyYM2000YMgdYMliam 2.9 23

69 zunctionalManalysisMofMheterologousMholinMproteinsMinMaMlambdaxeltaSMgeneticMbackgroundbMFEMSf
MicrobiologyfLettersYM2000YMelhYMekmalj 2.9 15

68 RestartMofMexponentialMgrowthMofMcoldashockedMYersiniaMenterocoliticaMoccursMafterMdownaregulationM
ofMcspuecufMmRλubMJournalfoffBacteriologyYM2000YMelfYMgflial 3.5 45

67 –eneMcloningMandMexpressionMandMsecretionMofMListeriaMmonocytogenesMbacteriophagealyticMenzymesM
inMLactococcusMlactisbMAppliedfandfEnvironmentalfMicrobiologyYM2000YMjjYMfmieal 4.8 111

66 zunctionalManalysisMofMheterologousMholinMproteinsMinMaM˛»˛�SMgeneticMbackgroundbMFEMSfMicrobiologyf
LettersYM2000YMelhYMekmaelj 2.9 14

65
TheMmacrocyclicMpeptideMantibioticMmicrococcinMPUeVMisMsecretedMbyMtheMfoodaborneMbacteriumM
StaphylococcusMequorumMWSMfkggMandMinhibitsMListeriaMmonocytogenesMonMsoftMcheesebMAppliedfandf
EnvironmentalfMicrobiologyYM2000YMjjYMfgklalh

4.8 75

64 TheMhemolyticMenterotoxinM—vLMisMbroadlyMdistributedMamongMspeciesMofMtheMvacillusMcereusMgroupbM
AppliedfandfEnvironmentalfMicrobiologyYM1999YMjiYMihgjahf 4.8 150

63 wlimaticMinfluenceMonMmesophilicMvacillusMcereusMandMpsychrotolerantMvacillusMweihenstephanensisM
populationsMinMtropicalYMtemperateMandMalpineMsoilbMEnvironmentalfMicrobiologyYM1999YMeYMidgaei 5.2 66

62 unalysisMofMtheMbacterialMsurfaceMripeningMfloraMofM–ermanMandMzrenchMsmearedMcheesesMwithMrespectM
toMtheirMantialisterialMpotentialbMInternationalfJournalfoffFoodfMicrobiologyYM1999YMhkYMlmamk 5.8 48

61 UVMprotectionMinMcyanobacteriabMEuropeanfJournalfoffPhycologyYM1999YMghYMgfmaggl 2.2 172

60 LongachainMpolyphosphateMcausesMcellMlysisMandMinhibitsMvacillusMcereusMseptumMformationYMwhichMisM
dependentMonMdivalentMcationsbMAppliedfandfEnvironmentalfMicrobiologyYM1999YMjiYMgmhfam 4.8 46

59 yvidenceMforMaMholinalikeMproteinMgeneMfullyMembeddedMoutMofMframeMinMtheMendolysinMgeneMofM
StaphylococcusMaureusMbacteriophageMelkbMJournalfoffBacteriologyYM1999YMeleYMhhifajd 3.5 61

58 PathogenicMYersiniaMspeciesMcarryMaMnovelYMcoldainducibleMmajorMcoldMshockMproteinMtandemMgeneM
duplicationMproducingMbothMbicistronicMandMmonocistronicMmRλubMJournalfoffBacteriologyYM1999YMeleYMjhhmaii3.5 25

57
worrelationMofMejSMribosomalMxλuMsignatureMsequencesMwithMtemperatureadependentMgrowthMratesM
ofMmesophilicMandMpsychrotolerantMstrainsMofMtheMvacillusMcereusMgroupbMJournalfoffBacteriologyYM
1999YMeleYMfjfhagd

3.5 58
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56 TheMtwoacomponentMlysisMsystemMofMStaphylococcusMaureusMbacteriophageMTwortnMaMlargeMTT–astartM
holinMandManMassociatedMamidaseMendolysinbMFEMSfMicrobiologyfLettersYM1998YMejfYMfjiakh 2.9 79

55 RapidMdiscriminationMofMpsychrotolerantMandMmesophilicMstrainsMofMtheMvacillusMcereusMgroupMbyMPwRM
targetingMofMejSMrxλubMJournalfoffMicrobiologicalfMethodsYM1998YMghYMmmaedj 2.8 43

54 xiscriminationMofMpsychrotrophicMandMmesophilicMstrainsMofMtheMvacillusMcereusMgroupMbyMPwRM
targetingMofMmajorMcoldMshockMproteinMgenesbMAppliedfandfEnvironmentalfMicrobiologyYM1998YMjhYMgifiam 4.8 94

53 RapidMandMreliableMidentificationMofMfoodaborneMyeastsMbyMzourieratransformMinfraredMspectroscopybM
AppliedfandfEnvironmentalfMicrobiologyYM1998YMjhYMffdkaeh 4.8 198

52 UVavainducedMsynthesisMofMphotoprotectiveMpigmentsMandMextracellularMpolysaccharidesMinMtheM
terrestrialMcyanobacteriumMλostocMcommunebMJournalfoffBacteriologyYM1997YMekmYMemhdai 3.5 300

51 ThreeMvacillusMcereusMbacteriophageMendolysinsMareMunrelatedMbutMrevealMhighMhomologyMtoMcellMwallM
hydrolasesMfromMdifferentMbacillibMJournalfoffBacteriologyYM1997YMekmYMflhiaie 3.5 108

50 LongawhainMPolyphosphatesMInhibitM–rowthMofMwlostridiumMtyrobutyricumMinMProcessedMwheeseM
SpreadsbMJournalfoffFoodfProtectionYM1997YMjdYMhmgahml 2.5 33

49 IdentificationMofMYoghurtaspoilingMYeastsMwithMelSMrRλuatargetedMOligonucleotideMProbesbM
SystematicfandfAppliedfMicrobiologyYM1997YMfdYMhjlahld 4.2 31

48 IdentificationMofMyeastsMandMcoryneformMbacteriaMfromMtheMsurfaceMmicrofloraMofMbrickMcheesesbM
InternationalfJournalfoffFoodfMicrobiologyYM1997YMghYMeeiafm 5.8 103

47
vacteriophageMreceptorsMonMListeriaMmonocytogenesMcellsMareMtheMλaacetylglucosamineMandM
rhamnoseMsubstituentsMofMteichoicMacidsMorMtheMpeptidoglycanMitselfbMMicrobiologyfpUnitedfKingdomrYM
1996YMehfMUMPtMhVYMmliammf

2.9 95

46 IdentificationMandMpurificationMofMaMfamilyMofMdimericMmajorMcoldMshockMproteinMhomologsMfromMtheM
psychrotrophicMvacillusMcereusMWSvwMedfdebMJournalfoffBacteriologyYM1996YMeklYMfmejafi 3.5 72

45
—eterogeneousMendolysinsMinMListeriaMmonocytogenesMbacteriophagesnMaMnewMclassMofMenzymesMandM
evidenceMforMconservedMholinMgenesMwithinMtheMsiphoviralMlysisMcassettesbMMolecularfMicrobiologyYM
1995YMejYMefgeahe

4.1 150

44 StructureMofMaMnovelMoligosaccharideamycosporineaaminoMacidMultravioletMucvMsunscreenMpigmentM
fromMtheMterrestrialMcyanobacteriumMλostocMcommunebMJournalfoffBiologicalfChemistryYM1995YMfkdYMligjam5.4 129

43 OrganizationMandMtranscriptionalManalysisMofMtheMListeriaMphageMuieeMlateMgeneMregionMcomprisingM
theMmajorMcapsidMandMtailMsheathMproteinMgenesMcpsMandMtshbMJournalfoffBacteriologyYM1995YMekkYMjjdeam 3.5 42

42 TaxonomicalMclassificationMofMfdMnewlyMisolatedMListeriaMbacteriophagesMbyMelectronMmicroscopyMandM
proteinManalysisbMIntervirologyYM1994YMgkYMgeai 2.5 14

41 SupplementaryMListeriaatypingMwithMdefectiveMListeriaMphageMparticlesMUmonocinsVbMLettersfinfAppliedf
MicrobiologyYM1994YMemYMmmaede 2.9 10

40
psbxMsequencesMofMvumilleriopsisMfiliformisMU—eterokontophytaYMXanthophyceaeVMandMPorphyridiumM
purpureumMURhodophytaYMvangiophycidaeVnMevidenceMforMpolyphyleticMoriginsMofMplastidsbMCurrentf
GeneticsYM1993YMfhYMhgkahf

2.9 3

39 yliminationMofMsampleMdiffusionMandMlateralMbandMspreadingMinMisoelectricMfocusingMemployingM
readyamadeMimmobilizedMp—MgradientMgelsbMElectrophoresisYM1992YMegYMhjeag 3.6 6

(1992-1998)
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38 yvidenceMforMmultipleMxenogenousMoriginsMofMplastidsnMcomparisonMofMpsbuagenesMwithMaM
xanthophyteMsequencebMCurrentfGeneticsYM1991YMemYMidgak 2.9 28

37 ΔikroorganismenMinMextremenMLebensrˆ⁄umenbMwyanobakterienMinMWˆ…stenagebietenbMBiologiefinf
UnsererfZeitYM1991YMfeYMffdafff 0.1 4

36 xesiccationMindependenceMofMterrestrialλostocMcommuneMecotypesMUcyanobacteriaVbMMicrobialf
EcologyYM1991YMffYMfkealg 4.4 38

35 wellularMlocalizationMofMcytochromeMcMiigMinMtheMλfafixingMcyanobacteriumMunabaenaMvariabilisbM
ArchivesfoffMicrobiologyYM1990YMeihYMjeh 3 22

34 xoMphotosyntheticMandMrespiratoryMelectronMtransportMchainsMshareMredoxMproteinssbMTrendsfinf
BiochemicalfSciencesYM1990YMeiYMhilajf 10.3 140

33 λatureMofMtheMlightainducedMhMeffluxMandMnaMuptakeMinMcyanobacteriabMPlantfPhysiologyYM1989YMlmYMeffdai 6.6 38

32 TheMrespiratoryMλux—MdehydrogenaseMofMtheMcyanobacteriumMunabaenaMvariabilisnMpurificationMandM
characterizationbMBiochimicafEtfBiophysicafActafvfBioenergeticsYM1989YMmkgYMheahj 4.6 28

31 wytochromeMcMOxidaseMofMtheMwyanobacteriumMPhormidiumMfoveolarumbMZeitschriftfFurf
NaturforschungfvfSectionfCfJournalfoffBiosciencesYM1989YMhhYMgklaglg 1.7 2

30 InteractionMofMphotosynthesisYMrespirationMandMnitrogenMfixationMinMcyanobacteriabMPhotosynthesisf
ResearchYM1988YMeiYMmiaeeh 3.7 116

29 RespirationYMcyanideainsensitiveMoxygenMuptakeMandMoxidativeMphosphorylationMinMcyanobacteriabM
PhysiologiafPlantarumYM1988YMkfYMgkmaglh 4.6 16

28 zerredoxinaλuxPXMoxidoreductaseMisMtheMrespiratoryMλuxP—MdehydrogenaseMofMtheM
cyanobacteriumMunabaenaMvariabilisbMArchivesfoffBiochemistryfandfBiophysicsYM1988YMfjkYMfflagi 4.1 37

27 wytochromeMaagMfromMheterocystsMofMtheMcyanobacteriumMunabaenaMvariabilisnMIsolationMandM
spectralMcharacterizationbMBiochimicafEtfBiophysicafActafvfBioenergeticsYM1988YMmghYMeljaemd 4.6 31

26 LightaInducedMProtonMReleaseMbyMtheMwyanobacteriumMunabaenaMvariabilisnMxependenceMonMwOUfVM
andMλabMPlantfPhysiologyYM1988YMljYMkjmakf 6.6 18

25 vioenergeticsMStudiesMofMtheMwyanobacteriumMunabaenaMvariabilisbMZeitschriftfFurfNaturforschungfvf
SectionfCfJournalfoffBiosciencesYM1987YMhfYMefldaeflh 1.7 5

24 RecoveryMofMadenineanucleotideMpoolsMinMterrestrialMblueagreenMalgaeMafterMprolongedMdroughtM
periodsbMOecologiaYM1986YMjlYMiliaill 2.9 32

23 yffectMofMΔonochromaticMLightMonMProtonMyffluxMofMtheMvluea–reenMulgaMunabaenaMvariabilisbMPlantf
PhysiologyYM1986YMleYMmgmahe 6.6 7

22 xifferentMenzymesMinvolvedMinMλux—aMandMλuxP—adependentMrespirationMinMtheM
cyanobacteriumunabaenaMvariabilisbMFEMSfMicrobiologyfLettersYM1985YMfjYMehkaeie 2.9 13

21 wouldMlifeMhaveMarisenMinMtheMprimitiveMatmospheresbMJournalfoffMolecularfEvolutionYM1985YMffYMmeah 3.1 8
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20 zructoseaStimulatedMzerrievanideMReductionMbyMIntactMvluea–reenMulgaebMZeitschriftfFurf
NaturforschungfvfSectionfCfJournalfoffBiosciencesYM1985YMhdYMeglaehe 1.7 3

19
InteractionMofMPhotosyntheticMandMRespiratoryMylectronMTransportMinMvluea–reenMulgaenMyffectMofMaM
wytochromeMcaiigMSpecificMuntibodybMZeitschriftfFurfNaturforschungfvfSectionfCfJournalfoffBiosciences
YM1984YMgmYMjfgajfj

1.7 17

18 PhotoinhibitionMofMrespiratoryMwOfMreleaseMinMtheMgreenMalgaMScenedesmusbMPhysiologiafPlantarumYM
1984YMjdYMiikaijd 4.6 7

17
InteractionMofMrespiratoryMandMphotosyntheticMelectronMtransportYMandMevidenceMforM
membraneaboundMpyridineanucleotideMdehydrogenasesMinMunabaenaMvariabilisbMPhysiologiaf
PlantarumYM1984YMjdYMhkmahlg

4.6 22

16 VanadateasensitiveMprotonMeffluxMbyMfilamentousMcyanobacteriabMFEMSfMicrobiologyfLettersYM1984YM
ffYMfeiafel 2.9 16

15 TransmembraneMelectronMtransportMandMtheMneutralMtheoryMofMevolutionbMOriginsfoffLifefandf
EvolutionfoffBiospheresYM1984YMehYMkfiage 1

14 RewettingMofMdroughtaresistantMblueagreenMalgaenMTimeMcourseMofMwaterMuptakeMandMreappearanceM
ofMrespirationYMphotosynthesisYMandMnitrogenMfixationbMOecologiaYM1984YMjfYMhelahfg 2.9 153

13 RespiratoryMandMPhotosyntheticMylectronMTransportMinMunabaenaMVariabilisnMLightaxarkMuctivitiesMofM
PyridineaλucleotideMxehydrogenasesM1984YMjgiajgl

12 InteractionMofMPhotosyntheticMandMRespiratoryMylectronMTransportMinMvlueagreenMulgaenM
ProtonayffluxMStudiesM1984YMjgeajgh

11 vasicMfunctionalMstatesMinMtheMevolutionMofMlightadrivenMcyclicMelectronMtransportbMJournalfoff
TheoreticalfBiologyYM1983YMedhYMflmafmm 2.3 5

10 —ybridisierungMundMVerwandtschaftsgradeMinnerhalbMderMunatidaeMâ��MeineMsystematischeMundM
evolutionstheoretischeMvetrachtungbMJournalfFurfOrnithologieYM1982YMefgYMgikagld 28

9 RespirationMofMblueagreenMalgaeMinMtheMlightbMArchivesfoffMicrobiologyYM1982YMegfYMgfmaggf 3 58

8 InteractionMofMrespiratoryMandMphotosyntheticMelectronMtransportMinMunabaenaMvariabilisMüˆ…tzbbM
ArchivesfoffMicrobiologyYM1982YMegfYMgggaggk 3 39

7 ReconstitutionMofMelectronMtransportMbyMcytochromeMcaiigMinMaMcellafreeMsystemMofMλostocM
muscorumbMPhotosynthesisfResearchYM1982YMgYMemeafde 3.7 27

6
urrheniusMPlotsMIndicateMLocalizationMofMPhotosyntheticMandMRespiratoryMylectronMTransportMinM
xifferentMΔembraneMRegionsMofMunabaenabMZeitschriftfFurfNaturforschungfvfSectionfCfJournalfoff
BiosciencesYM1981YMgjYMedgjaedhd

1.7 27

5 IncreaseMofMnitrogenaseMactivityMinMtheMblueagreenMalgaMλostocMmuscorumMUwyanobacteriumVbMJournalf
offBacteriologyYM1980YMehhYMedekafg 3.5 23

4 ureMuntisenseMProteinsMinMProkaryotesMzunctionals 1

3 UVMprotectionMinMcyanobacteria 3

(-1985)
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2 yvidenceMforMλumerousMymbeddedMuntisenseMOverlappingM–enesMinMxiverseybMcoliStrains 4

1 ShadowMORzsMilluminatednMlongMoverlappingMgenesMinMPseudomonasMaeruginosaMareMtranslatedMandM
underMpurifyingMselection 1
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