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n Paper IF Citations

202 qarwinianHevolutionHcanHfollowHonlyHveryHfewHmutationalHpathsHtoHfitterHproteinsVHScienceTH2006TH
3YZTHYYYUa 33.3 964

201 nHgenomeUwideHviewHofHtheHspectrumHofHspontaneousHmutationsHinHyeastVHProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2008THYXbTHfZdZUd 11.5 511

200 —exUdependentHgeneHexpressionHandHevolutionHofHtheHqrosophilaHtranscriptomeVHScienceTH2003TH3XXTHYdaZUb33.3 503

199 rvolutionaryHpathsHtoHantibioticHresistanceHunderHdynamicallyHsustainedHdrugHselectionVHNatureg
GeneticsTH2011THaaTHYXYUb 36.3 496

198 zissenseHmeanderingsHinHsequenceHspacegHaHbiophysicalHviewHofHproteinHevolutionVHNaturegReviewsg
GeneticsTH2005THcTHcdeUed 30.1 490

197 —electionHforHshortHintronsHinHhighlyHexpressedHgenesVHNaturegGeneticsTH2002TH3YTHaYbUe 36.3 390

196 uighHintrinsicHrateHofHqNnHlossHinHqrosophilaVHNatureTH1996TH3eaTH3acUf 50.4 322

195 rvidenceHforHqNnHlossHasHaHdeterminantHofHgenomeHsizeVHScienceTH2000THZedTHYXcXUZ 33.3 280

194 nHgenomeUwideHmapHofHdiversityHinH“lasmodiumHfalciparumVHNaturegGeneticsTH2007TH3fTHYY3Uf 36.3 265

193 teneticHpropertiesHinfluencingHtheHevolvabilityHofHgeneHexpressionVHScienceTH2007TH3YdTHYYeUZY 33.3 251

192 TheHcostHofHinbreedingHinHnrabidopsisVHNatureTH2002THaYcTHb3YUa 50.4 251

191 –apidHevolutionHofHmaleUbiasedHgeneHexpressionHinHqrosophilaVHProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaTH2003THYXXTHfefaUf 11.5 245

190 —electiveHsweepHofHaHnewlyHevolvedHspermUspecificHgeneHinHqrosophilaVHNatureTH1998TH3fcTHbdZUb 50.4 229

189
rvolutionHofHproteinsHandHgeneHexpressionHlevelsHareHcoupledHinHqrosophilaHandHareHindependentlyH
associatedHwithHm–NnHabundanceTHproteinHlengthTHandHnumberHofHproteinUproteinHinteractionsVH
MoleculargBiologygandgEvolutionTH2005THZZTHY3abUba

8.3 208

188 zodernHthoughtsHonHanHancyentHmarineregHfunctionTHevolutionTHregulationVHAnnualgReviewgofg
GeneticsTH1997TH3YTH33dUbe 14.5 203

187
zisfoldedHproteinsHimposeHaHdosageUdependentHfitnessHcostHandHtriggerHaHcytosolicHunfoldedH
proteinHresponseHinHyeastVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaTH2011THYXeTHceXUb

11.5 202

186 ncceleratedHevolutionHofHresistanceHinHmultidrugHenvironmentsVHProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2008THYXbTHY3fddUeY 11.5 199
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185 —tepwiseHacquisitionHofHpyrimethamineHresistanceHinHtheHmalariaHparasiteVHProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2009THYXcTHYZXZbU3X 11.5 197

184 yimitsHofHadaptationgHtheHevolutionHofHselectiveHneutralityVHGeneticsTH1985THYYYTHcbbUda 4 194

183 NaturalHselectionHconstrainsHneutralHdiversityHacrossHaHwideHrangeHofHspeciesVHPLoSgBiologyTH2015THY3THeYXXZYYZ9.7 187

182 zetabolicHfluxHandHfitnessVHGeneticsTH1987THYYbTHZbU3Y 4 181

181 nHsingleHmodeHofHcanalizationVHTrendsgingEcologygandgEvolutionTH2002THYdTHaceUad3 10.9 180

180 “olymorphicHYHchromosomesHharborHcrypticHvariationHwithHmanifoldHfunctionalHconsequencesVH
ScienceTH2008TH3YfTHfYU3 33.3 178

179 rpigeneticHmemoryHatHmalariaHvirulenceHgenesVHProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaTH2007THYXaTHeffUfXZ 11.5 178

178 nnHequivalenceHprincipleHforHtheHincorporationHofHfavorableHmutationsHinHasexualHpopulationsVH
ScienceTH2006TH3YYTHYcYbUd 33.3 177

177 “opulationHgeneticHvariationHinHgenomeUwideHgeneHexpressionVHMoleculargBiologygandgEvolutionTH
2003THZXTHfbbUc3 8.3 171

176 phromosomalHregionsHspecificHtoHpathogenicHisolatesHofHrscherichiaHcoliHhaveHaHphylogeneticallyH
clusteredHdistributionVHJournalgofgBacteriologyTH1998THYeXTHYYbfUcb 3.5 158

175 rvidenceHforH—VHcerevisiaeHfermentationHinHancientHwineVHJournalgofgMoleculargEvolutionTH2003THbdH
—upplHYTH—ZZcU3Z 3.1 152

174 –ecentHoriginHofH“lasmodiumHfalciparumHfromHaHsingleHprogenitorVHScienceTH2001THZf3THaeZUa 33.3 152

173 pompensatoryHcisUtransHevolutionHandHtheHdysregulationHofHgeneHexpressionHinHinterspecificHhybridsH
ofHqrosophilaVHGeneticsTH2005THYdYTHYeY3UZZ 4 151

172 teneticHdiversityHinHyeastHassessedHwithHwholeUgenomeHoligonucleotideHarraysVHGeneticsTH2003THYc3THdfUef4 148

171 —electiveHneutralityHofHc“tqHallozymesHinHrVHcoliHandHtheHeffectsHofHgeneticHbackgroundVHGeneticsTH
1980THfcTHeXYUYd 4 145

170
rpigeneticHeffectsHofHpolymorphicHYHchromosomesHmodulateHchromatinHcomponentsTHimmuneH
responseTHandHsexualHconflictVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaTH2010THYXdTHYbeZcU3Y

11.5 144

169 TransgeneHpoplacementHandHhighHefficiencyHsiteUspecificHrecombinationHwithHtheHpreWlox“HsystemHinH
qrosophilaVHGeneticsTH1996THYaaTHdYbUZc 4 144

168 qirectionalHselectionHandHtheHsiteUfrequencyHspectrumVHGeneticsTH2001THYbfTHYddfUee 4 139

(2001-2009)
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167 teneticHincompatibilitiesHareHwidespreadHwithinHspeciesVHNatureTH2013THbXaTHY3bUd 50.4 136

166 rvidenceHforHinterspecificHtransferHofHtheHtransposableHelementHmarinerHbetweenHqrosophilaHandH
ZaprionusVHJournalgofgMoleculargEvolutionTH1991TH33THbYaUZa 3.1 133

165 oayesianHanalysisHofHgeneHexpressionHlevelsgHstatisticalHquantificationHofHrelativeHm–NnHlevelHacrossH
multipleHstrainsHorHtreatmentsVHGenomegBiologyTH2002TH3TH–r—rn–puXXdY 18.3 128

164 WhatHrestrictsHtheHactivityHofHmarinerUlikeHtransposableHelementsVHTrendsgingGeneticsTH1997THY3THYfdUZXY 8.5 127

163 “opulationHgenomicsHofHinversionHpolymorphismsHinHqrosophilaHmelanogasterVHPLoSgGeneticsTH2012TH
eTHeYXX3Xbc 6 121

162 OptimizationHofHgeneHexpressionHbyHnaturalHselectionVHProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaTH2009THYXcTHYY33Ue 11.5 118

161 nHportraitHofHcopyUnumberHpolymorphismHinHqrosophilaHmelanogasterVHProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2007THYXaTHYffZXUb 11.5 118

160 nnomaliesHinHtheHexpressionHprofileHofHinterspecificHhybridsHofHqrosophilaHmelanogasterHandH
qrosophilaHsimulansVHGenomegResearchTH2004THYaTH3d3Uf 9.7 118

159 “revalenceHofHpositiveHselectionHamongHnearlyHneutralHaminoHacidHreplacementsHinHqrosophilaVH
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2007THYXaTHcbXaUYX 11.5 117

158 qNnUbindingHspecificityHchangesHinHtheHevolutionHofHforkheadHtranscriptionHfactorsVHProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2013THYYXTHYZ3afUba 11.5 116

157 “opulationHstructureHandHtransmissionHdynamicsHofH“lasmodiumHvivaxHinHruralHnmazoniaVHJournalgofg
InfectiousgDiseasesTH2007THYfbTHYZYeUZc 7 116

156
teneticHdissectionHofHhybridHincompatibilitiesHbetweenHqrosophilaHsimulansHandHqVHmauritianaVHvVH
qifferentialHaccumulationHofHhybridHmaleHsterilityHeffectsHonHtheHXHandHautosomesVHGeneticsTH2003TH
YcaTHY3e3Ufd

4 116

155 zodelingHmalariaHgenomicsHrevealsHtransmissionHdeclineHandHreboundHinH—enegalVHProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2015THYYZTHdXcdUdZ 11.5 114

154
–nTr—HOsHqvér–trNprHvNHtrNrHrX“–r——vONH“–Osvyr—HOsH“–vznTr—THzvprTHnNqHsyvr—gH
—TnovyvZvNtH—ryrpTvONHnNqHén–vnovyvTYHnzONtHsèNpTvONnyHpnTrtO–vr—VHEvolution;g
InternationalgJournalgofgOrganicgEvolutionTH2005THbfTHYZcUY3d

3.8 114

153 “opulationHqynamicsHofHtheH—egregationHqistorterH“olymorphismHofHq–O—O“uvynH
zrynNOtn—Tr–VHGeneticsTH1978THefTHYdYUfZ 4 114

152 oehavioralHidiosyncrasyHrevealsHgeneticHcontrolHofHphenotypicHvariabilityVHProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2015THYYZTHcdXcUYY 11.5 113

151 tlycophorinHoHisHtheHerythrocyteHreceptorHofH“lasmodiumHfalciparumHerythrocyteUbindingHligandTH
royUYVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2009THYXcTHb3aeUbZ11.5 113

150 nHsexUratioHmeioticHdriveHsystemHinHqrosophilaHsimulansVHvvgHanHXUlinkedHdistorterVHPLoSgBiologyTH2007TH
bTHeZf3 9.7 113
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149 qistributionHandHabundanceHofHinsertionHsequencesHamongHnaturalHisolatesHofHrscherichiaHcoliVH
GeneticsTH1987THYYbTHbYUc3 4 112

148 nHsexUratioHmeioticHdriveHsystemHinHqrosophilaHsimulansVHvgHanHautosomalHsuppressorVHPLoSgBiologyTH
2007THbTHeZfZ 9.7 111

147 pompensatoryHnearlyHneutralHmutationsgHselectionHwithoutHadaptationVHJournalgofgTheoreticalg
BiologyTH1996THYeZTH3X3Uf 2.3 111

146 cisU–egulatoryHandHproteinHevolutionHinHorthologousHandHduplicateHgenesVHGenomegResearchTH2004TH
YaTHYb3XUc 9.7 106

145 qominanceHandHtheHevolutionaryHaccumulationHofHcisUHandHtransUeffectsHonHgeneHexpressionVH
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2008THYXbTHYaadYUc 11.5 104

144 oayesianHanalysisHsuggestsHthatHmostHaminoHacidHreplacementsHinHqrosophilaHareHdrivenHbyHpositiveH
selectionVHJournalgofgMoleculargEvolutionTH2003THbdH—upplHYTH—YbaUca 3.1 104

143 zosaicHstructureHofHplasmidsHfromHnaturalHpopulationsHofHrscherichiaHcoliVHGeneticsTH1996THYa3THYXfYUYXX 4 101

142 tenomicHgigantismgHqNnHlossHisHslowHinHmountainHgrasshoppersVHMoleculargBiologygandgEvolutionTH
2001THYeTHZacUb3 8.3 100

141 rxtensiveHmicrosatelliteHdiversityHinHtheHhumanHmalariaHparasiteH“lasmodiumHvivaxVHGeneTH2008THaYXTHYXbUYZ3.8 96

140 polloquiumHpapersgHndaptiveHlandscapesHandHproteinHevolutionVHProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2010THYXdH—upplHYTHYdadUbY 11.5 94

139 rffectsHofHXUlinkageHandHsexUbiasedHgeneHexpressionHonHtheHrateHofHadaptiveHproteinHevolutionHinH
qrosophilaVHMoleculargBiologygandgEvolutionTH2008THZbTHYc3fUbX 8.3 92

138 tenotypicHpontextHandHrpistasisHinHvndividualsHandH“opulationsVHCellTH2016THYccTHZdfUZed 56.2 85

137 oiophysicalHprinciplesHpredictHfitnessHlandscapesHofHdrugHresistanceVHProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2016THYY3THrYadXUe 11.5 83

136 rcologicalHandHevolutionaryHgenomicsHofH—accharomycesHcerevisiaeVHMoleculargEcologyTH2006THYbTHbdbUfY 5.7 83

135 TheHoriginHofHmalariagHmixedHmessagesHfromHgeneticHdiversityVHNaturegReviewsgMicrobiologyTH2004THZTHYbUZZ22.2 82

134 teographicHstructureHofH“lasmodiumHvivaxgHmicrosatelliteHanalysisHofHparasiteHpopulationsHfromH—riH
yankaTHzyanmarTHandHrthiopiaVHAmericangJournalgofgTropicalgMedicinegandgHygieneTH2010THeZTHZ3bUaZ 3.2 81

133 “athwayH“rocessorgHaHtoolHforHintegratingHwholeUgenomeHexpressionHresultsHintoHmetabolicH
networksVHGenomegResearchTH2002THYZTHYYZYUc 9.7 81

132 sitnessHasHaHfunctionHofHbetaUgalactosidaseHactivityHinHrscherichiaHcoliVHGeneticalgResearchTH1986THaeTHYUe 1.1 77

(1986-1987)
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131
teneticHdissectionHofHhybridHincompatibilitiesHbetweenHqrosophilaHsimulansHandHqVHmauritianaVHvvvVH
ueterogeneousHaccumulationHofHhybridHincompatibilitiesTHdegreeHofHdominanceTHandHimplicationsH
forHualdaneOsHruleVHEvolution;gInternationalgJournalgofgOrganicgEvolutionTH2003THbdTHZbeXUfe

3.8 76

130 zolecularHmelodiesHinHhighHandHlowHpVHNaturegReviewsgGeneticsTH2000THYTHYabUf 30.1 74

129 rxcessHpolymorphismsHinHgenesHforHmembraneHproteinsHinH“lasmodiumHfalciparumVHScienceTH2002TH
ZfeTHZYcUe 33.3 73

128 pompensatoryHmutationsHrestoreHfitnessHduringHtheHevolutionHofHdihydrofolateHreductaseVH
MoleculargBiologygandgEvolutionTH2010THZdTHZceZUfX 8.3 72

127
—almonellaHvirulenceHplasmidVHzodularHacquisitionHofHtheHspvHvirulenceHregionHbyHanHsUplasmidHinH
—almonellaHentericaHsubspeciesHvHandHinsertionHintoHtheHchromosomeHofHsubspeciesHvvTHvvvaTHvéHandHévvH
isolatesVHGeneticsTH1998THYafTHYYe3UfX

4 72

126 zutationsHinHactinUbindingHproteinHcoroninHconferHreducedHartemisininHsusceptibilityVHProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2018THYYbTHYZdffUYZeXa 11.5 72

125 teneticHsurveillanceHdetectsHbothHclonalHandHepidemicHtransmissionHofHmalariaHfollowingHenhancedH
interventionHinH—enegalVHPLoSgONETH2013THeTHecXdeX 3.7 71

124 “atternsHofHinsertionHandHdeletionHinHcontrastingHchromatinHdomainsVHMoleculargBiologygandg
EvolutionTH2002THYfTHZZYYUZb 8.3 69

123 TowardsHaHtheoryHofHevolutionaryHadaptationVHGeneticaTH1998THYXZWYX3THbZbUb33 1.5 67

122 rvolutionHofHtransposonsgHnaturalHselectionHforHTnbHinHrscherichiaHcoliHxYZVHGeneticsTH1983THYX3THbeYUfZ 4 67

121 teneticHdissectionHofHhybridHincompatibilitiesHbetweenHqrosophilaHsimulansHandHqVHmauritianaVHvvVH
zappingHhybridHmaleHsterilityHlociHonHtheHthirdHchromosomeVHGeneticsTH2003THYcaTHY3ffUaYe 4 66

120
trNrTvpHqv——rpTvONHOsHuYo–vqHvNpOz“nTvovyvTvr—HorTWrrNHq–O—O“uvynH—vzèynN—HnNqHqVH
znè–vTvnNnVHvvvVHurTr–OtrNrOè—HnppèzèynTvONHOsHuYo–vqHvNpOz“nTvovyvTvr—THqrt–rrHOsH
qOzvNnNprTHnNqHvz“yvpnTvON—HsO–HunyqnNrO—H–èyrVHEvolution;gInternationalgJournalgofg
OrganicgEvolutionTH2003THbdTHZbeX

3.8 64

119 TrashHqNnHisHwhatHgetsHthrownHawaygHhighHrateHofHqNnHlossHinHqrosophilaVHGeneTH1997THZXbTHZdfUef 3.8 62

118 pytoplasmicHdyneinHintermediateUchainHisoformsHwithHdifferentHtargetingHpropertiesHcreatedHbyH
tissueUspecificHalternativeHsplicingVHMoleculargandgCellulargBiologyTH1998THYeTHceYcUZb 4.8 60

117 èseHofHpolymeraseHchainHreactionHtoHamplifyHsegmentsHoutsideHboundariesHofHknownHsequencesVH
MethodsgingEnzymologyTH1993THZYeTH3XfUZY 1.7 58

116 plonalHoutbreakHofH“lasmodiumHfalciparumHinfectionHinHeasternH“anamaVHJournalgofgInfectiousg
DiseasesTH2015THZYYTHYXedUfc 7 56

115 nHmaximumHlikelihoodHmethodHforHanalyzingHpseudogeneHevolutiongHimplicationsHforHsilentHsiteH
evolutionHinHhumansHandHrodentsVHMoleculargBiologygandgEvolutionTH2002THYfTHYYXUd 8.3 55

114 pOvygHaHmethodologyHforHevaluatingHmalarialHcomplexityHofHinfectionHusingHlikelihoodHfromHsingleH
nucleotideHpolymorphismHdataVHMalariagJournalTH2015THYaTHa 3.6 50
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113 sunctionalHeffectsHofH“tvHallozymesHinHrscherichiaHcoliVHGeneticsTH1983THYXbTHYUYe 4 48

112 TheHrolesHofHcisUHandHtransUregulationHinHtheHevolutionHofHregulatoryHincompatibilitiesHandHsexuallyH
dimorphicHgeneHexpressionVHGenomegResearchTH2014THZaTHeaUfb 9.7 47

111 teneHconversionHasHaHsourceHofHnucleotideHdiversityHinH“lasmodiumHfalciparumVHMoleculargBiologyg
andgEvolutionTH2003THZXTHdZcU3a 8.3 47

110 tenomicHsequencingHofH“lasmodiumHfalciparumHmalariaHparasitesHfromH—enegalHrevealsHtheH
demographicHhistoryHofHtheHpopulationVHMoleculargBiologygandgEvolutionTH2012THZfTH3aZdU3f 8.3 46

109
uarnessingHevolutionaryHfitnessHinH“lasmodiumHfalciparumHforHdrugHdiscoveryHandHsuppressingH
resistanceVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2014TH
YYYTHdffUeXa

11.5 45

108 termlineHtransformationHofHqrosophilaHvirilisHwithHtheHtransposableHelementHmarinerVHGeneticsTH
1996THYa3TH3cbUda 4 45

107 —ubunitHinteractionsHinHtheHmarinerHtransposaseVHGeneticsTH1996THYaaTHYXedUfb 4 45

106 qiscoveryHofHtheHtransposableHelementHmarinerVHGeneticsTH2001THYbdTHadYUc 4 45

105 sactorsHcontributingHtoHtheHhybridHdysgenesisHsyndromeHinHqrosophilaHvirilisVHGeneticalgResearchTH
1998THdYTHYXfUYd 1.1 44

104 termlineHtransformationHofHqrosophilaHvirilisHmediatedHbyHtheHtransposableHelementHhoboVHGenetics
TH1996THYaZTHYd3Ud 4 43

103 “atternsHofHqNnHsequenceHvariationHsuggestHtheHrecentHactionHofHpositiveHselectionHinHtheH
janusUocnusHregionHofHqrosophilaHsimulansVHGeneticsTH2001THYbfTHcadUbd 4 42

102 quplicationTHgeneHconversionTHandHgeneticHdiversityHinHtheHspeciesUspecificHacylUponHsynthetaseHgeneH
familyHofH“lasmodiumHfalciparumVHMoleculargandgBiochemicalgParasitologyTH2006THYbXTHYXUZa 1.9 40

101 zutationalHreversionsHduringHadaptiveHproteinHevolutionVHMoleculargBiologygandgEvolutionTH2007THZaTHYcXeUYX8.3 40

100 TheHparadoxicalHpopulationHgeneticsHofH“lasmodiumHfalciparumVHTrendsgingParasitologyTH2002THYeTHZccUdZ 6.4 40

99 phromosomalHeffectsHofHrapidHgeneHevolutionHinHqrosophilaHmelanogasterVHScienceTH2001THZfYTHYZeU3X 33.3 40

98 “YHclonesHfromHqrosophilaHmelanogasterHasHmarkersHtoHstudyHtheHchromosomalHevolutionHofH
zullerOsHnHelementHinHtwoHspeciesHofHtheHobscuraHgroupHofHqrosophilaVHChromosomaTH1995THYXaTHYZfU3c 2.8 40

97
sunctionalHevidenceHthatHaHrecentlyHevolvedHqrosophilaHspermUspecificHgeneHboostsHspermH
competitionVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2012TH
YXfTHZXa3Ue

11.5 39

96 –egulationHofHtheHtransposableHelementHmarinerVHGeneticaTH1997THYXXTHYddUYea 1.5 38

(1997-1983)
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95
zaximumHlikelihoodHandHoayesianHmethodsHforHestimatingHtheHdistributionHofHselectiveHeffectsH
amongHclassesHofHmutationsHusingHqNnHpolymorphismHdataVHTheoreticalgPopulationgBiologyTH2003TH
c3THfYUYX3

1.2 38

94 vnverseHpolymeraseHchainHreactionVHNaturegBiotechnologyTH1990THeTHdbfUcX 44.5 38

93 nHframeworkHphysicalHmapHofHqrosophilaHvirilisHbasedHonH“YHclonesgHapplicationsHinHgenomeH
evolutionVHChromosomaTH1997THYXcTHffUYXd 2.8 37

92 ndaptiveHyandscapeHbyHrnvironmentHvnteractionsHqictateHrvolutionaryHqynamicsHinHzodelsHofHqrugH
–esistanceVHPLoSgComputationalgBiologyTH2016THYZTHeYXXadYX 5 37

91 poupledHinstabilityHofHtwoHXUlinkedHgenesHinHqrosophilaHmauritianagHgerminalHandHsomaticH
mutabilityVHGeneticsTH1985THYYYTHbdUcb 4 37

90 zolecularHconsiderationsHinHtheHevolutionHofHbacterialHgenesVHJournalgofgMoleculargEvolutionTH1991TH
33THZaYUbX 3.1 36

89 WhatHcanHweHlearnHfromHfitnessHlandscapeslVHCurrentgOpiniongingMicrobiologyTH2014THZYTHbYUd 7.9 35

88 –econstructingHtheHancientHmarinersHofHhumansVHNaturegGeneticsTH1996THYZTH3cXUY 36.3 34

87 qistributionHofHtransposableHelementsHinHprokaryotesVHTheoreticalgPopulationgBiologyTH1986TH3XTHYUYc 1.2 34

86 zosquitoHéectorsHandHtheHtlobalizationHofH“lasmodiumHfalciparumHzalariaVHAnnualgReviewgofg
GeneticsTH2016THbXTHaadUacb 14.5 33

85 qefectiveHuistoneHTransitionHduringH—permiogenesisHinHueterozygousH—rt–rtnTvONHqv—TO–Tr–H
zalesHofHq–O—O“uvynHzrynNOtn—Tr–VHGeneticsTH1982THYXYTHbdUcf 4 32

84 pascadingHtranscriptionalHeffectsHofHaHnaturallyHoccurringHframeshiftHmutationHinH—accharomycesH
cerevisiaeVHMoleculargEcologyTH2008THYdTHZfebUfd 5.7 31

83 sitnessHtradeUoffsHinHtheHevolutionHofHdihydrofolateHreductaseHandHdrugHresistanceHinH“lasmodiumH
falciparumVHPLoSgONETH2011THcTHeYfc3c 3.7 30

82 qiversifyingHselectionHgovernsHsequenceHpolymorphismHinHtheHmajorHadhesinHproteinsHfimnTHpapnTH
andHsfanHofHrscherichiaHcoliVHJournalgofgMoleculargEvolutionTH1998THadTHZbeUcd 3.1 30

81 teneticHrelatednessHanalysisHrevealsHtheHcotransmissionHofHgeneticallyHrelatedH“lasmodiumH
falciparumHparasitesHinHThiˆ¤sTH—enegalVHGenomegMedicineTH2017THfTHb 14.4 29

80 OriginHandHrvolutionHofHaHNewHteneHrxpressedHinHtheHqrosophilaH—permHnxonemeVHGeneticaTH2003TH
YYeTHZ33UZaa 1.5 29

79 qiscordantHratesHofHchromosomeHevolutionHinHtheHqrosophilaHvirilisHspeciesHgroupVHGeneticsTH1997TH
YadTHZZ3U3X 4 29

78 vnsertionHsitesHofHtheHtransposableHelementHmarinerHareHfixedHinHtheHgenomeHofHqrosophilaH
sechelliaVHJournalgofgMoleculargEvolutionTH1991TH33THabXUc 3.1 28
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77 nnalysisHofHtheHtypeHYHpilinHgeneHclusterHfimHinH—almonellagHitsHdistinctHevolutionaryHhistoriesHinHtheHbOH
andH3OHregionsVHJournalgofgBacteriologyTH1999THYeYTHY3XYUe 3.5 28

76 —elfUinflictedHwoundsTHtemplateUdirectedHgapHrepairHandHaHrecombinationHhotspotVHrffectsHofHtheH
marinerHtransposaseVHGeneticsTH2000THYbaTHcadUbc 4 28

75 TheHexperimentalHassessmentHofHfitnessHinHqrosophilaVHvVHpomparativeHmeasuresHofHcompetitiveH
reproductiveHsuccessVHGeneticsTH1982THYXZTHabbUcc 4 27
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