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Drug repurposing screens reveal cell-type-specific entry pathways and FDA-approved drugs active 6.4 176
against SARS-Cov-2. Cell Reports, 2021, 35, 108959. :

Seasonal human coronavirus antibodies are boosted upon SARS-CoV-2 infection but not associated
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Pharmacological activation of STING blocks SARS-CoV-2 infection. Science Immunology, 2021, 6, . 11.9 123

Targeting the coronavirus nucleocapsid protein through GSK-3 inhibition. Proceedings of the
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Rabies virus-based COVID-19 vaccine CORAVAX3,,¢ induces high levels of neutralizing antibodies against 6.0 2
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Deep immune profiling of COVID-19 patients reveals distinct immunotypes with therapeutic
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Envelope protein ubiquitination drives entry and pathogenesis of Zika virus. Nature, 2020, 585, 414-419.
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