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1 A rice XANTHINE DEHYDROGENASE gene regulates leaf senescence and response to abiotic stresses.
Crop Journal, 2022, 10, 310-322. 2.3 7

2 CRISPRâ€•Cas9 mediated <i>OsMIR168a</i> knockout reveals its pleiotropy in rice. Plant Biotechnology
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4 Chromosome-level genome assembly of Zizania latifolia provides insights into its seed shattering and
phytocassane biosynthesis. Communications Biology, 2022, 5, 36. 2.0 11

5 Genome-wide association study and transcriptome analysis reveal new QTL and candidate genes for
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6 The Potential Roles of Unique Leaf Structure for the Adaptation of Rheum tanguticum Maxim. ex Balf.
in Qinghaiâ€“Tibetan Plateau. Plants, 2022, 11, 512. 1.6 3

7 Partially functional <i>NARROW LEAF1</i> balances leaf photosynthesis and plant architecture for
greater rice yield. Plant Physiology, 2022, 189, 772-789. 2.3 12

8 LMPA Regulates Lesion Mimic Leaf and Panicle Development Through ROS-Induced PCD in Rice.
Frontiers in Plant Science, 2022, 13, 875038. 1.7 7

9
The divergence of brassinosteroid sensitivity between rice subspecies involves natural variation
conferring altered internal autoâ€•binding of OsBSK2. Journal of Integrative Plant Biology, 2022, 64,
1614-1630.

4.1 6

10 A super pan-genomic landscape of rice. Cell Research, 2022, 32, 878-896. 5.7 99

11 LRG1 maintains sterile lemma identity by regulating OsMADS6 expression in rice. Science China Life
Sciences, 2021, 64, 1190-1192. 2.3 4

12 Disruption of <i>EARLY LESION LEAF 1</i>, encoding a cytochrome P450 monooxygenase, induces ROS
accumulation and cell death in rice. Plant Journal, 2021, 105, 942-956. 2.8 56

13 The rice LRR-like1 protein YELLOW AND PREMATURE DWARF 1 is involved in leaf senescence induced by
high light. Journal of Experimental Botany, 2021, 72, 1589-1605. 2.4 10
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Functional analysis of auxin receptor <i>OsTIR1</i>/<i>OsAFB</i> family members in rice grain yield,
tillering, plant height, root system, germination, and auxinic herbicide resistance. New Phytologist,
2021, 229, 2676-2692.

3.5 45

15
Formyl tetrahydrofolate deformylase affects hydrogen peroxide accumulation and leaf senescence by
regulating the folate status and redox homeostasis in rice. Science China Life Sciences, 2021, 64,
720-738.
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16 <i>PHOTOâ€•SENSITIVE LEAF ROLLING 1</i> encodes a polygalacturonase that modifies cell wall structure
and drought tolerance in rice. New Phytologist, 2021, 229, 890-901. 3.5 40

17 Efficient deletion of multiple circle RNA loci by CRISPRâ€•Cas9 reveals <i>Os06circ02797</i> as a putative
sponge for <i>OsMIR408</i> in rice. Plant Biotechnology Journal, 2021, 19, 1240-1252. 4.1 37

18 The LARGE2-APO1/APO2 regulatory module controls panicle size and grain number in rice. Plant Cell,
2021, 33, 1212-1228. 3.1 48
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19 A route to de novo domestication of wild allotetraploid rice. Cell, 2021, 184, 1156-1170.e14. 13.5 259

20 The ell1 mutation disrupts tryptophan metabolism and induces cell death. Plant Signaling and
Behavior, 2021, 16, 1905336. 1.2 1
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Signaling and Behavior, 2021, 16, 1926813. 1.2 2
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24 OsMORF9 is necessary for chloroplast development and seedling survival in rice. Plant Science, 2021,
307, 110907. 1.7 16

25 The Ghd7 transcription factor represses ARE1 expression to enhance nitrogen utilization and grain
yield in rice. Molecular Plant, 2021, 14, 1012-1023. 3.9 36

26 Progress and Prospect of Breeding Utilization of Green Revolution Gene SD1 in Rice. Agriculture
(Switzerland), 2021, 11, 611. 1.4 16

27 Primary root and root hair development regulation by <i>OsAUX4</i> and its participation in the
phosphate starvation response. Journal of Integrative Plant Biology, 2021, 63, 1555-1567. 4.1 20

28 A Î²â€•ketoacyl carrier protein reductase confers heat tolerance via the regulation of fatty acid
biosynthesis and stress signaling in rice. New Phytologist, 2021, 232, 655-672. 3.5 26

29 The GW2-WG1-OsbZIP47 pathway controls grain size and weight in rice. Molecular Plant, 2021, 14,
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30 <i>WHITE AND LESIONâ€•MIMIC LEAF1</i>, encoding a lumazine synthase, affects reactive oxygen species
balance and chloroplast development in rice. Plant Journal, 2021, 108, 1690-1703. 2.8 8

31 Loci and Natural Alleles for Low-Nitrogen-Induced Growth Response Revealed by the Genome-Wide
Association Study Analysis in Rice (Oryza sativa L.). Frontiers in Plant Science, 2021, 12, 770736. 1.7 4
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Using <i>Heading date 1</i> preponderant alleles from <i>indica</i> cultivars to breed highâ€•yield,
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33 Multifloret spikelet improves rice yield. New Phytologist, 2020, 225, 2301-2306. 3.5 28

34 ABNORMAL FLOWER AND GRAIN 1 encodes OsMADS6 and determines palea identity and affects rice grain
yield and quality. Science China Life Sciences, 2020, 63, 228-238. 2.3 28

35 Cyclophilin OsCYP20â€•2 with a novel variant integrates defense and cell elongation for chilling
response in rice. New Phytologist, 2020, 225, 2453-2467. 3.5 19

36 MYB61 is regulated by GRF4 and promotes nitrogen utilization and biomass production in rice. Nature
Communications, 2020, 11, 5219. 5.8 61
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37 Karrikin Signaling Acts Parallel to and Additively with Strigolactone Signaling to Regulate Rice
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38 MORE FLORET1 Encodes a MYB Transcription Factor That Regulates Spikelet Development in Rice. Plant
Physiology, 2020, 184, 251-265. 2.3 16
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efficiency. Plant Physiology and Biochemistry, 2020, 157, 359-369. 2.8 17

40 Development of Rice Leaves: How Histocytes Modulate Leaf Polarity Establishment. Rice Science, 2020,
27, 468-479. 1.7 12

41 The complete chloroplast genome of <i>Saussurea medusa</i> (Asteraceae), a rare subnival plant in
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42 OsCAF2 contains two CRM domains and is necessary for chloroplast development in rice. BMC Plant
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assimilation in rice. Plant Journal, 2020, 104, 44-58. 2.8 26
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50 Understanding divergent domestication traits from the whole-genome sequencing of swamp- and
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51 Control of Grain Size and Weight by the GSK2-LARGE1/OML4 Pathway in Rice. Plant Cell, 2020, 32,
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54 Mutation of a Nucleotide-Binding Leucine-Rich Repeat Immune Receptor-Type Protein Disrupts Immunity
to Bacterial Blight. Plant Physiology, 2019, 181, 1295-1313. 2.3 13
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55 <i><scp>AH</scp>2</i> encodes a <scp>MYB</scp> domain protein that determines hull fate and
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58 OsCAF1, a CRM Domain Containing Protein, Influences Chloroplast Development. International Journal
of Molecular Sciences, 2019, 20, 4386. 1.8 13
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61 A Nckâ€•associated protein 1â€•like protein affects drought sensitivity by its involvement in leaf epidermal
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62 Rapid Creation of New Photoperiod-/Thermo-Sensitive Genic Male-Sterile Rice Materials by CRISPR/Cas9
System. Rice Science, 2019, 26, 129-132. 1.7 10
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65 The auxin influx carrier, OsAUX3, regulates rice root development and responses to aluminium stress.
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67 Functional Analysis of Three Rice Chloroplast Transit Peptides. Rice Science, 2019, 26, 11-20. 1.7 3
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69 Genetic variations in ARE1 mediate grain yield by modulating nitrogen utilization in rice. Nature
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72 FRUCTOKINASEâ€•LIKE PROTEIN 1 interacts with TRXz to regulate chloroplast development in rice. Journal
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Senescence in Rice. International Journal of Molecular Sciences, 2018, 19, 2853. 1.8 12

76 Callus Initiation from Root Explants Employs Different Strategies in Rice and Arabidopsis. Plant and
Cell Physiology, 2018, 59, 1782-1789. 1.5 19
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87 Rice Ferredoxin-Dependent Glutamate Synthase Regulates Nitrogenâ€“Carbon Metabolomes and Is
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110 OsARF16, a transcription factor, is required for auxin and phosphate starvation response in rice
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Rice zinc finger protein DST enhances grain production through controlling <i>Gn1a/OsCKX2</i>
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140 Identification of salt-tolerance QTL in rice (Oryza sativa L.). Science Bulletin, 1999, 44, 68-71. 1.7 45


