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Disentangling the impact of alcohol use and hepatitis C on insulin action in Latino individuals.

Alcoholism: Clinical and Experimental Research, 2022, 46, 87-99.

Epigenome-wide association study of lung function in Latino children and youth with asthma. Clinical a1 12
Epigenetics, 2022, 14, 9. :

Integrative genomic analysis in African American children with asthma finds three novel loci
associated with lung function. Genetic Epidemiology, 2021, 45, 190-208.

A genome-wide association study of severe asthma exacerbations in Latino children and adolescents. 6.7 15
European Respiratory Journal, 2021, 57, 2002693. :

A genome-wide study of DNA methylation in white blood cells and asthma in Latino children and
youth. Epigenetics, 2021, 16, 577-585.

A genome-wide association study of asthma hospitalizations in adults. Journal of Allergy and Clinical 9.9 23
Immunology, 2021, 147, 933-940. :

Germline genetic contribution to the immune landscape of cancer. Immunity, 2021, 54, 367-386.e8.

NLRP1 variant M1184V decreases inflammasome activation in the context of DPP9 inhibition and asthma

severity. Journal of Allergy and Clinical Imnmunology, 2021, 147, 2134-2145.€20. 2.9 1

Cross-ancestry GWAS meta-analysis identifies six breast cancer loci in African and European ancestry
women. Nature Communications, 2021, 12, 4198.

Immunotherapy-Mediated Th?/roid Dysfunction: Genetic Risk and Impact on Outcomes with PD-1 70 40
Blockade in Non&€“Small Cell Lung Cancer. Clinical Cancer Research, 2021, 27, 5131-5140. )

Raciallethnic differences in eligibility for asthma biologics among pediatric populations. Journal of
Allergy and Clinical Immunology, 2021, 148, 1324-1331.e12.

Native American Ancestry and Air Pollution Interact to Impact Bronchodilator Response in Puerto 9.3 5
Rican Children with Asthma. Ethnicity and Disease, 2021, 31, 77-88. :

Lymph node&€“resident dendritic cells drive T <sub>H</sub> 2 cell development involving MARCH1.
Science Immunology, 2021, 6, eabh0707.

Role of Sex on the Genetic Susceptibility to Childhood Asthma in Latinos and African Americans. 95 .
Journal of Personalized Medicine, 2021, 11, 1140. :

Pharmacogenetic studies of long-acting beta agonist and inhaled corticosteroid responsiveness in
randomised controlled trials of individuals of African descent with asthma. The Lancet Child and
Adolescent Health, 2021, 5, 862-872.

A Polygenic Risk Score for Breast Cancer in US Latinas and Latin American Women. Journal of the 6.3 53
National Cancer Institute, 2020, 112, 590-598. :

European genetic ancestry associated with risk of childhood ependymoma. Neuro-Oncology, 2020, 22,

1637-1646.

On the cross-population generalizability of gene expression prediction models. PLoS Genetics, 2020, 16,
21008927. 35 4
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Lung Function in African American Children with Asthma Is Associated with Novel Regulatory
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Whole-Genome Sequencing Identifies Novel Functional Loci Associated with Lung Function in Puerto

Rican Youth. American Journal of Respiratory and Critical Care Medicine, 2020, 202, 962-972. 5.6 1

Human Epidermal Growth Factor Receptor 23€"“Positive Breast Cancer Is Associated with Indigenous
American Ancestry in Latin American Women. Cancer Research, 2020, 80, 1893-1901.

Asthma and its relationship to mitochondrial copy number: Results from the Asthma Translational
Genomics Collaborative (ATGC) of the Trans-Omics for Precision Medicine (TOPMed) program. PLoS 2.5 16
ONE, 2020, 15, e0242364.

On the cross-population generalizability of gene expression prediction models. , 2020, 16, e1008927.

On the cross-population generalizability of gene expression prediction models., 2020, 16, e1008927. 0

On the cross-population generalizability of gene expression prediction models. , 2020, 16, e1008927.
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On the cross-population generalizability of gene expression prediction models. , 2020, 16, e1008927.

On the cross-population generalizability of gene expression prediction models. , 2020, 16, e1008927. 0

Ambient air pollution, asthma drug response, and telomere length in African American youth. Journal
of Allergy and Clinical Imnmunology, 2019, 144, 839-845.e10.

Association of imputed prostate cancer transcriptome with disease risk reveals novel mechanisms.

Nature Communications, 2019, 10, 3107. 12.8 28

Meta-analysis of GWA studies provides new insights on the genetic architecture of skin pigmentation
in recently admixed populations. BMC Genetics, 2019, 20, 59.

In utero tobacco smoke exposure, DNA methylation, and asthma in Latino children. Environmental 2.0 o4
Epidemiology, 2019, 3, e048. :

Ancestry-Dependent Enrichment of Deleterious Homozygotes in Runs of Homozygosity. American
Journal of Human Genetics, 2019, 105, 747-762.

Whole Genome Sequencing Identifies CRISPLD2 as a Lung Function Gene in Children With Asthma. 0.8 5
Chest, 2019, 156, 1068-1079. :

Genomed€wide association study of inhaled corticosteroid response in admixed children with asthma.

Clinical and Experimental Allergy, 2019, 49, 789-798.

Epigenome-wide meta-analysis of DNA methylation and childhood asthma. Journal of Allergy and 9.9 147
Clinical Immunology, 2019, 143, 2062-2074. :
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Functional genomics of CDHR3 confirms its role in HRV-C infection and childhood asthma

exacerbations. Journal of Allergy and Clinical Immunology, 2019, 144, 962-971. 2.9 63

A genome-wide association and admixture mapping study of bronchodilator drug response in African
Americans with asthma. Pharmacogenomics Journal, 2019, 19, 249-259.

An admixture mapping meta-analysis implicates genetic variation at 1821 with asthma susceptibility in
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Identification of novel common breast cancer risk variants at the 6q25 locusAamong Latinas. Breast
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Dysregulated invertebrate tropomyosina€“dectin-1 interaction confers susceptibility to allergic
diseases. Science Immunology, 2018, 3, .
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Genetic Determinants of Telomere Length in African American Youth. Scientific Reports, 2018, 8, 13265. 3.3 20

Multiethnic meta-analysis identifies ancestry-specific and cross-ancestry loci for pulmonary function.
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Ancestry and genetic associations with bronchoFulmonar?/ dysplasia in preterm infants. American 9.9 04
Journal of Physiology - Lung Cellular and Molecular Physiology, 2018, 315, L858-L869. :

Secondhand smoke exposure and asthma outcomes among African-American and Latino children with
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Sparse PCA corrects for cell type heterogeneity in epigenome-wide association studies. Nature 19.0 205
Methods, 2016, 13, 443-445. )
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