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j Paper IF Citations

123 trivingLfactorsLinfluencingLtheLrhizobacteriomeLcommunityLstructureLofLplantsLadaptedLtoLmultipleL
climaticLstressorsLinLedaphicLsavannasZLScienceeofetheeTotaleEnvironmentXL2021XLgfiXLadebad 10.2 6

122 tevelopmentLofLβicrobiomeLriobanksLYLshallengesLandLOpportunitiesZLTrendseineMicrobiologyXL2021
XLbiXLhiYib 12.4 12

121 ympactsLonLynternationalLResearchLsollaborationsLfromLtSy[qrSLUncertaintyZLTrendseine
BiotechnologyXL2021XLciXLdc]Ydcc 15.1

120 wenomeLSequenceLofLrrevundimonasLspZXLanLqrsenicLResistantLSoilLracteriumZLDiversityXL2021XLacXLcdd 2.5 4

119 SequenceLpolarityLbetweenLtheLpromoterLandLtheLadjacentLgeneLmodulatesLpromoterLactivityZL
PlasmidXL2021XLaagXLa]beih 3.3 0

118 βetagenomeYqssembledLwenomeLSequencesLofLviveLStrainsLfromLtheLTPrairieLVoleULvecalL
βicrobiomeZLMicrobiologyeResourceeAnnouncementsXL2020XLiXL 1.3 2

117 TimeLSeriesLResolutionLofLtheLvishLNecrobiomeLRevealsLaLtecomposerLSuccessionLynvolvingL
ToxigenicLracterialLPathogensZLMSystemsXL2020XLeXL 7.6 5

116 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaZLPLoSeONEXL2020XLaeXLe]bahc]b 3.7 9

115 ysolationLandLydentificationLofLundophyticLracteriaLfromLβycorrhizalLTissuesLofLTerrestrialLOrchidsL
fromLSouthernLshileZLDiversityXL2020XLabXLee 2.5 12

114 βicrobiomeLdefinitionLreYvisitedjLoldLconceptsLandLnewLchallengesZLMicrobiomeXL2020XLhXLa]c 16.6 271

113 UnravelingLaLTangledLSkeinjLuvolutionaryLqnalysisLofLtheLracterialLwibberellinLriosyntheticLOperonZL
MSphereXL2020XLeXL 5 4

112 vungalLandLracterialLβicrobiomeLqssociatedLwithLtheLRhizosphereLofLNativeLPlantsLfromLtheL
qtacamaLtesertZLMicroorganismsXL2020XLhXL 4.9 18

111 SlrdXLaLnewlyLidentifiedLSYlayerLproteinLfromLmarineLwammaproteobacteriaXLisLaLmajorLbiofilmLmatrixL
componentZLMoleculareMicrobiologyXL2020XLaadXLigiYii] 4.1 1

110 tynamicsLofLmicrobialLpopulationsLandLdiversityLinLNqPΦLcontaminatedLpeatLsoilLunderLvaryingL
waterLtableLconditionsZLEnvironmentaleResearchXL2020XLaiaXLaa]afg 7.9 8

109 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaL2020XLaeXLe]bahc]b

108 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaL2020XLaeXLe]bahc]b

107 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaL2020XLaeXLe]bahc]b
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106 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaL2020XLaeXLe]bahc]b

105 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaL2020XLaeXLe]bahc]b

104 ΦacticLacidLcontainingLpolymersLproducedLinLengineeredLSinorhizobiumLmelilotiLandLPseudomonasL
putidaL2020XLaeXLe]bahc]b

103 unhancedLqrsenicLToleranceLinLynoculatedLwithLqrsenicYResistantLandLPlantLwrowthLPromoterL
βicroorganismsLfromLaLxeavyLβetalYPollutedLSoilZLMicroorganismsXL2019XLgXL 4.9 17

102 tesignerLSinorhizobiumLmelilotiLstrainsLandLmultiYfunctionalLvectorsLenableLdirectLinterYkingdomL
tNqLtransferZLPLoSeONEXL2019XLadXLe]b]fgha 3.7 12

101 toesLaLcarbonatiteLdepositLinfluenceLitsLsurroundingLecosystemoZLFacetsXL2019XLdXLchiYd]f 2.3 2

100 qnLengineeredLwvPLfluorescentLbacterialLbiosensorLforLdetectingLandLquantifyingLsilverLandLcopperL
ionsZLBioMetalsXL2019XLcbXLbfeYbgb 3.4 6

99 tevelopingLaLSystemLforLvunctionYrasedLScreeningLofLtNqLfromLtheLxumanLwutLβicrobiomeZL
MSystemsXL2018XLcXL 7.6 4

98 βethodsLforLtheLysolationLofLwenesLuncodingLNovelLPxqLβetabolismLunzymesLfromLsomplexL
βicrobialLsommunitiesZLMethodseineMoleculareBiologyXL2017XLaeciXLbcgYbdh 1.4 1

97 qLcommunalLcatalogueLrevealsLuarthSsLmultiscaleLmicrobialLdiversityZLNatureXL2017XLeeaXLdegYdfc 50.4 1076

96 undophyticLPhytohormonesLandLTheirLRoleLinLPlantLwrowthLPromotionL2017XLhiYa]e 18

95 βetagenomicLsosmidLΦibrariesLSuitableLforLvunctionalLScreeningLinLProteobacteriaL2017XLaYaa 1

94
SynthesisLandLPhysicalLPropertiesLofLPolyhydroxyalkanoateLPolymersLwithLtifferentLβonomerL
sompositionsLbyLRecombinantLPseudomonasLputidaLΦSdfLuxpressingLaLNovelLPxqLSYNTxqSuL
TPhasaafULunzymeZLAppliedeScienceseoSwitzerlandpXL2017XLgXLbdb

2.6 35

93 TheLsompletedLPacrioLSingleYβoleculeLRealYTimeLSequenceLofLStrainLOrcbLRevealsLtheLPresenceL
ofLaLThirdLΦargeLPlasmidZLGenomeeAnnouncementsXL2017XLeXL 3

92 tiscoveryLofLaLproteolyticLflagellinLfamilyLinLdiverseLbacterialLphylaLthatLassemblesLenzymaticallyL
activeLflagellaZLNatureeCommunicationsXL2017XLhXLeba 17.4 27

91 TranscriptomeLqnalysisLofLPolyhydroxybutyrateLsycleLβutantsLRevealsLtiscreteLΦociLsonnectingL
NitrogenLUtilizationLandLsarbonLStorageLinZLMSystemsXL2017XLbXL 7.6 10

90 ulucidationLofLgibberellinLbiosynthesisLinLbacteriaLrevealsLconvergentLevolutionZLNatureeChemicale
BiologyXL2017XLacXLfiYgd 11.7 68

89 vunctionalLmetagenomicsLrevealsLnovelL˛†YgalactosidasesLnotLpredictableLfromLgeneLsequencesZL
PLoSeONEXL2017XLabXLe]agbede 3.7 29

(2017-2020)
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88
ungineeringLofLuscherichiaLcoliLforLdirectLandLmodulatedLbiosynthesisLofL
polyTcYhydroxybutyrateYcoYcYhydroxyvalerateULcopolymerLusingLunrelatedLcarbonLsourcesZLScientifice
ReportsXL2016XLfXLcfdg]

4.9 18

87 NovelLpolyhydroxyalkanoateLcopolymersLproducedLinLPseudomonasLputidaLbyLmetagenomicL
polyhydroxyalkanoateLsynthasesZLAppliedeMicrobiologyeandeBiotechnologyXL2016XLa]]XLgfaaYbg 5.7 12

86 qnLanalysisLofLtheLvalidityLandLutilityLofLtheLproximonLpropositionZLFunctionaleandeIntegrativee
GenomicsXL2016XLafXLbaeYb] 3.8 2

85 wenomeYengineeredLSinorhizobiumLmelilotiLforLtheLproductionLofLpolyTlacticYcoYcYhydroxybutyricUL
acidLcopolymerZLCanadianeJournaleofeMicrobiologyXL2016XLfbXLac]Yh 3.2 10

84 βetagenomicLqpproachesLtoLydentifyLNovelLOrganismsLfromLtheLSoilLunvironmentLinLaLslassroomL
SettingZLJournaleofeMicrobiologyeandeBiologyeEducationXL2016XLagXLdbcYdbi 1.3 2

83 StrongLspuriousLtranscriptionLlikelyLcontributesLtoLtNqLinsertLbiasLinLtypicalLmetagenomicLcloneL
librariesZLMicrobiomeXL2015XLcXLbb 16.6 14

82 surrentLandLfutureLresourcesLforLfunctionalLmetagenomicsZLFrontierseineMicrobiologyXL2015XLfXLaaif 5.7 81

81 qLbioinformaticsLapproachLtoLtheLdeterminationLofLgenesLinvolvedLinLendophyticLbehaviorLinL
rurkholderiaLsppZLJournaleofeTheoreticaleBiologyXL2014XLcdcXLaicYh 2.3 97

80 qmeliorationLofLhighLsalinityLstressLdamageLbyLplantLgrowthYpromotingLbacterialLendophytesLthatL
containLqssLdeaminaseZLPlantePhysiologyeandeBiochemistryXL2014XLh]XLaf]Yg 5.4 336

79 VersatileLbroadYhostYrangeLcosmidsLforLconstructionLofLhighLqualityLmetagenomicLlibrariesZLJournale
ofeMicrobiologicaleMethodsXL2014XLiiXLbgYcd 2.8 37

78 uvaluationLofLaLpooledLstrategyLforLhighYthroughputLsequencingLofLcosmidLclonesLfromL
metagenomicLlibrariesZLPLoSeONEXL2014XLiXLeihifh 3.7 12

77 βultisubstrateLisotopeLlabelingLandLmetagenomicLanalysisLofLactiveLsoilLbacterialLcommunitiesZL
MBioXL2014XLeXLe]aaegYad 7.8 89

76 βetaProxjLtheLdatabaseLofLmetagenomicLproximonsZLDatabase:etheeJournaleofeBiologicaleDatabasese
andeCurationXL2014XLb]adXL 5 6

75 βembersLofLtheLSinorhizobiumLmelilotiLshvyLregulonLidentifiedLbyLaLtNqLbindingLscreenZLBMCe
MicrobiologyXL2013XLacXLacb 4.5 11

74 βeetingLreportjLastLinternationalLfunctionalLmetagenomicsLworkshopLmayLgYhXLb]abXLstZLzacobsXL
ontarioXLsanadaZLStandardseineGenomiceSciencesXL2013XLhXLa]fYaa 2

73 telayLofLflowerLsenescenceLbyLbacterialLendophytesLexpressingL
aYaminocyclopropaneYaYcarboxylateLdeaminaseZLJournaleofeAppliedeMicrobiologyXL2012XLaacXLaaciYdd 4.7 102

72 NonlinearLelectrophoresisLforLpurificationLofLsoilLtNqLforLmetagenomicsZLJournaleofeMicrobiologicale
MethodsXL2012XLhhXLceYd] 2.8 28

71 ysolationLandLcharacterizationLofLnewLplantLgrowthYpromotingLbacterialLendophytesZLAppliedeSoile
EcologyXL2012XLfaXLbagYbbd 5 218
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70 SiteYspecificLbacterialLchromosomeLengineeringjL˛ƒscaLintegraseLmediatedLcassetteLexchangeL
TyβsuUZLJournaleofeVisualizedeExperimentsXL2012XL 1.6 9

69 TheLfluorescenceLtheatrejLaLcostYeffectiveLdeviceLusingLtheatreLgelsLforLfluorescentLproteinLandLdyeL
screeningZLCanadianeJournaleofeMicrobiologyXL2011XLegXLcciYdb 3.2 3

68 qssLdeaminaseLactivityLinLavirulentLqgrobacteriumLtumefaciensLtcZLCanadianeJournaleofe
MicrobiologyXL2011XLegXLbghYhf 3.2 33

67 OpenLresourceLmetagenomicsjLaLmodelLforLsharingLmetagenomicLlibrariesZLStandardseineGenomice
SciencesXL2011XLeXLb]cYa] 16

66 xarvestingLofLnovelLpolyhydroxyalkanaoteLTPxqULsynthaseLencodingLgenesLfromLaLsoilLmetagenomeL
libraryLusingLphenotypicLscreeningZLFEMSeMicrobiologyeLettersXL2011XLcbaXLae]Yf 2.9 29

65 qssLdeaminaseLincreasesLtheLqgrobacteriumLtumefaciensYmediatedLtransformationLfrequencyLofL
commercialLcanolaLcultivarsZLFEMSeMicrobiologyeLettersXL2010XLc]gXLaheYi] 2.9 17

64 ydentificationLandLcharacterizationLofLnewLΦuxR[ΦuxyYtypeLquorumLsensingLsystemsLfromL
metagenomicLlibrariesZLEnvironmentaleMicrobiologyXL2010XLabXLa]eYag 5.2 46

63 βethodsLforLtheLisolationLofLgenesLencodingLnovelLPxrLcycleLenzymesLfromLcomplexLmicrobialL
communitiesZLMethodseineMoleculareBiologyXL2010XLffhXLbceYdf 1.4 4

62 SinorhizobiumLmelilotiLa]baLlossYofYfunctionLdeletionLmutationLinLchvyLandLitsLphenotypicL
characteristicsZLMolecularePlantuMicrobeeInteractionsXL2010XLbcXLaecYf] 3.6 28

61 ydentificationLandLcharacterizationLofLtheLintracellularLpolyYcYhydroxybutyrateLdepolymeraseL
enzymeLPhaZLofLSinorhizobiumLmelilotiZLBMCeMicrobiologyXL2010XLa]XLib 4.5 12

60 uvaluationLofLracterialLsommunityLStructureLandLytsLynfluenceLonLSulfideLOxidationLinLaL
rioYΦeachingLunvironmentZLGeomicrobiologyeJournalXL2009XLbfXLddYed 2.5 2

59 TheLclassLyydLbacteriocinLthuricinYagLincreasesLplantLgrowthZLPlantaXL2009XLbbiXLgdgYee 4.7 66

58 aYaminocyclopropaneYaYcarboxylateLTqssULdeaminaseLgenesLinLrhizobiaLfromLsouthernL
SaskatchewanZLMicrobialeEcologyXL2009XLegXLdbcYcf 4.4 143

57 NullLmutationsLinLSinorhizobiumLmelilotiLexoSLandLchvyLdemonstrateLtheLimportanceLofLthisL
twoYcomponentLregulatoryLsystemLforLsymbiosisZLMoleculareMicrobiologyXL2009XLgdXLabbcYcg 4.1 41

56
βutationalLanalysisLofLtheLSinorhizobiumLmelilotiLshortYchainLdehydrogenase[reductaseLfamilyL
revealsLsubstantialLcontributionLtoLsymbiosisLandLcatabolicLdiversityZLMolecularePlantuMicrobee
InteractionsXL2008XLbaXLigiYhg

3.6 23

55
ynfluenceLofLtheLpolyYcYhydroxybutyrateLTPxrULgranuleYassociatedLproteinsLTPhaPaLandLPhaPbULonL
PxrLaccumulationLandLsymbioticLnitrogenLfixationLinLSinorhizobiumLmelilotiLRma]baZLJournaleofe
BacteriologyXL2007XLahiXLi]e]Yf

3.5 36

54 PresenceLofLaLnovelLafSYbcSLrRNqLgeneLintergenicLspacerLinsertLinLrradyrhizobiumLcanarienseL
strainsZLFEMSeMicrobiologyeLettersXL2007XLbfiXLb]gYab 2.9 7

53 RolesLofLpolyYcYhydroxybutyrateLTPxrULandLglycogenLinLsymbiosisLofLSinorhizobiumLmelilotiLwithL
βedicagoLspZLMicrobiologyeoUnitedeKingdompXL2007XLaecXLchhYcih 2.9 50

(2007-2012)
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52 qssLdeaminaseLfromLplantLgrowthYpromotingLbacteriaLaffectsLcrownLgallLdevelopmentZLCanadiane
JournaleofeMicrobiologyXL2007XLecXLabiaYi 3.2 57

51 TheLroleLofLPxrLmetabolismLinLtheLsymbiosisLofLrhizobiaLwithLlegumesZLAppliedeMicrobiologyeande
BiotechnologyXL2006XLgaXLcggYhf 5.7 115

50
ysolationLofLpolyYcYhydroxybutyrateLmetabolismLgenesLfromLcomplexLmicrobialLcommunitiesLbyL
phenotypicLcomplementationLofLbacterialLmutantsZLAppliedeandeEnvironmentaleMicrobiologyXL2006XL
gbXLchdYia

4.8 57

49 uffectsLofLnitrogenLandLphosphorusLlimitationLonLtheLactivatedLsludgeLbiomassLinLaLkraftLmillL
biotreatmentLsystemZLWatereEnvironmenteResearchXL2006XLghXLbc]cYa] 2.8 12

48 qLnovelLbacteriocinXLthuricinLagXLproducedLbyLplantLgrowthLpromotingLrhizobacteriaLstrainLracillusL
thuringiensisLNuragjLisolationLandLclassificationZLJournaleofeAppliedeMicrobiologyXL2006XLa]]XLedeYed 4.7 107

47 somparisonLofLtheLsymbioticLandLcompetitionLphenotypesLofLSinorhizobiumLmelilotiLPxrLsynthesisL
andLdegradationLpathwayLmutantsZLCanadianeJournaleofeMicrobiologyXL2005XLeaXLeiiYf]d 3.2 27

46 sharacterizationLofLbdhqXLencodingLtheLenzymeLtYcYhydroxybutyrateLdehydrogenaseXLfromL
SinorhizobiumLspZLstrainLNwRbcdZLFEMSeMicrobiologyeLettersXL2005XLbdbXLhgYid 2.9 8

45 NodβuttrjLaLdatabaseLforLgenesLandLmutantsLinvolvedLinLsymbiosisZLBioinformaticsXL2005XLbaXLbibgYi 7.2 20

44 vunctionalLqnalysisLofLwenesLofLUnknownLvunctionsLinLSinorhizobiumLmelilotiLa]baL2005XLaaeYaah

43 vunctionalLwenomicLqnalysisLofLtheLStRLvamilyLinLSinorhizobiumLmelilotiL2005XLabiYac]

42 vurtherLynvestigationLofLtheLRolesLofLPolyYcYxydroxybutyrateLTPxrULandLwlycogenLinLSinorhizobiumL
melliotiYβedicagoLSPZLSymbiosisL2005XLcaaYcab

41 uxpressionLofLanLexogenousLaYaminocyclopropaneYaYcarboxylateLdeaminaseLgeneLinLSinorhizobiumL
melilotiLincreasesLitsLabilityLtoLnodulateLalfalfaZLAppliedeandeEnvironmentaleMicrobiologyXL2004XLg]XLehiaYg4.8 154

40
xeterologousLcomplementationLofLtheLexopolysaccharideLsynthesisLandLcarbonLutilizationL
phenotypesLofLSinorhizobiumLmelilotiLRma]baLpolyhydroxyalkanoateLsynthesisLmutantsZLFEMSe
MicrobiologyeLettersXL2004XLbciXLbggYhc

2.9 37

39
wrowthLandLnodulationLcompetitivenessLofLpolyTcYhydroxybutyrateULmetabolismLmutantsLofL
SinorhizobiumLmelilotiLandLeffectsLofLexogenousLbiotinZLChineseeJournaleofeAgriculturale
BiotechnologyXL2004XLaXLicYih

38
qpplicationLofLcrossoverYPsRYmediatedLdeletionYinsertionLmutagenesisLtoLanalysisLofLtheL
bdhqYxdhqbYxdhrbLmixedYfunctionLoperonLofLSinorhizobiumLmelilotiZLArchiveseofeMicrobiologyXL
2003XLagiXLc]aYd

3 21

37 PurificationLandLcharacterizationLofLhomodimericLmethylmalonylYsoqLmutaseLfromLSinorhizobiumL
melilotiZLArchiveseofeMicrobiologyXL2003XLah]XLaeaYd 3 13

36
ΦowLtemperatureLtolerantLrradyrhizobiumLjaponicumLstrainsLallowingLimprovedLnodulationLandL
nitrogenLfixationLofLsoybeanLinLaLshortLseasonLTcoolLspringULareaZLEuropeaneJournaleofeAgronomyXL
2003XLaiXLb]eYbac

5 42

35 uffectLofLexperimentalLcontaminationLwithLtheLexplosiveLhexahydroYaXcXeYtrinitroYaXcXeYtriazineLonL
soilLbacterialLcommunitiesZLFEMSeMicrobiologyeEcologyXL2003XLdcXLbeeYfb 4.3 15
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34 ΦowLTemperatureâ��TolerantLrradyrhizobiumLjaponicumLStrainsLqllowingLymprovedLSoybeanLYieldLinL
ShortYSeasonLqreasZLAgronomyeJournalXL2002XLidXLhg]Yhge 2.2 7

33 ydentificationLofLanLacetoacetylLcoenzymeLqLsynthetaseYdependentLpathwayLforLutilizationLofL
ΦYTWUYcYhydroxybutyrateLinLSinorhizobiumLmelilotiZLJournaleofeBacteriologyXL2002XLahdXLaegaYg 3.5 23

32
qLglobalLpxLsensorjLqgrobacteriumLsensorLproteinLshvwLregulatesLacidYinducibleLgenesLonLitsLtwoL
chromosomesLandLTiLplasmidZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaXL2002XLiiXLabcfiYgd

11.5 90

31 rradyrhizobiumLjaponicumLmutantsLallowingLimprovedLnodulationLandLnitrogenLfixationLofL
fieldYgrownLsoybeanLinLaLshortLseasonLareaZLJournaleofeAgriculturaleScienceXL2002XLachXLbicYc]] 1 15

30
TheLeffectLofLtemperatureLandLgenisteinLconcentrationLonLlipoYchitooligosaccharideLTΦsOUL
productionLbyLwildYtypeLandLmutantLstrainsLofLrradyrhizobiumLjaponicumZLSoileBiologyeande
BiochemistryXL2002XLcdXLaageYaah]

7.5 24

29 soYinoculationLdoseLandLrootLzoneLtemperatureLforLplantLgrowthLpromotingLrhizobacteriaLonL
soybeanL[wlycineLmaxLTΦZULβerr]LgrownLinLsoilYlessLmediaZLSoileBiologyeandeBiochemistryXL2002XLcdXLaiecYaieg7.5 49

28 rradyrhizobiumLjaponicumLβutantsLqllowingLymprovedLSoybeanLYieldLinLShortLSeasonLqreasLwithL
soolLSpringLSoilLTemperaturesZLCropeScienceXL2002XLdbXLaahfYaai] 2.4 3

27 ΦowLTemperatureâ��TolerantLrradyrhizobiumLjaponicumLStrainsLqllowingLymprovedLSoybeanLYieldLinL
ShortYSeasonLqreasZLAgronomyeJournalXL2002XLidXLhg] 2.2 5

26 weneticLtransformationLofLTrametesLversicolorLtoLphleomycinLresistanceLwithLtheLdominantL
selectableLmarkerLshbleZLAppliedeMicrobiologyeandeBiotechnologyXL2001XLefXLb]aYd 5.7 22

25 sellobioseLdehydrogenaseLisLessentialLforLwoodLinvasionLandLnonessentialLforLkraftLpulpL
delignificationLbyLTrametesLversicolorZLEnzymeeandeMicrobialeTechnologyXL2001XLbiXLdghYdhi 3.8 61

24 TheLchvxLlocusLofLqgrobacteriumLencodesLaLhomologueLofLanLelongationLfactorLinvolvedLinLproteinL
synthesisZLJournaleofeBacteriologyXL2001XLahcXLcfYde 3.5 36

23 rradyrhizobiumLjaponicumLmutantsLwithLenhancedLsensitivityLtoLgenisteinLresultingLinLalteredLnodL
geneLregulationZLMolecularePlantuMicrobeeInteractionsXL2001XLadXLad]dYa] 3.6 7

22 SinorhizobiumLmelilotiLstrainLa]baLbioSLandLbdhqLgeneLtranscriptionsLareLbothLaffectedLbyLbiotinL
availableLinLdefinedLmediumZLFEMSeMicrobiologyeLettersXL2000XLahbXLdaYd 2.9 14

21 qnLqssLdeaminaseLminusLmutantLofLunterobacterLcloacaeLUWdLnoLlongerLpromotesLrootL
elongationZLCurrenteMicrobiologyXL2000XLdaXLa]aYe 2.4 184

20
RequirementLforLtheLenzymesLacetoacetylLcoenzymeLqLsynthetaseLandLpolyYcYhydroxybutyrateL
TPxrULsynthaseLforLgrowthLofLSinorhizobiumLmelilotiLonLPxrLcycleLintermediatesZLJournaleofe
BacteriologyXL2000XLahbXLbaacYh

3.5 39

19 βethylmalonylYsoqLmutaseLencodingLgeneLofLSinorhizobiumLmelilotiZLGeneXL1999XLbbfXLabaYg 3.8 22

18 sloningLandLsequencingLofLaLgeneLencodingLcellobioseLdehydrogenaseLfromLTrametesLversicolorZL
GeneXL1998XLba]XLbaaYi 3.8 45

17 tiscreteLregionsLofLtheLsensorLproteinLvirqLdetermineLtheLstrainYspecificLabilityLofLqgrobacteriumLtoL
agroinfectLmaizeZLMolecularePlantuMicrobeeInteractionsXL1997XLa]XLbbaYg 3.6 24

(1997-2002)
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16 βegaplasmidLandLchromosomalLlociLforLtheLPxrLdegradationLpathwayLinLRhizobiumL
TSinorhizobiumULmelilotiZLGeneticsXL1997XLadfXLabaaYb] 4 46

15 ynhibitionLofLtheLexpressionLofLrradyrhizobiumLjaponicumLnodLgenesLatLlowLtemperaturesZLSoile
BiologyeandeBiochemistryXL1996XLbhXLaegiYaehc 7.5 34

14 qLchromosomallyLencodedLtwoYcomponentLsensoryLtransductionLsystemLisLrequiredLforLvirulenceLofL
qgrobacteriumLtumefaciensZLJournaleofeBacteriologyXL1993XLageXLffadYbe 3.5 156

13
PreformedLdimericLstateLofLtheLsensorLproteinLVirqLisLinvolvedLinLplantYYqgrobacteriumLsignalL
transductionZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1993XL
i]XLiiciYdc

11.5 65

12 TwoYcomponentLsensoryLtransductionLsystemsLinLphytobacteriaZLAnnualeRevieweofePhytopathologyXL
1992XLc]XLdfcYhd 10.8 47

11 TheLntrqLgeneLofLqgrobacteriumLtumefaciensjLidentificationXLcloningXLandLphenotypeLofLaL
siteYdirectedLmutantZLJournaleofeBacteriologyXL1992XLagdXLbgb]Yc 3.5 12

10 ndvvXLaLnovelLlocusLlocatedLonLmegaplasmidLpRmeSUdgbLTpuXOULofLRhizobiumLmelilotiXLisLrequiredL
forLnormalLnoduleLdevelopmentZLJournaleofeBacteriologyXL1991XLagcXLcihaYib 3.5 32

9 weneticLmapLofLRhizobiumLmelilotiLmegaplasmidLpRmeSUdgbZLJournaleofeBacteriologyXL1990XLagbXLbdfiYgf3.5 57

8 ΦactoseLutilizationLandLenzymesLencodedLbyLmegaplasmidsLinLRhizobiumLmelilotiLSUdgjLimplicationsL
forLpopulationLstudiesZLJournaleofeGeneraleMicrobiologyXL1990XLacfXLbdigYbe]b 17

7 qnalysisLofLsdYdicarboxylateLtransportLgenesLinLRhizobiumLmelilotiZLMoleculareMicrobiologyXL1989XLcXLhacYbc4.1 123

6 TiLPlasmidLandLshromosomallyLuncodedLTwoYsomponentLSystemsLymportantLinLPlantLsellL
TransformationLbyLqgrobacteriumLSpeciescfgYche 30

5 ΦacticLqcidLsontainingLPolymersLProducedLinLungineeredSinorhizobiumLmelilotiandPseudomonasLputida 1

4 SinorhizobiumLmelilotiLstrainLa]baLbioSLandLbdhqLgeneLtranscriptionsLareLbothLaffectedLbyLbiotinL
availableLinLdefinedLmedium 1

3 tevelopmentLofLaLwvPLvluorescentLracterialLriosensorLforLtheLtetectionLandLQuantificationLofL
SilverLandLsopperLyons 1

2 StableLysotopeLProbingLandLβetagenomicsigYaad

1 qlcovjLustimatingLVariantLofLsoncernLqbundanceLfromLSqRSYsoVYbLWastewaterLSequencingLtata 2
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