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j Paper IF Citations

107 zeepOlatentOspaceOfusionOforOadaptiveOrepresentationOofOheterogeneousOmulticomicsOdataddOBriefingse
ineBioinformaticsbO2022bO 13.4 1

106 IdentifyingOluminalOandObasalOmammaryOcellOspecificOgenesOandOtheirOexpressionOpatternsOduringO
pregnancyddOPLoSeONEbO2022bOgmbOefhlmhgg 3.7

105 zetectingOxrainOStructurecSpecificOMethylationOSignaturesOandORulesOforOwlzheimerVsOziseaseddO
FrontierseineNeurosciencebO2022bOglbOnokgng 5.1 0

104 InterpretingOFunctionalOImpactOofOGeneticOVariationsObyONetworkOQTLOforOGenotypecPhenotypeO
wssociationOStudyddOFrontierseineCelleandeDevelopmentaleBiologybO2021bOobOmhfihg 5.7 0

103 PredictingOHumanOProteinOSubcellularOLocationsObyOUsingOaOyombinationOofONetworkOandOFunctionO
FeaturesdOFrontierseineGeneticsbO2021bOghbOmnighn 4.5 1

102
zerivednessOIndexOforOβstimatingOzegreeOofOPhenotypicOβvolutionOofOβmbryospOwOStudyOofO
yomparativeOTranscriptomicOwnalysesOofOyhordatesOandOβchinodermsddOFrontierseineCelleande
DevelopmentaleBiologybO2021bOobOmjooli

5.7 0

101 βxploringOSomaticOwlterationOwssociatingOWithOwggressiveOxehaviorsOofOPapillaryOThyroidO
yarcinomasObyOTargetedOSequencingdOFrontierseineOncologybO2021bOggbOmhhngj 5.3 0

100 IdentifyingOtheOSignaturesOandORulesOofOyirculatingOβxtracellularOMicroRNwOforOzistinguishingO
yancerOSubtypesdOFrontierseineGeneticsbO2021bOghbOlkglgf 4.5 6

99 InvestigatingOgeneOmethylationOsignaturesOforOfetalOintoleranceOpredictiondOPLoSeONEbO2021bOglbOefhkffih3.7

98 PredictingOgeneOphenotypeObyOmulticlabelOmulticclassOmodelObasedOonOessentialOfunctionalOfeaturesdO
MoleculareGeneticseandeGenomicsbO2021bOholbOofkcogn 3.1 4

97 wpplyingOartificialOintelligenceOinOtheOmicrobiomeOforOgastrointestinalOdiseasespOwOreviewdOJournaleofe
GastroenterologyeandeHepatologyeoAustraliapbO2021bOilbOnihcnjf 4 2

96 IdentifyingOInfliximabcOWIFXcXOResponsiveOxloodOSignaturesOforOtheOTreatmentOofORheumatoidO
wrthritisdOBioMedeResearcheInternationalbO2021bOhfhgbOgcgf 3

95 PerformanceOassessmentOofOsamplecspecificOnetworkOcontrolOmethodsOforObulkOandOsingleccellO
biologicalOdataOanalysisdOPLoSeComputationaleBiologybO2021bOgmbOegffnolh 5 1

94 zeterminingOproteincproteinOfunctionalOassociationsObyOfunctionalOrulesObasedOonOgeneOontologyO
andOKβGGOpathwaydOBiochimicaeEteBiophysicaeActaeueProteinseandeProteomicsbO2021bOgnlobOgjflhg 4 31

93 wnalysisOofOtheOSequenceOyharacteristicsOofOwntifreezeOProteindOLifebO2021bOggbO 3 1

92 IdentifyingOyOVIzcgocSpecificOTranscriptomicOxiomarkersOwithOMachineOLearningOMethodsdOBioMede
ResearcheInternationalbO2021bOhfhgbOooiogij 3 2

91 IdentificationOofOMicrobiotaOxiomarkersOWithOOrthologousOGeneOwnnotationOforOTypeOhOziabetesdO
FrontierseineMicrobiologybO2021bOghbOmgghjj 5.7 2

Tao Zeng

2



90 RepurposeOwnalysisOβxpandingOxiomedicalOxenefitsObyOOmicsOzataOIntegrationO2021bOojcgfh 2

89 NetworkOcontrollabilitycbasedOalgorithmOtoOtargetOpersonalizedOdriverOgenesOforOdiscoveringO
combinatorialOdrugsOofOindividualOpatientsdONucleiceAcidseResearchbO2021bOjobOeim 20.1 6

88 IdentifyingOtheOImmunologicalOGeneOSignaturesOofOImmuneOyellOSubtypesdOBioMedeResearche
InternationalbO2021bOhfhgbOgcgf 3 1

87 RecognizingOPatternOandORuleOofOMutationOSignaturesOyorrespondingOtoOyancerOTypesdOFrontierseine
CelleandeDevelopmentaleBiologybO2021bOobOmghoig 5.7

86 FacialOSkinOMicrobiotacMediatedOHostOResponseOtoOPollutionOStressORevealedObyOMicrobiomeO
NetworksOofOIndividualdOMSystemsbO2021bOlbOeffigohg 7.6 2

85 IdentifyingOyellcTypeOSpecificOGenesOandOβxpressionORulesOxasedOonOSinglecyellOTranscriptomicOwtlasO
zatadOFrontierseineBioengineeringeandeBiotechnologybO2020bOnbOikf 5.8 7

84 ziscriminatingOOriginOTissuesOofOTumorOyellOLinesObyOMethylationOSignaturesOandOzyscMethylatedO
RulesdOFrontierseineBioengineeringeandeBiotechnologybO2020bOnbOkfm 5.8 8

83 GeneOexpressionOanalysisOrevealsOtheOtippingOpointsOduringOinfantObrainOdevelopmentOforOhumanOandO
chimpanzeedOBMCeGenomicsbO2020bOhgbOmj 4.5 3

82 wlternativeOPolyadenylationOModificationOPatternsORevealOβssentialOPosttranscriptionORegulatoryO
MechanismsOofOTumorigenesisOinOMultipleOTumorOTypesdOBioMedeResearcheInternationalbO2020bOhfhfbOlinjghf3 4

81 wnalysisOonOgeneOmodularOnetworkOrevealsOmorphogencdirectedOdevelopmentOrobustnessOindOCelle
DiscoverybO2020bOlbOji 22.3 2

80 βvolutionOandOtransitionOofOexpressionOtrajectoryOduringOhumanObrainOdevelopmentdOBMCe
EvolutionaryeBiologybO2020bOhfbOmh 3 3

79 βfficientOMiningOylosedOkcMersOfromOzNwOandOProteinOSequencesO2020bO 3

78
βssentialOgeneOexpressionOpatternOofOheadOandOneckOsquamousOcellOcarcinomaOrevealedObyO
tumorcspecificOexpressionOruleObasedOonOsingleccellORNwOsequencingdOBiochimicaeEteBiophysicaeActaeue
MoleculareBasiseofeDiseasebO2020bOgnllbOglkmog

6.9 2

77 NetworkOcontrolOprinciplesOforOidentifyingOpersonalizedOdriverOgenesOinOcancerdOBriefingseine
BioinformaticsbO2020bOhgbOgljgcgllh 13.4 4

76 ScreeningOzyscMethylationOGenesOandORulesOforOyancerOziagnosisObyOUsingOtheOPancyancerOStudydO
IEEEeAccessbO2020bOnbOjnockfg 3.5 5

75 IdentifyingORobustOMicrobiotaOSignaturesOandOInterpretableORulesOtoOzistinguishOyancerOSubtypesdO
FrontierseineMoleculareBiosciencesbO2020bOmbOlfjmoj 5.6 7

74 IdentifyingOtheORNwOsignaturesOofOcoronaryOarteryOdiseaseOfromOcombinedOlncRNwOandOmRNwO
expressionOprofilesdOGenomicsbO2020bOgghbOjojkcjokn 4.3 7

73 InvestigationOandOPredictionOofOHumanOInteractomeOxasedOonOQuantitativeOFeaturesdOFrontierseine
BioengineeringeandeBiotechnologybO2020bOnbOmif 5.8 10

(2020-2021)
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72 IdentifyingOβssentialOMethylationOPatternsOandOGenesOwssociatedOWithOStrokedOIEEEeAccessbO2020bOnbOolllocollml3.5 2

71 GenomicOinsightsOofObodyOplanOtransitionsOfromObilateralOtoOpentameralOsymmetryOinOβchinodermsdO
CommunicationseBiologybO2020bOibOimg 6.7 5

70 IdentificationOofOyOVIzcgoOInfectioncRelatedOHumanOGenesOxasedOonOaORandomOWalkOModelOinOaO
ViruscHumanOProteinOInteractionONetworkdOBioMedeResearcheInternationalbO2020bOhfhfbOjhklifg 3 12

69 zistinguishingOGlioblastomaOSubtypesObyOMethylationOSignaturesdOFrontierseineGeneticsbO2020bOggbOlfjiil4.5 8

68 IdentificationOofOKeyOGenesOforOtheOUltrahighOYieldOofORiceOUsingOzynamicOyrossctissueONetworkO
wnalysisdOGenomicsteProteomicseandeBioinformaticsbO2020bOgnbOhklchmf 6.5 6

67 ziseaseOylusterOzetectionOandOFunctionalOyharacterizationdOIEEEeAccessbO2020bOnbOgjgokncgjgoll 3.5 2

66 RolesOofOTGF˛†gOinOtheOexpressionOofOphosphoinositideOickinaseOisoformOgenesOandOsensitivityOandO
responseOofOlungOtelocytesOtoOPIiKOinhibitorsdOCelleBiologyeandeToxicologybO2020bOilbOkgclj 7.4 16

65 zetectingOtheOMultiomicsOSignaturesOofOFactorcSpecificOInflammatoryOβffectsOonOwirwayOSmoothO
MusclesdOFrontierseineGeneticsbO2020bOggbOkooomf 4.5 21

64 IdentifyingOTranscriptomicOSignaturesOandORulesOforOSwRScyoVchOInfectiondOFrontierseineCelleande
DevelopmentaleBiologybO2020bOnbOlhmifh 5.7 31

63 IdentificationOofOProteinOSubcellularOLocalizationOWithONetworkOandOFunctionalOβmbeddingsdO
FrontierseineGeneticsbO2020bOggbOlhlkff 4.5 29

62 wssessmentOofOnetworkOmoduleOidentificationOacrossOcomplexOdiseasesdONatureeMethodsbO2019bOglbOnjicnkh21.6 91

61 IdentifyingOMethylationOPatternOandOGenesOwssociatedOwithOxreastOyancerOSubtypesdOInternationale
JournaleofeMoleculareSciencesbO2019bOhfbO 6.3 23

60 IdentifyingOβssentialOSignatureOGenesOandOβxpressionORulesOwssociatedOWithOzistinctiveO
zevelopmentOStagesOofOβarlyOβmbryonicOyellsdOIEEEeAccessbO2019bOmbOghnkmfcghnkmn 3.5 9

59 SinglecyellORNwOSequencingcxasedOyomputationalOwnalysisOtoOzescribeOziseaseOHeterogeneitydO
FrontierseineGeneticsbO2019bOgfbOlho 4.5 12

58
ValuesOofOintegrationObetweenOlipidomicsOandOclinicalOphenomesOinOpatientsOwithOacuteOlungO
infectionbOpulmonaryOembolismbOorOacuteOexacerbationOofOchronicOpulmonaryOdiseasespOaOpreliminaryO
studydOJournaleofeTranslationaleMedicinebO2019bOgmbOglh

8.5 10

57 HighcOrderOyorrelationOIntegrationOforOSinglecyellOorOxulkORNwcseqOzataOwnalysisdOFrontierseine
GeneticsbO2019bOgfbOimg 4.5 5

56 yellcspecificOnetworkOconstructedObyOsingleccellORNwOsequencingOdatadONucleiceAcidseResearchbO2019bO
jmbOelh 20.1 43

55
zynamicOedgecbasedObiomarkerOnoncinvasivelyOpredictsOhepatocellularOcarcinomaOwithOhepatitisOxO
virusOinfectionOforOindividualOpatientsObasedOonObloodOtestingdOJournaleofeMoleculareCelleBiologybO
2019bOggbOllkclmm

6.3 11
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54
GenomicOandOtranscriptomicOinvestigationsOofOtheOevolutionaryOtransitionOfromOoviparityOtoO
viviparitydOProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericabO2019bO
gglbOiljlcilkk

11.5 21

53 MulticviewOSubspaceOylusteringOwnalysisOforOwggregatingOMultipleOHeterogeneousOOmicsOzatadO
FrontierseineGeneticsbO2019bOgfbOmjj 4.5 5

52 eGPSOgdfpOcomprehensiveOsoftwareOforOmulticomicOandOevolutionaryOanalysesdONationaleSciencee
ReviewbO2019bOlbOnlmcnlo 10.8 17

51 yopyONumberOVariationOPatternOforOziscriminatingOMwyROzhOStatesOofOyolorectalOyancerOSubtypesdO
FrontierseineBioengineeringeandeBiotechnologybO2019bOmbOjfm 5.8 15

50 RolesOofOtransformingOgrowthOfactorc˛†OandOphosphatidylinositolOickinaseOisoformsOinOintegrinO
˛†gcmediatedObiocbehaviorsOofOmouseOlungOtelocytesdOJournaleofeTranslationaleMedicinebO2019bOgmbOjig 8.5 7

49 wOnovelOnetworkOcontrolOmodelOforOidentifyingOpersonalizedOdriverOgenesOinOcancerdOPLoSe
ComputationaleBiologybO2019bOgkbOegffmkhf 5 20

48 yhronicOhepatitisOxpOdynamicOchangeOinOTraditionalOyhineseOMedicineOsyndromeObyOdynamicOnetworkO
biomarkersdOChineseeMedicinebO2019bOgjbOkh 4.7 9

47 ScreeningOofOMethylationOSignatureOandOGeneOFunctionsOwssociatedOWithOtheOSubtypesOofOIsocitrateO
zehydrogenasecMutationOGliomasdOFrontierseineBioengineeringeandeBiotechnologybO2019bOmbOiio 5.8 13

46 ImmunosignatureOScreeningOforOMultipleOyancerOSubtypesOxasedOonOβxpressionORuledOFrontierseine
BioengineeringeandeBiotechnologybO2019bOmbOimf 5.8 7

45 zynamicallyOcharacterizingOindividualOclinicalOchangeObyOtheOsteadyOstateOofOdiseasecassociatedO
pathwaydOBMCeBioinformaticsbO2019bOhfbOlom 3.6 2

44 wOnovelOalgorithmOforOfindingOoptimalOdriverOnodesOtoOtargetOcontrolOcomplexOnetworksOandOitsO
applicationsOforOdrugOtargetsOidentificationdOBMCeGenomicsbO2018bOgobOohj 4.5 17

43 ziscoveringOpersonalizedOdriverOmutationOprofilesOofOsingleOsamplesOinOcancerObyOnetworkOcontrolO
strategydOBioinformaticsbO2018bOijbOgnoicgofi 7.2 44

42 RevisitOofOMachineOLearningOSupportedOxiologicalOandOxiomedicalOStudiesdOMethodseineMoleculare
BiologybO2018bOgmkjbOgnichfj 1.4 2

41 IntegrativeOwnalysisOofOOmicsOxigOzatadOMethodseineMoleculareBiologybO2018bOgmkjbOgfocgik 1.4 26

40 UnravellingOmiRNwOregulationOinOyieldOofOriceOWOryzaOsativaXObasedOonOdifferentialOnetworkOmodeldO
ScientificeReportsbO2018bOnbOnjon 4.9 17

39 zetectingOPersonalizedOzeterminantsOzuringOzrugOTreatmentOfromOOmicsOxigOzatadOCurrente
PharmaceuticaleDesignbO2018bOhjbOimhmcimin 3.3 8

38 yharacterizingOandOziscriminatingOIndividualOSteadyOStateOofOziseasecwssociatedOPathwaydOLecturee
NoteseineComputereSciencebO2018bOkiickin 0.9

37 βfficientOMiningOMulticmersOinOaOVarietyOofOxiologicalOSequencesdOIEEEwACMeTransactionseone
ComputationaleBiologyeandeBioinformaticsbO2018bO 3 2

(2018-2019)
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36 zifferentialOfunctionOanalysispOidentifyingOstructureOandOactivationOvariationsOinOdysregulatedO
pathwaysdOScienceeChinaeInformationeSciencesbO2017bOlfbOg 3.4 1

35 PatternOfusionOanalysisObyOadaptiveOalignmentOofOmultipleOheterogeneousOomicsOdatadOBioinformatics
bO2017bOiibOhmflchmgj 7.2 39

34 yomparativeOnetworkOstratificationOanalysisOforOidentifyingOfunctionalOinterpretableOnetworkO
biomarkersdOBMCeBioinformaticsbO2017bOgnbOjn 3.6 5

33 IndividualcspecificOedgecnetworkOanalysisOforOdiseaseOpredictiondONucleiceAcidseResearchbO2017bOjkbOegmf 20.1 38

32 LocalOnetworkOcomponentOanalysisOforOquantifyingOtranscriptionOfactorOactivitiesdOMethodsbO2017bO
ghjbOhkcik 4.6 6

31 zysfunctionOofOPLwhGlOandOyYPhyjjcassociatedOnetworkOsignalsOimminentOcarcinogenesisOfromO
chronicOinflammationOtoOhepatocellularOcarcinomadOJournaleofeMoleculareCelleBiologybO2017bOobOjnockfi 6.3 41

30 yonstrainedOtargetOcontrollabilityOofOcomplexOnetworksdOJournaleofeStatisticaleMechanics:eTheoryeande
ExperimentbO2017bOhfgmbOflijfh 1.9 16

29 MiningOKcmersOofOVariousOLengthsOinOxiologicalOSequencesdOLectureeNoteseineComputereSciencebO2017bOgnlcgok0.9 2

28 InterferoncmicroRNwOsignallingOdrivesOliverOprecancerousOlesionOformationOandO
hepatocarcinogenesisdOGutbO2016bOlkbOggnlchfg 19.2 31

27 xigcdatacbasedOedgeObiomarkerspOstudyOonOdynamicalOdrugOsensitivityOandOresistanceOinOindividualsdO
BriefingseineBioinformaticsbO2016bOgmbOkmlcoh 13.4 33

26 IntegrationOofOmultipleOheterogeneousOomicsOdataO2016bO 1

25 ziagnosingOphenotypesOofOsinglecsampleOindividualsObyOedgeObiomarkersdOJournaleofeMoleculareCelle
BiologybO2015bOmbOhigcjg 6.3 48

24 InferringOSequentialOOrderOofOSomaticOMutationsOduringOTumorgenesisObasedOonOMarkovOyhainO
ModeldOIEEEwACMeTransactionseoneComputationaleBiologyeandeBioinformaticsbO2015bOghbOgfojcgfi 3 6

23 MeasuringOtheOqualityOofOlinearOpatternsOinObiclustersdOMethodsbO2015bOnibOgnchm 4.6 6

22 IntegrativeOenrichmentOanalysispOaOnewOcomputationalOmethodOtoOdetectOdysregulatedOpathwaysOinO
heterogeneousOsamplesdOBMCeGenomicsbO2015bOglbOogn 4.5 12

21 UnravellingOpersonalizedOdysfunctionalOgeneOnetworkOofOcomplexOdiseasesObasedOonOdifferentialO
networkOmodeldOJournaleofeTranslationaleMedicinebO2015bOgibOgno 8.5 24

20 SerumOchemokineOnetworkOcorrelatesOwithOchemotherapyOinOnoncsmallOcellOlungOcancerdOCancere
LettersbO2015bOilkbOkmclm 9.9 15

19 zetectingOdiseaseOgenesOofOnoncsmallOlungOcancerObasedOonOconsistentlyOdifferentialOinteractionsdO
CancereandeMetastasiseReviewsbO2015bOijbOgokchfn 9.6 1
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18 MyentridFSpOaOtoolOforOidentifyingOmoduleObiomarkersOforOmulticphenotypesOfromOhighcthroughputO
datadOMoleculareBioSystemsbO2014bOgfbOhnmfck 10

17 PredictionOofOdynamicalOdrugOsensitivityOandOresistanceObyOmoduleOnetworkOrewiringcanalysisObasedO
onOtranscriptionalOprofilingdODrugeResistanceeUpdatesbO2014bOgmbOljcml 23.2 33

16 βdgeMarkerpOIdentifyingOdifferentiallyOcorrelatedOmoleculeOpairsOasOedgecbiomarkersdOJournaleofe
TheoreticaleBiologybO2014bOilhbOikcji 2.3 52

15 zecipheringOearlyOdevelopmentOofOcomplexOdiseasesObyOprogressiveOmoduleOnetworkdOMethodsbO
2014bOlmbOiijcji 4.6 36

14 zetectingOtissuecspecificOearlyOwarningOsignalsOforOcomplexOdiseasesObasedOonOdynamicalOnetworkO
biomarkerspOstudyOofOtypeOhOdiabetesObyOcrossctissueOanalysisdOBriefingseineBioinformaticsbO2014bOgkbOhhocji13.4 85

13 NegativeOcorrelationObasedOgeneOmarkersOidentificationOinOintegrativeOgeneOexpressionOdatadO
InternationaleJournaleofeDataeMiningeandeBioinformaticsbO2014bOgfbOgcgm 0.5 3

12 βdgeObiomarkersOforOclassificationOandOpredictionOofOphenotypesdOScienceeChinaeLifeeSciencesbO2014bO
kmbOggficgj 8.5 26

11 PredictingOproteincligandOinteractionsObasedOonOchemicalOpreferenceOfeaturesOwithOitsOapplicationOtoO
newOzcaminoOacidOoxidaseOinhibitorOdiscoverydOCurrentePharmaceuticaleDesignbO2014bOhfbOkhfhcgg 3.3 2

10 NetworkObiomarkersOrevealOdysfunctionalOgeneOregulationsOduringOdiseaseOprogressiondOFEBSe
JournalbO2013bOhnfbOklnhcok 5.7 49

9 SpatioctemporalOanalysisOofOtypeOhOdiabetesOmellitusObasedOonOdifferentialOexpressionOnetworksdO
ScientificeReportsbO2013bOibOhhln 4.9 50

8 PredictionOofOhemeObindingOresiduesOfromOproteinOsequencesOwithOintegrativeOsequenceOprofilesdO
ProteomeeSciencebO2012bOgfOSupplOgbOShf 2.6 29

7 TracingOdynamicObiologicalOprocessesOduringOphaseOtransitiondOBMCeSystemseBiologybO2012bOlOSupplOgbOSgh 3.5 5

6 ReconstructingOdynamicOgeneOregulatoryOnetworksOfromOsamplecbasedOtranscriptionalOdatadONucleice
AcidseResearchbO2012bOjfbOgflkmclm 20.1 24

5 zistinctOinterfacialObicliqueOpatternsObetweenOsszNwcbindingOproteinsOandOthoseOwithOdszNwsdO
Proteins:eStructureteFunctioneandeBioinformaticsbO2011bOmobOkonclgf 4.2 4

4 IdentifyingOtemporalOtraceOofObiologicalOprocessOduringOphaseOtransitionO2011bO 1

3 MaximizationOofOnegativeOcorrelationsOinOtimeccourseOgeneOexpressionOdataOforOenhancingO
understandingOofOmolecularOpathwaysdONucleiceAcidseResearchbO2010bOinbOeg 20.1 22

2 MixtureOclassificationOmodelObasedOonOclinicalOmarkersOforObreastOcancerOprognosisdOArtificiale
IntelligenceeineMedicinebO2010bOjnbOghocim 7.4 27

1 StructurecfunctionOanalysisOofOmutantORNwcdependentORNwOpolymeraseOcomplexesOwithOVPgdO
BiochemistryeoMoscowpbO2009bOmjbOggihcjg 2.9 3

(2009-2014)
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