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The <i>TFL1<[i> homologue <i>KSN«/[i> is a regulator of continuous flowering in rose and strawberry.
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Biochemical Changes during Fruit Development of Four Strawberry Cultivars. Journal of the
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Genetic dissection of fruit quality traits in the octoploid cultivated strawberry highlights the role
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Metabolic Interaction between Anthocyanin and Lignin Biosynthesis Is Associated with Peroxidase
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A Specific Gibberellin 20-Oxidase Dictates the Flowering-Runnering Decision in Diploid Strawberry.
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PFRU, a single dominant locus regulates the balance between sexual and asexual plant reproduction in
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Bud structure, position and fate generate various branching patterns along shoots of closely related
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Nitrogen-responsive genes are differentially regulated in planta during Fusarium oxyspsorum f. sp.
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Structured diversity in octoploid strawberry cultivars: importance of the old European germplasm.
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Identification of successive flowering phases highlights a new genetic control of the flowering
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Validation of molecular markers associated with perpetual flowering in Octoploid Fragaria
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Identifying phenological phases in strawberry using multiple change-point models. Journal of
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