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j Paper IF Citations

136 RisksKofKbreastKandKovarianKcancerKforKwomenKharboringKpathogenicKmissenseKvariantsKinKrRsqaK
andKrRsqbKcomparedKwithKthoseKharboringKproteinKtruncatingKvariantsYYKGeneticsfinfMedicineWK2021WK 8.1 2

135 SelectionKcriteriaKforKassemblingKaKpediatricKcancerKpredispositionKsyndromeKgeneKpanelYKFamilialf
CancerWK2021WKb_WKbgiXbhg 3 1

134
TheKpredictiveKabilityKofKtheKcacKvariantXbasedKpolygenicKriskKscoreKforKcontralateralKbreastKcancerK
riskKpredictionKinKwomenKofKuuropeanKancestryKwithKaKheterozygousKrRsqaKorKrRsqbKpathogenicK
variantYKGeneticsfinfMedicineWK2021WKbcWKagbfXagcg

8.1 2

133 sohortKprofileKandKheritabilityKassessmentKofKfamilialKpancreaticKcancerjKaKnationXwideKstudyYK
ScandinavianfJournalfoffGastroenterologyWK2021WKefWKifeXiga 2.4 1

132 tirectKtoKconsumerKgeneticKtestingKinKtenmarkXpublicKknowledgeWKuseWKandKattitudesYKEuropeanf
JournalfoffHumanfGeneticsWK2021WKbiWKheaXhf_ 5.3 2

131 OralKcontraceptiveKuseKandKovarianKcancerKriskKforKrRsqaZbKmutationKcarriersjKanKinternationalK
cohortKstudyYKAmericanfJournalfoffObstetricsfandfGynecologyWK2021WKbbeWKeaYeaXeaYeag 6.4 9

130 VariationKinKtheKriskKofKcolorectalKcancerKinKfamiliesKwithK ynchKsyndromejKaKretrospectiveKcohortK
studyYKLancetfOncologytfTheWK2021WKbbWKa_adXa_bb 21.7 5

129 WholeKgenomeKsequencingKidentifiesKrareKgermlineKvariantsKenrichedKinKcancerKrelatedKgenesKinK
firstKdegreeKrelativesKofKfamilialKpancreaticKcancerKpatientsYKClinicalfGeneticsWK2021WKa__WKeeaXefb 4 1

128 TumourXinfiltratingKstdXWKsthXKandKvOXPcXpositiveKimmuneKcellsKasKpredictiveKmarkersKofKmortalityK
inKrRsqaXKandKrRsqbXassociatedKbreastKcancerYKBritishfJournalfoffCancerWK2021WKabeWKachhXacih 8.7 4

127 PrevalenceKofKPathogenicKwermlineKVariantsKinKYoungKyndividualsKThyroidectomisedKtueKtoKwoitreKXK
qKNationalKtanishKsohortYKFrontiersfinfEndocrinologyWK2021WKabWKgbgig_ 5.7 1

126
sancerKpreventionKwithKaspirinKinKhereditaryKcolorectalKcancerKS ynchKsyndromeTWKa_XyearKfollowXupK
andKregistryXbasedKb_XyearKdataKinKtheKsqPPbKstudyjKaKdoubleXblindWKrandomisedWK
placeboXcontrolledKtrialYKLancettfTheWK2020WKcieWKaheeXahfc

40 88

125
sharacterizationKofKtheKsancerKSpectrumKinKMenKWithKwermlineKrRsqaKandKrRsqbKPathogenicK
VariantsjKResultsKvromKtheKsonsortiumKofKynvestigatorsKofKModifiersKofKrRsqaZbKSsyMrqTYKJAMAf
OncologyWK2020WKfWKabahXabc_

13.4 25

124
qlcoholKsonsumptionWKsigaretteKSmokingWKandKRiskKofKrreastKsancerKforKandKMutationKsarriersjK
ResultsKfromKTheKrRsqaKandKrRsqbKsohortKsonsortiumYKCancerfEpidemiologyfBiomarkersfandf
PreventionWK2020WKbiWKcfhXcgh

4 9

123 RiskXreducingKsalpingoXoophorectomyWKnaturalKmenopauseWKandKbreastKcancerKriskjKanKinternationalK
prospectiveKcohortKofKrRsqaKandKrRsqbKmutationKcarriersYKBreastfCancerfResearchWK2020WKbbWKh 8.3 22

122 qssociationKofKwenomicKtomainsKinKandKwithKProstateKsancerKRiskKandKqggressivenessYKCancerf
ResearchWK2020WKh_WKfbdXfch 10.1 22

121 NationwideKgermlineKwholeKgenomeKsequencingKofKaihKconsecutiveKpediatricKcancerKpatientsK
revealsKaKhighKincidenceKofKcancerKproneKsyndromesYKPLoSfGeneticsWK2020WKafWKea__ibca 6 16

120 PolygenicKriskKscoresKandKbreastKandKepithelialKovarianKcancerKrisksKforKcarriersKofKrRsqaKandKrRsqbK
pathogenicKvariantsYKGeneticsfinfMedicineWK2020WKbbWKafecXafff 8.1 34
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119 NewKPathogenicKwermlineKVariantsKinKVeryKuarlyKOnsetKandKvamilialKsolorectalKsancerKPatientsYK
FrontiersfinfGeneticsWK2020WKaaWKeffbff 4.5 3

118 rreastKcancerKsurvivalKinKNordicKrRsqbKmutationKcarriersXunconventionalKassociationKwithK
oestrogenKreceptorKstatusYKBritishfJournalfoffCancerWK2020WKabcWKaf_hXafae 8.7 1

117 qKrareKmissenseKvariantKinKinterruptsKsplicingKandKcausesKqvqPKinKtwoKtanishKfamiliesYKHereditaryf
CancerfinfClinicalfPracticeWK2020WKahWKh 2.3 1

116  argeKscaleKmultifactorialKlikelihoodKquantitativeKanalysisKofKrRsqaKandKrRsqbKvariantsjKqnK
uNywMqKresourceKtoKsupportKclinicalKvariantKclassificationYKHumanfMutationWK2019WKd_WKaeegXaegh 4.7 52

115 uxploringKtheKhereditaryKbackgroundKofKrenalKcancerKinKtenmarkYKPLoSfONEWK2019WKadWKe_baegbe 3.7 5

114 ustimatingKst’NbqKmutationKcarrierKprobabilityKamongKglobalKfamilialKmelanomaKcasesKusingK
wenoMu PRutysTYKJournalfoffthefAmericanfAcademyfoffDermatologyWK2019WKhaWKchfXcid 4.5 9

113 qKnewKfamilyKwithKaKhomozygousKnonsenseKvariantKinKfurtherKdelineatedKtheKclinicalKphenotypeKofK
XassociatedKpolyposisYKHumanfGenomefVariationWK2019WKfWKdf 1.8 9

112 somputationalKandKcellularKstudiesKrevealKstructuralKdestabilizationKandKdegradationKofKM xaK
variantsKinK ynchKsyndromeYKELifeWK2019WKhWK 8.9 17

111 TowardKmechanisticKmodelsKforKgenotypeXphenotypeKcorrelationsKinKphenylketonuriaKusingKproteinK
stabilityKcalculationsYKHumanfMutationWK2019WKd_WKdddXdeg 4.7 36

110 SubtypesKinKrRsqXmutatedKbreastKcancerYKHumanfPathologyWK2019WKhdWKaibXb_a 3.7 13

109 ysKtrswKabreastKofKnewKdevelopmentsoYKActafOncolˆ‡gicaWK2018WKegWKaXb 3.2 15

108 MutationalKspectrumKinKaKworldwideKstudyKofKbiWg__KfamiliesKwithKrRsqaKorKrRsqbKmutationsYK
HumanfMutationWK2018WKciWKeicXfb_ 4.7 138

107
TheKcYKe_ifwnqKpYqrgafiiwlnKSRafiiQTKintermediateKriskKvariantjKbreastKandKovarianKcancerKriskK
estimationKandKrecommendationsKforKclinicalKmanagementKfromKtheKuNywMqKconsortiumYKJournalfoff
MedicalfGeneticsWK2018WKeeWKaeXb_

5.8 36

106 PediatricKcancerKfamiliesRKparticipationKinKwholeXgenomeKsequencingKresearchKinKtenmarkjKParentK
perspectivesYKEuropeanfJournalfoffCancerfCareWK2018WKbgWKeabhgg 2.4 10

105 slinicalKcharacteristicsKandKregistryXvalidatedKextendedKpedigreesKofKgermlineKTPecKmutationK
carriersKinKtenmarkYKPLoSfONEWK2018WKacWKe_ai__e_ 3.7 1

104 wenomicKprofilingKofKtumorsKfromKpatientsKwithKgermlineKrRsqKmutationsYYKJournalfoffClinicalf
OncologyWK2018WKcfWKaeccXaecc 2.2 1

103 TheKynfluenceKofKNumberKandKTimingKofKPregnanciesKonKrreastKsancerKRiskKforKWomenKWithKorK
MutationsYKJNCIfCancerfSpectrumWK2018WKbWKpky_gh 4.6 10

102 OralKsontraceptiveKUseKandKrreastKsancerKRiskjKRetrospectiveKandKProspectiveKqnalysesKvromKaK
rRsqaKandKrRsqbKMutationKsarrierKsohortKStudyYKJNCIfCancerfSpectrumWK2018WKbWKpky_bc 4.6 13

(2018-2020)
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101 RisksKofKrreastWKOvarianWKandKsontralateralKrreastKsancerKforKrRsqaKandKrRsqbKMutationKsarriersYK
JAMAfufJournalfoffthefAmericanfMedicalfAssociationWK2017WKcagWKbd_bXbdaf 27.4 1140

100 slassificationKofKtheKspliceogenicKcYd_ifVcqnwKvariantKasKlikelyKbenignKbasedKonKcosegregationKdataK
andKidentificationKofKaKhealthyKhomozygousKcarrierYKClinicalfCasefReportsfodiscontinuedpWK2017WKeWKhgfXhgi0.7 4

99 ydentificationKofKabKnewKsusceptibilityKlociKforKdifferentKhistotypesKofKepithelialKovarianKcancerYK
NaturefGeneticsWK2017WKdiWKfh_Xfia 36.3 190

98 ydentificationKofKtenKvariantsKassociatedKwithKriskKofKestrogenXreceptorXnegativeKbreastKcancerYK
NaturefGeneticsWK2017WKdiWKagfgXaggh 36.3 186

97 wermlineKVariationKatKst’NbqKandKqssociationsKwithKNevusKPhenotypesKamong´ MembersKofK
MelanomaKvamiliesYKJournalfoffInvestigativefDermatologyWK2017WKacgWKbf_fXbfab 4.3 10

96 rlockingKproteinKqualityKcontrolKtoKcounterKhereditaryKcancersYKGenesfChromosomesfandfCancerWK
2017WKefWKhbcXhca 5 18

95
qssociationKofKbreastKcancerKriskKinKrRsqaKandKrRsqbKmutationKcarriersKwithKgeneticKvariantsK
showingKdifferentialKallelicKexpressionjKidentificationKofKaKmodifierKofKbreastKcancerKriskKatKlocusK
aaqbbYcYKBreastfCancerfResearchfandfTreatmentWK2017WKafaWKaagXacd

4.4 15

94 weneticKscreeningKofKtheKv sNKgeneKidentifyKsixKnovelKvariantsKandKaKtanishKfounderKmutationYK
JournalfoffHumanfGeneticsWK2017WKfbWKaeaXaeg 4.3 12

93 NoKclinicalKutilityKofK’RqSKvariantKrsfagfdcg_KforKovarianKorKbreastKcancerYKGynecologicfOncologyWK
2016WKadaWKchfXd_a 4.9 15

92 surrentKperspectivesKonKrecommendationsKforKrRsqKgeneticKtestingKinKovarianKcancerKpatientsYK
EuropeanfJournalfoffCancerWK2016WKfiWKabgXacd 7.5 37

91 ydentificationKofKfourKnovelKsusceptibilityKlociKforKoestrogenKreceptorKnegativeKbreastKcancerYKNaturef
CommunicationsWK2016WKgWKaacge 17.4 64

90 ydentificationKofKeightKnovelKStxrWKStxsWKStxtKgermlineKvariantsKinKtanishK
pheochromocytomaZparagangliomaKpatientsYKHereditaryfCancerfinfClinicalfPracticeWK2016WKadWKac 2.3 12

89
ydentificationKofKsixKpathogenicKRqteasKmutationsKviaKmutationalKscreeningKofKabbhKtanishK
individualsKwithKincreasedKriskKofKhereditaryKbreastKandZorKovarianKcancerYKBreastfCancerfResearchf
andfTreatmentWK2016WKaeeWKbaeXbb

4.4 21

88 PhenotypicKandKxistopathologicalKTumorKsharacteristicsKqccordingKtoKst’NbqKMutationKStatusK
amongKqffectedKMembersKof´ MelanomaKvamiliesYKJournalfoffInvestigativefDermatologyWK2016WKacfWKa_ffXa_fi4.3 9

87 wermlineKTuRTKpromoterKmutationsKareKrareKinKfamilialKmelanomaYKFamilialfCancerWK2016WKaeWKaciXdd 3 34

86 teepKsequencingKofKuvealKmelanomaKidentifiesKaKrecurrentKmutationKinKP srdYKOncotargetWK2016WKgWKdfbdXca3.3 168

85 vineXScaleKMappingKatKipbbYbKydentifiesKsandidateKsausalKVariantsKThatKModifyKOvarianKsancerKRiskK
inKrRsqaKandKrRsqbKMutationKsarriersYKPLoSfONEWK2016WKaaWKe_aehh_a 3.7 7

84 ysKscreeningKforKpancreaticKcancerKinKhighXriskKgroupsKcostXeffectiveoKXKuxperienceKfromKaKtanishK
nationalKscreeningKprogramYKPancreatologyWK2016WKafWKehdXib 3.8 31
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83 MaleKbreastKcancerKinKrRsqaKandKrRsqbKmutationKcarriersjKpathologyKdataKfromKtheKsonsortiumKofK
ynvestigatorsKofKModifiersKofKrRsqaZbYKBreastfCancerfResearchWK2016WKahWKae 8.3 58

82 qnKinternationalKsurveyKofKsurveillanceKschemesKforKunaffectedKrRsqaKandKrRsqbKmutationK
carriersYKBreastfCancerfResearchfandfTreatmentWK2016WKaegWKcaiXcbg 4.4 22

81 ydentificationKofKsixKnewKsusceptibilityKlociKforKinvasiveKepithelialKovarianKcancerYKNaturefGeneticsWK
2015WKdgWKafdXga 36.3 177

80 NonsenseKmutationsKinKtheKshelterinKcomplexKgenesKqstKandKTuRvbyPKinKfamilialKmelanomaYKJournalf
offthefNationalfCancerfInstituteWK2015WKa_gWK 9.7 102

79 PO uKmutationsKinKfamiliesKpredisposedKtoKcutaneousKmelanomaYKFamilialfCancerWK2015WKadWKfbaXh 3 38

78 tiagnosisKofKsonstitutionalKMismatchKRepairXteficiencyKSyndromeKrasedKonKMicrosatelliteK
ynstabilityKandK ymphocyteKToleranceKtoKMethylatingKqgentsYKGastroenterologyWK2015WKadiWKa_agXbiYec 13.3 63

77 qssociationKofKtypeKandKlocationKofKrRsqaKandKrRsqbKmutationsKwithKriskKofKbreastKandKovarianK
cancerYKJAMAfufJournalfoffthefAmericanfMedicalfAssociationWK2015WKcacWKacdgXfa 27.4 286

76 xighKaccuracyKofKfamilyKhistoryKofKmelanomaKinKtanishKmelanomaKcasesYKFamilialfCancerWK2015WKadWKf_iXac3 5

75 sandidateKgeneticKmodifiersKforKbreastKandKovarianKcancerKriskKinKrRsqaKandKrRsqbKmutationK
carriersYKCancerfEpidemiologyfBiomarkersfandfPreventionWK2015WKbdWKc_hXaf 4 20

74 ydentificationKofKaKbreastKcancerKfamilyKdoubleKheterozygoteKforKRqteasKandKrRsqbKgeneK
mutationsYKFamilialfCancerWK2015WKadWKabiXcc 3 9

73 qnKoriginalKphylogeneticKapproachKidentifiedKmitochondrialKhaplogroupKTaaaKasKinverselyK
associatedKwithKbreastKcancerKriskKinKrRsqbKmutationKcarriersYKBreastfCancerfResearchWK2015WKagWKfa 8.3 16

72 qssessingKassociationsKbetweenKtheKqUR’qXxMMRXTPXbXTUrwaKfunctionalKmoduleKandKbreastK
cancerKriskKinKrRsqaZbKmutationKcarriersYKPLoSfONEWK2015WKa_WKe_ab__b_ 3.7 26

71 sowdenKSyndromeKandKsoncomitantKPulmonaryKNeuroendocrineKTumorjKqKPresentationKofKTwoK
sasesYKCasefReportsfinfMedicineWK2015WKb_aeWKbfeghf 0.7 2

70 wermlineKRqtearKtruncatingKmutationKinKaKfamilyKwithKcutaneousKmelanomaYKFamilialfCancerWK2015WK
adWKccgXd_ 3 11

69 MolecularKcharacterizationKofKmelanomaKcasesKinKtenmarkKsuspectedKofKgeneticKpredispositionYK
PLoSfONEWK2015WKa_WKe_abbffb 3.7 16

68 RNqKprofilingKrevealsKfamilialKaggregationKofKmolecularKsubtypesKinKnonXrRsqaZbKbreastKcancerK
familiesYKBMCfMedicalfGenomicsWK2014WKgWKi 3.7 15

67 xereditaryKbreastKcancerjKclinicalWKpathologicalKandKmolecularKcharacteristicsYKBreastfCancer:fBasicf
andfClinicalfResearchWK2014WKhWKadeXee 2.2 50

66 vunctionalKcharacterizationKofKrRsqaKgeneKvariantsKbyKminiXgeneKsplicingKassayYKEuropeanfJournalf
offHumanfGeneticsWK2014WKbbWKacfbXh 5.3 46

(2014-2016)
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65 tNqKglycosylasesKinvolvedKinKbaseKexcisionKrepairKmayKbeKassociatedKwithKcancerKriskKinKrRsqaKandK
rRsqbKmutationKcarriersYKPLoSfGeneticsWK2014WKa_WKea__dbef 6 33

64 tiagnosticKcriteriaKforKconstitutionalKmismatchKrepairKdeficiencyKsyndromejKsuggestionsKofKtheK
uuropeanKconsortiumKRcareKforKsMMRtRKSsdsMMRtTYKJournalfoffMedicalfGeneticsWK2014WKeaWKceeXfe 5.8 274

63 qssociationsKofKcommonKbreastKcancerKsusceptibilityKallelesKwithKriskKofKbreastKcancerKsubtypesKinK
rRsqaKandKrRsqbKmutationKcarriersYKBreastfCancerfResearchWK2014WKafWKcdaf 8.3 46

62 TheKresultsKofKgynecologicKsurveillanceKinKfamiliesKwithKhereditaryKnonpolyposisKcolorectalKcancerYK
GynecologicfOncologyWK2014WKaccWKebfXc_ 4.9 13

61 ProphylacticKtotalKgastrectomyKinKhereditaryKdiffuseKgastricKcancerjKidentificationKofKtwoKnovelK
stxaKgeneKmutationsXaKclinicalKobservationalKstudyYKFamilialfCancerWK2014WKacWKbcaXdb 3 23

60 TamoxifenKandKriskKofKcontralateralKbreastKcancerKforKrRsqaKandKrRsqbKmutationKcarriersYKJournalf
offClinicalfOncologyWK2013WKcaWKc_iaXi 2.2 118

59 MultipleKindependentKvariantsKatKtheKTuRTKlocusKareKassociatedKwithKtelomereKlengthKandKrisksKofK
breastKandKovarianKcancerYKNaturefGeneticsWK2013WKdeWKcgaXhdWKchdeaXb 36.3 422

58 vunctionalKexaminationKofKM xaWKMSxbWKandKMSxfKintronicKmutationsKidentifiedKinKtanishK
colorectalKcancerKpatientsYKBMCfMedicalfGeneticsWK2013WKadWKa_c 2.1 16

57 wenomeXwideKassociationKstudyKinKrRsqaKmutationKcarriersKidentifiesKnovelKlociKassociatedKwithK
breastKandKovarianKcancerKriskYKPLoSfGeneticsWK2013WKiWKea__cbab 6 209

56 slassificationsKwithinKmolecularKsubtypesKenablesKidentificationKofKrRsqaZrRsqbKmutationKcarriersK
byKRNqKtumorKprofilingYKPLoSfONEWK2013WKhWKefdbfh 3.7 71

55 qKrqPaKmutationKinKaKtanishKfamilyKpredisposesKtoKuvealKmelanomaKandKotherKcancersYKPLoSfONEWK
2013WKhWKegbadd 3.7 48

54 sommonKvariantsKatKabpaaWKabqbdWKipbaWKiqcaYbKandKinKZNvcfeKareKassociatedKwithKbreastKcancerK
riskKforKrRsqaKandZorKrRsqbKmutationKcarriersYKBreastfCancerfResearchWK2012WKadWKRcc 8.3 70

53 OvarianKcancerKsusceptibilityKallelesKandKriskKofKovarianKcancerKinKrRsqaKandKrRsqbKmutationK
carriersYKHumanfMutationWK2012WKccWKfi_Xg_b 4.7 31

52 NovelKgermlineKcXMuTKmutationKinKaKfamilyKwithKhereditaryKpapillaryKrenalKcarcinomaYKFamilialf
CancerWK2012WKaaWKeceXg 3 13

51 qKcrypticKrqPaKspliceKmutationKinKaKfamilyKwithKuvealKandKcutaneousKmelanomaWKandKparagangliomaYK
PigmentfCellfandfMelanomafResearchWK2012WKbeWKhaeXh 4.5 96

50  ongXtermKeffectKofKresistantKstarchKonKcancerKriskKinKcarriersKofKhereditaryKcolorectalKcancerjKanK
analysisKfromKtheKsqPPbKrandomisedKcontrolledKtrialYKLancetfOncologytfTheWK2012WKacWKabdbXi 21.7 70

49
qKnonsynonymousKpolymorphismKinKyRSaKmodifiesKriskKofKdevelopingKbreastKandKovarianKcancersKinK
rRsqaKandKovarianKcancerKinKrRsqbKmutationKcarriersYKCancerfEpidemiologyfBiomarkersfandf
PreventionWK2012WKbaWKacfbXg_

4 20

48
sommonKvariantsKatKtheKaipacYaKandKZNvcfeKlociKareKassociatedKwithKuRKsubtypesKofKbreastKcancerK
andKovarianKcancerKriskKinKrRsqaKandKrRsqbKmutationKcarriersYKCancerfEpidemiologyfBiomarkersfandf
PreventionWK2012WKbaWKfdeXeg

4 44
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47
PathologyKofKbreastKandKovarianKcancersKamongKrRsqaKandKrRsqbKmutationKcarriersjKresultsKfromK
theKsonsortiumKofKynvestigatorsKofKModifiersKofKrRsqaZbKSsyMrqTYKCancerfEpidemiologyfBiomarkersf
andfPreventionWK2012WKbaWKacdXdg

4 411

46 ysKtheKSPyN’aKvariantKpYNcdSKoverrepresentedKinKpatientsKwithKacuteKpancreatitisoYKEuropeanf
JournalfoffGastroenterologyfandfHepatologyWK2012WKbdWKc_iXae 2.2 7

45 qwarenessKofKendometrialKcancerKriskKandKcomplianceKwithKscreeningKinKhereditaryKnonpolyposisK
colorectalKcancerYKObstetricsfandfGynecologyWK2012WKab_WKa__eXab 4.9 14

44
sommonKbreastKcancerKsusceptibilityKallelesKareKassociatedKwithKtumourKsubtypesKinKrRsqaKandK
rRsqbKmutationKcarriersjKresultsKfromKtheKsonsortiumKofKynvestigatorsKofKModifiersKofKrRsqaZbYK
BreastfCancerfResearchWK2011WKacWKRaa_

8.3 62

43  ongXtermKeffectKofKaspirinKonKcancerKriskKinKcarriersKofKhereditaryKcolorectalKcancerjKanKanalysisK
fromKtheKsqPPbKrandomisedKcontrolledKtrialYKLancettfTheWK2011WKcghWKb_haXg 40 715

42 yntragenicKduplicationjKaKnovelKmutationalKmechanismKinKhereditaryKpancreatitisYKPancreasWK2011WKd_WKed_Xf2.6 14

41 MultipleKselfXhealingKsquamousKepitheliomaKisKcausedKbyKaKdiseaseXspecificKspectrumKofKmutationsK
inKTwvrRaYKNaturefGeneticsWK2011WKdcWKcfeXi 36.3 119

40 ScreeningKofKaccaKtanishKbreastKandZorKovarianKcancerKfamiliesKidentifiedKd_KnovelKrRsqaKandK
rRsqbKmutationsYKFamilialfCancerWK2011WKa_WKb_gXab 3 4

39 qKputativeK ynchKsyndromeKfamilyKcarryingKMSxbKandKMSxfKvariantsKofKuncertainK
significanceXfunctionalKanalysisKrevealsKtheKpathogenicKoneYKFamilialfCancerWK2011WKa_WKeaeXb_ 3 3

38 ynternationalKdistributionKandKageKestimationKofKtheKPortugueseKrRsqbKcYaef_aeginsqluKfounderK
mutationYKBreastfCancerfResearchfandfTreatmentWK2011WKabgWKfgaXi 4.4 21

37
qKrRsqbKmutationKincorrectlyKmappedKinKtheKoriginalKrRsqbKreferenceKsequenceWKisKaKcommonK
WestKtanishKfounderKmutationKdisruptingKmRNqKsplicingYKBreastfCancerfResearchfandfTreatmentWK
2011WKabhWKagiXhe

4.4 4

36 riomedicalKinformaticsKasKsupportKtoKindividualKhealthcareKinKhereditaryKcolonKcancerjKtheKtanishK
xNPssKsystemYKHumanfMutationWK2011WKcbWKeeaXf 4.7 8

35 sommonKallelesKatKfqbeYaKandKapaaYbKareKassociatedKwithKbreastKcancerKriskKforKrRsqaKandKrRsqbK
mutationKcarriersYKHumanfMolecularfGeneticsWK2011WKb_WKcc_dXba 5.6 62

34 sommonKvariantsKofKtheKrRsqaKwildXtypeKalleleKmodifyKtheKriskKofKbreastKcancerKinKrRsqaKmutationK
carriersYKHumanfMolecularfGeneticsWK2011WKb_WKdgcbXdg 5.6 21

33 weneticKvariationKatKipbbYbKandKovarianKcancerKriskKforKrRsqaKandKrRsqbKmutationKcarriersYKJournalf
offthefNationalfCancerfInstituteWK2011WKa_cWKa_eXaf 9.7 37

32 qKlocusKonKaipacKmodifiesKriskKofKbreastKcancerKinKrRsqaKmutationKcarriersKandKisKassociatedKwithK
hormoneKreceptorXnegativeKbreastKcancerKinKtheKgeneralKpopulationYKNaturefGeneticsWK2010WKdbWKhheXib 36.3 276

31 sommonKbreastKcancerKsusceptibilityKallelesKandKtheKriskKofKbreastKcancerKforKrRsqaKandKrRsqbK
mutationKcarriersjKimplicationsKforKriskKpredictionYKCancerfResearchWK2010WKg_WKigdbXed 10.1 147

30 weneticWKepidemiologicalWKandKclinicalKaspectsKofKhereditaryKpancreatitisjKaKpopulationXbasedKcohortK
studyKinKtenmarkYKAmericanfJournalfoffGastroenterologyWK2010WKa_eWKahgfXhc 0.7 28

(2010-2012)
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29 yncidenceWKetiologyKandKprognosisKofKfirstXtimeKacuteKpancreatitisKinKyoungKpatientsjKaK
populationXbasedKcohortKstudyYKPancreatologyWK2010WKa_WKdecXfa 3.8 10

28 MedullaryKthyroidKcancerjKRuTKtestingKofKanKarchivalKmaterialYKEuropeanfArchivesfoff
OtouRhinouLaryngologyWK2010WKbfgWKfacXg 3.5 7

27 yncidenceWKprevalenceWKetiologyWKandKprognosisKofKfirstXtimeKchronicKpancreatitisKinKyoungKpatientsjKaK
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