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k Paper IF Citations

365 riscoveryJandJqharacterizationJofJtheJ”hospholemmanYSwM”YViroporinJSuperfamilyXXJMicrobialZ
PhysiologyVJ2022VJ[W[] 0.8

364 oJsystemsJapproachJdiscoversJtheJroleJandJcharacteristicsJofJsevenJzys—JtypeJtranscriptionJfactorsJ
inJsscherichiaJcoliXXJScientificZReportsVJ2022VJ[]VJe]eb 4.9

363 qomparativeJpopulationJgenomicJanalysesJofJtransportersJwithinJtheJosgardJarchaealJsuperphylumXJ
PLoSZONEVJ2021VJ[dVJeZ]befZd 3.7 0

362 äheJ”roteinJwnteractomeJofJulycolysisJinXJProteomesVJ2021VJgVJ 4.6 2

361 äheJäransporterJqlassificationJratabaseJRäqrpShJ]Z][JupdateXJNucleicZAcidsZResearchVJ2021VJbgVJrbd[Wrbde20.1 32

360 uutJspeciesJinJhealthJandJdiseaseXJGutZMicrobesVJ2021VJ[aVJ[W]Z 8.8 57

359 wdentificationJofJaJtranscriptionJfactorVJ”un—VJthatJregulatesJtheJpurineJandJpurineJnucleosideJ
transporterJpunqJinJsXJcoliXJCommunicationsZBiologyVJ2021VJbVJgg[ 6.7 5

358 qomparativeJonalysesJofJtheJäransportJ”roteinsJsncodedJwithinJtheJuenomesJofJnineJ
pifidobacteriumJSpeciesXJMicrobialZPhysiologyVJ2021VJ[W[c 0.8 0

357 äheJSo—SWqoronavirusJwnfectionJqyclehJoJSurveyJofJViralJMembraneJ”roteinsVJäheirJtunctionalJ
wnteractionsJandJ”athogenesisXJInternationalZJournalZofZMolecularZSciencesVJ2021VJ]]VJ 6.3 35

356 SystemsJpiologyJonalysisJ—evealsJsightJSzq]]JäransporterJSubgroupsVJwncludingJ“oäsVJ“qäsVJandJ
“qä’sXJInternationalZJournalZofZMolecularZSciencesVJ2020VJ][VJ 6.3 23

355 sxpansionJofJtheJMajorJtacilitatorJSuperfamilyJRMtSSJtoJincludeJnovelJtransportersJasJwellJasJ
transmembraneWactingJenzymesXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2020VJ[fd]VJ[fa]ee 3.8 22

354
”roteinW”roteinJwnteractionsJinJtheJqytoplasmicJMembraneJofJsscherichiaJcolihJwnfluenceJofJtheJ
“verexpressionJofJriverseJäransporterWsncodingJuenesJonJtheJoctivitiesJofJ”äSJSugarJγptakeJ
SystemsXJMicrobialZPhysiologyVJ2020VJaZVJadWbg

0.8

353 qomparativeJuenomicsJofJtheJäransportJ”roteinsJofJäenJStrainsXJGenesVJ2020VJ[[VJ 4.2 3

352 sxpansionJofJtheJäransporterW“psinWuJproteinWcoupledJreceptorJsuperfamilyJwithJfiveJnewJproteinJ
familiesXJPLoSZONEVJ2020VJ[cVJeZ]a[Zfc 3.7 8

351 oJ—iboflavinJäransporterJinJpdellovibrioJexovorousJxSSXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2019VJ]gVJ]eWab 0.9 3

350
qryoWsMJstructureJofJ“Sqo[X]JfromJelucidatesJtheJmechanicalJbasisJofJpotentialJmembraneJ
hyperosmolalityJgatingXJProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZ
AmericaVJ2019VJ[[dVJ[baZgW[ba[f

11.5 33

349 pacterialJandJorchaealJqellJMembranesJ2019VJaaaWaaa
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348 γnderstandingJtheJueneticJqodeXJJournalZofZBacteriologyVJ2019VJ]Z[VJ 3.5 5

347 qomparativeJgenomicsJofJtheJtransportomeJofJäenJäreponemaJspeciesXJMicrobialZPathogenesisVJ
2019VJ[a]VJfeWgg 3.8 7

346 ”roteinh”roteinJinteractionsJinJtheJcytoplasmicJmembraneJapparentlyJinfluencingJsugarJtransportJ
andJphosphorylationJactivitiesJofJtheJeXJcoliJphosphotransferaseJsystemXJPLoSZONEVJ2019VJ[bVJeZ][gaa] 3.7 5

345 ”roteinh”roteinJinteractionsJinJtheJcytoplasmicJmembraneJapparentlyJinfluencingJsugarJtransportJ
andJphosphorylationJactivitiesJofJtheJeXJcoliJphosphotransferaseJsystemJ2019VJ[bVJeZ][gaa]

344 ”roteinh”roteinJinteractionsJinJtheJcytoplasmicJmembraneJapparentlyJinfluencingJsugarJtransportJ
andJphosphorylationJactivitiesJofJtheJeXJcoliJphosphotransferaseJsystemJ2019VJ[bVJeZ][gaa]

343 ”roteinh”roteinJinteractionsJinJtheJcytoplasmicJmembraneJapparentlyJinfluencingJsugarJtransportJ
andJphosphorylationJactivitiesJofJtheJeXJcoliJphosphotransferaseJsystemJ2019VJ[bVJeZ][gaa]

342 ”roteinh”roteinJinteractionsJinJtheJcytoplasmicJmembraneJapparentlyJinfluencingJsugarJtransportJ
andJphosphorylationJactivitiesJofJtheJeXJcoliJphosphotransferaseJsystemJ2019VJ[bVJeZ][gaa]

341 äheJuridylyltransferaseJulnrJandJt—’oJmodificationJuä”aseJMnmsJallostericallyJcontrolJ
folylpolyW˛‡WglutamateJsynthaseJtolqXJJournalZofZBiologicalZChemistryVJ2018VJ]gaVJ[ce]cW[cea] 5.4 7

340 pioinformaticJcharacterizationJofJtheJonoctaminJSuperfamilyJofJqa]UWactivatedJionJchannelsJandJ
lipidJscramblasesXJPLoSZONEVJ2018VJ[aVJeZ[g]fc[ 3.7 29

339 ulobalJlandscapeJofJcellJenvelopeJproteinJcomplexesJinJsscherichiaJcoliXJNatureZBiotechnologyVJ2018
VJadVJ[ZaW[[] 44.5 68

338
äheJ’itrogenJ—egulatoryJ”wwJ”roteinJRulnpSJandJWocetylglucosamineJdW”hosphateJspimeraseJR’ansSJ
ollostericallyJoctivateJulucosamineJdW”hosphateJreaminaseJR’agpSJinJsscherichiaJcoliXJJournalZofZ
BacteriologyVJ2018VJ]ZZVJ

3.5 9

337 qomparativeJgenomicsJofJtransportJproteinsJinJsevenJpacteroidesJspeciesXJPLoSZONEVJ2018VJ[aVJeZ]Zf[c[3.7 21

336 qharacterizationJofJtheJäetraspanJxunctionalJqomplexJRbxqSJsuperfamilyXJBiochimicaZEtZBiophysicaZ
ActaZnZBiomembranesVJ2017VJ[fcgVJbZ]Wb[b 3.8 3

335
äheJphosphocarrierJproteinJv”rJofJtheJbacterialJphosphotransferaseJsystemJgloballyJregulatesJ
energyJmetabolismJbyJdirectlyJinteractingJwithJmultipleJenzymesJinXJJournalZofZBiologicalZChemistryVJ
2017VJ]g]VJ[b]cZW[b]ce

5.4 20

334 qomparativeJgenomicsJofJtransportJproteinsJinJprobioticJandJpathogenicJsscherichiaJcoliJandJ
SalmonellaJentericaJstrainsXJMicrobialZPathogenesisVJ2017VJ[ZeVJ[ZdW[[c 3.8 14

333 qomparativeJgenomicJanalysesJofJtransportJproteinsJencodedJwithinJtheJredJalgaeJqhondrusJ
crispusVJualdieriaJsulphurariaVJandJqyanidioschyzonJmerolaeXJJournalZofZPhycologyVJ2017VJcaVJcZaWc][ 3 6

332 rifferenceJdistanceJmapJdataJofJalternativeJcrystalJformsJofJγlaoXJDataZinZBriefVJ2017VJ[ZVJ[gfW]Z[ 1.2 2

331 voppingJintoJaJhotJseathJ—oleJofJr’oJstructuralJfeaturesJonJwScWmediatedJgeneJactivationJandJ
inactivationJunderJstressXJPLoSZONEVJ2017VJ[]VJeZ[fZ[cd 3.7 6

(2017-2019)
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330 äransposonWmediatedJdirectedJmutationJinJbacteriaJandJeukaryotesXJFrontiersZinZBioscienceZnZ
LandmarkVJ2017VJ]]VJ[bcfW[bdf 2.8 7

329
qomparativeJonalysesJofJäransportJ”roteinsJsncodedJwithinJtheJuenomesJofJpdellovibrioJ
bacteriovorusJvr[ZZJandJpdellovibrioJexovorusJxSSXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2017VJ]eVJaa]Wabg

0.9 5

328 äheJMembraneJottackJqomplexY”erforinJSuperfamilyXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2017VJ]eVJ]c]W]de 0.9 16

327 snvironmentWdirectedJactivationJofJtheJsscherichiaJcoliflhrqJoperonJbyJtransposonsXJMicrobiologyZ
hUnitedZKingdomiVJ2017VJ[daVJccbWcdg 2.9 8

326 äransportJproteinJevolutionJdeducedJfromJanalysisJofJsequenceVJtopologyJandJstructureXJCurrentZ
OpinionZinZStructuralZBiologyVJ2016VJafVJgW[e 8.1 32

325 qomparativeJanalysesJofJtransportJproteinsJencodedJwithinJtheJgenomesJofJzeptospiraJspeciesXJ
MicrobialZPathogenesisVJ2016VJgfVJ[[fWa[ 3.8 4

324 äimeJtoJStopJvoldingJtheJslevatorhJoJ’ewJ”ieceJofJtheJäransportJ”roteinJMechanismJ”uzzleXJ
StructureVJ2016VJ]bVJfbcWd 5.2 2

323 äheJäransporterJqlassificationJratabaseJRäqrpShJrecentJadvancesXJNucleicZAcidsZResearchVJ2016VJbbVJrae]Wg20.1 434

322 ”ropertiesJandJ”hylogenyJofJedJtamiliesJofJpacterialJandJsukaryoticJ“rganellarJ“uterJMembraneJ
”oreWtormingJ”roteinsXJPLoSZONEVJ2016VJ[[VJeZ[c]eaa 3.7 16

321
äransposonWmediatedJactivationJofJtheJsscherichiaJcoliJglptyJoperonJisJinhibitedJbyJspecificJ
r’oWbindingJproteinshJwmplicationsJforJstressWinducedJtranspositionJeventsXJMutationZResearchZnZ
FundamentalZandZMolecularZMechanismsZofZMutagenesisVJ2016VJegaWegbVJ]]Wa[

3.3 6

320 äheJVWmotifsJfacilitateJtheJsubstrateJcapturingJstepJofJtheJ”äSJelevatorJmechanismXJJournalZofZ
StructuralZBiologyVJ2016VJ[gdVJbgdWcZ] 3.4 2

319 onalysisJofJcfJtamiliesJofJvolinsJγsingJaJ’ovelJ”rogramVJ”hySäXJJournalZofZMolecularZMicrobiologyZ
andZBiotechnologyVJ2016VJ]dVJaf[Waff 0.9 3

318 qomparativeJgenomicJanalysisJofJintegralJmembraneJtransportJproteinsJinJciliatesXJJournalZofZ
EukaryoticZMicrobiologyVJ2015VJd]VJ[deWfe 3.6 2

317 qomparativeJgenomicJanalysesJofJtransportJproteinsJencodedJwithinJtheJgenomesJofJzeptospiraJ
speciesXJMicrobialZPathogenesisVJ2015VJffVJc]Wdb 3.8 7

316 äheJcomplexityVJchallengesJandJbenefitsJofJcomparingJtwoJtransporterJclassificationJsystemsJinJ
äqrpJandJ”famXJBriefingsZinZBioinformaticsVJ2015VJ[dVJfdcWe] 13.4 5

315 volinsJinJbacteriaVJeukaryotesVJandJarchaeahJmultifunctionalJxenologuesJwithJpotentialJ
biotechnologicalJandJbiomedicalJapplicationsXJJournalZofZBacteriologyVJ2015VJ[geVJeW[e 3.5 64

314 zacticJocidJpacteriaJ2015VJccWeg

313
qreatingJaJspecialistJproteinJresourceJnetworkhJaJmeetingJreportJforJtheJproteinJbioinformaticsJandJ
communityJresourcesJretreatXJDatabase:ZtheZJournalZofZBiologicalZDatabasesZandZCurationVJ2015VJ
]Z[cVJbavZda

5 5
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312
qonservedJmovementJofJäMS[[JbetweenJoccludedJconformationsJofJzacYJandJXylsJofJtheJmajorJ
facilitatorJsuperfamilyJsuggestsJaJsimilarJhingeWlikeJmechanismXJProteins:ZStructuremZFunctionZandZ
BioinformaticsVJ2015VJfaVJeacWbc

4.2 5

311 äheJzyssJSuperfamilyJofJäransportJ”roteinsJwnvolvedJinJqellJ”hysiologyJandJ”athogenesisXJPLoSZONE
VJ2015VJ[ZVJeZ[ae[fb 3.7 18

310 svolutionaryJonalysisJandJqlassificationJofJ“oäsVJ“qäsVJ“qä’sVJandJ“therJSzq]]JäransportershJ
StructureWtunctionJwmplicationsJandJonalysisJofJSequenceJMotifsXJPLoSZONEVJ2015VJ[ZVJeZ[bZcdg 3.7 53

309
qontrolJofJäransposonWMediatedJrirectedJMutationJbyJtheJsscherichiaJcoliJ
”hosphoenolpyruvatehSugarJ”hosphotransferaseJSystemXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2015VJ]cVJ]]dWaa

0.9 4

308 äheJpacterialJ”hosphotransferaseJSystemhJ’ewJtrontiersJcZJYearsJafterJwtsJriscoveryXJJournalZofZ
MolecularZMicrobiologyZandZBiotechnologyVJ2015VJ]cVJeaWf 0.9 43

307
MajorJfacilitatorJsuperfamilyJportersVJzacYVJtuc”JandJXylsJofJsscherichiaJcoliJappearJtoJhaveJevolvedJ
positionallyJdissimilarJcatalyticJresiduesJwithoutJrearrangementJofJaWäMSJrepeatJunitsXJJournalZofZ
MolecularZMicrobiologyZandZBiotechnologyVJ2014VJ]bVJf]WgZ

0.9 12

306
pioinformaticJanalysesJofJintegralJmembraneJtransportJproteinsJencodedJwithinJtheJgenomeJofJtheJ
planctomycetesJspeciesVJ—hodopirellulaJbalticaXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2014VJ
[fafVJ[gaW][c

3.8 13

305 svolutionaryJrelationshipJbetweenJcUcJandJeUeJinvertedJrepeatJfoldsJwithinJtheJaminoJ
acidWpolyamineWorganocationJsuperfamilyXJProteins:ZStructuremZFunctionZandZBioinformaticsVJ2014VJf]VJaadWbd4.2 36

304 sxpansionJofJtheJo”qJsuperfamilyJofJsecondaryJcarriersXJProteins:ZStructuremZFunctionZandZ
BioinformaticsVJ2014VJf]VJ]egeWf[[ 4.2 53

303 qonformationalJtransitionJpathwayJinJtheJinhibitorJbindingJprocessJofJhumanJmonoacylglycerolJ
lipaseXJProteinZJournalVJ2014VJaaVJcZaW[[ 3.9 3

302 äransportJproteinsJpromotingJsscherichiaJcoliJpathogenesisXJMicrobialZPathogenesisVJ2014VJe[We]VJb[Wcc 3.8 15

301 ueneticJimplicationJofJaJnovelJthiamineJtransporterJinJhumanJhypertensionXJJournalZofZtheZAmericanZ
CollegeZofZCardiologyVJ2014VJdaVJ[cb]Wcc 15.1 27

300 “verallJäransportJqapabilitiesJofJpacillusJsubtilisJ2014VJ[[[W[]f 6

299 —egulationJofJcrpJgeneJexpressionJbyJtheJcataboliteJrepressorYactivatorVJqraVJinJsscherichiaJcoliXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2014VJ]bVJ[acWb[ 0.9 19

298 sstablishingJhomologyJbetweenJmitochondrialJcalciumJuniportersVJprokaryoticJmagnesiumJ
channelsJandJchlamydialJwncoJproteinsXJMicrobiologyZhUnitedZKingdomiVJ2014VJ[dZVJ[degW[dfg 2.9 6

297 äransposonWmediatedJdirectedJmutationJcontrolledJbyJr’oJbindingJproteinsJinJsscherichiaJcoliXJ
FrontiersZinZMicrobiologyVJ2014VJcVJagZ 5.7 7

296 äheJtransporterJclassificationJdatabaseXJNucleicZAcidsZResearchVJ2014VJb]VJr]c[Wf 20.1 323

295 —eliabilityJofJnineJprogramsJofJtopologicalJpredictionsJandJtheirJapplicationJtoJintegralJmembraneJ
channelJandJcarrierJproteinsXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2014VJ]bVJ[d[WgZ 0.9 15

(2014-2015)
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294
MajorJtacilitatorJSuperfamilyJRMtSSJevolvedJwithoutJaWtransmembraneJsegmentJunitJ
rearrangementsXJProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaVJ
2014VJ[[[VJs[[d]Wa

11.5 10

293 äheJinvolvementJofJtransportJproteinsJinJtranscriptionalJandJmetabolicJregulationXJCurrentZOpinionZ
inZMicrobiologyVJ2014VJ[fVJfW[c 7.9 34

292 MicrocompartmentsJandJproteinJmachinesJinJprokaryotesXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2013VJ]aVJ]baWdg 0.9 21

291 svolutionaryJrelationshipsJofJoä”WpindingJqassetteJRopqSJuptakeJportersXJBMCZMicrobiologyVJ2013VJ
[aVJgf 4.5 25

290 MembranousJorganellesJinJbacteriaXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2013VJ]aVJcW[] 0.9 13

289 qomparativeJgenomicsJofJtransportJproteinsJinJdevelopmentalJbacteriahJMyxococcusJxanthusJandJ
StreptomycesJcoelicolorXJBMCZMicrobiologyVJ2013VJ[aVJ]eg 4.5 17

288 äopologicalJandJphylogeneticJanalysesJofJbacterialJholinJfamiliesJandJsuperfamiliesXJBiochimicaZEtZ
BiophysicaZActaZnZBiomembranesVJ2013VJ[f]fVJ]dcbWe[ 3.8 42

287 SubcellularJlocalizationJandJlogisticsJofJintegralJmembraneJproteinJbiogenesisJinJsscherichiaJcoliXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2013VJ]aVJ]bWab 0.9 7

286 reducingJäransportJ”roteinJsvolutionJpasedJonJSequenceVJStructureVJandJtunctionJ2013VJa[cWaag 1

285 äheJtransporterWopsinWuJproteinWcoupledJreceptorJRä“uSJsuperfamilyXJFEBSZJournalVJ2013VJ]fZVJcefZWfZZ5.7 42

284
zipidJdependenciesVJbiogenesisJandJcytoplasmicJmicellarJformsJofJintegralJmembraneJsugarJ
transportJproteinsJofJtheJbacterialJphosphotransferaseJsystemXJMicrobiologyZhUnitedZKingdomiVJ
2013VJ[cgVJ]][aW]]]b

2.9 8

283 äransposonJMutagenesisJinJriseaseVJrrugJriscoveryVJandJpacterialJsvolutionJ2013VJcgWee 1

282 äheJmajorJfacilitatorJsuperfamilyJRMtSSJrevisitedXJFEBSZJournalVJ2012VJ]egVJ]Z]]Wac 5.7 294

281 pioVJSuiteWWaJcollectionJofJprogramsJforJtheJstudyJofJtransportJproteinJevolutionXJFEBSZJournalVJ
2012VJ]egVJ]ZadWbd 5.7 49

280 pioinformaticJonalysesJofJpacterialJMercuryJwonJRvg]USJäransportersXJWatermZAirmZandZSoilZPollutionVJ
2012VJ]]aVJbbbaWbbce 2.6 8

279 ueneticJengineeringJofJtheJphosphocarrierJproteinJ’”rJofJtheJsscherichiaJcoliJphosphotransferaseJ
systemJselectivelyJimprovesJsugarJuptakeJactivityXJJournalZofZBiologicalZChemistryVJ2012VJ]feVJ]gga[Wg 5.4 4

278 qomparativeJanalysesJofJtransportJproteinsJencodedJwithinJtheJgenomesJofJMycobacteriumJ
tuberculosisJandJMycobacteriumJlepraeXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2012VJ[f[fVJeedWge3.8 19

277 pioinformaticJcharacterizationJofJtheJbWäolueneJSulfonateJγptakeJ”ermeaseJRäSγ”SJfamilyJofJ
transmembraneJproteinsXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2012VJ[f[fVJeZaW[e 3.8 16
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276 äheJaminoJacidWpolyamineWorganocationJsuperfamilyXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2012VJ]]VJ[ZcW[a 0.9 81

275 äransformativeJresearchhJdefinitionsVJapproachesJandJconsequencesXJTheoryZinZBiosciencesVJ2012VJ
[a[VJ[[eW]a 1.3 17

274 ”athwaysJofJtransportJproteinJevolutionhJrecentJadvancesXJBiologicalZChemistryVJ2011VJag]VJcW[] 4.5 22

273 äransposonWmediatedJadaptiveJandJdirectedJmutationsJandJtheirJpotentialJevolutionaryJbenefitsXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2011VJ][VJcgWeZ 0.9 25

272
qomparativeJgenomicsJofJtheJpathogenicJciliateJwchthyophthiriusJmultifiliisVJitsJfreeWlivingJrelativesJ
andJaJhostJspeciesJprovideJinsightsJintoJadoptionJofJaJparasiticJlifestyleJandJprospectsJforJdiseaseJ
controlXJGenomeZBiologyVJ2011VJ[]VJ—[ZZ

18.3 89

271 ähermodynamicJperspectivesJonJgeneticJinstructionsVJtheJlawsJofJbiologyJandJdiseasedJstatesXJ
ComptesZRendusZnZBiologiesVJ2011VJaabVJ[Wc 1.4 4

270 piophysicalJstudiesJofJtheJmembraneWembeddedJandJcytoplasmicJformsJofJtheJglucoseWspecificJ
snzymeJwwJofJtheJsXJcoliJphosphotransferaseJsystemJR”äSSXJPLoSZONEVJ2011VJdVJe]bZff 3.7 6

269 —ebuttalJtoJâ��oJVaccineJogainstJorroganceâ��JbyJWXJMXJpriggsVJWXJSoonVJrXJzegatesVJandJ—XJMXJqarterXJ
WatermZAirmZandZSoilZPollutionVJ2011VJ]]ZVJeWf 2.6

268 svolutionJofJtheJoligopeptideJtransporterJfamilyXJJournalZofZMembraneZBiologyVJ2011VJ]bZVJfgW[[Z 2.3 37

267 pioinformaticJcharacterizationJofJtheJtrimericJintracellularJcationWspecificJchannelJproteinJfamilyXJ
JournalZofZMembraneZBiologyVJ2011VJ]b[VJeeW[Z[ 2.3 14

266 wdentifyingJrelevantJdataJforJaJbiologicalJdatabasehJhandcraftedJrulesJversusJmachineJlearningXJ
IEEEpACMZTransactionsZonZComputationalZBiologyZandZBioinformaticsVJ2011VJfVJfc[We 3 6

265 ridJadaptiveJandJdirectedJmutationJevolveJtoJaccelerateJstressWinducedJevolutionaryJchangemXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2011VJ][VJcWe 0.9 3

264
”hylogeneticJcharacterizationJofJtransportJproteinJsuperfamilieshJsuperiorityJofJSuperfamilyäreeJ
programsJoverJthoseJbasedJonJmultipleJalignmentsXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2011VJ][VJfaWgd

0.9 38

263 oJnewJdirectionJforJdirectedJmutationmXJTrendsZinZEvolutionaryZBiologyVJ2011VJaVJa 1

262 äheJbacterialJintiminsJandJinvasinshJaJlargeJandJnovelJfamilyJofJsecretedJproteinsXJPLoSZONEVJ2010VJ
cVJe[bbZa 3.7 44

261 äheJautoinducerW]JexporterJsuperfamilyXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2010VJ
[fVJ[gcW]Zc 0.9 14

260 tunctionalJ”romiscuityJofJvomologuesJofJtheJpacterialJorsoJoä”asesXJInternationalZJournalZofZ
MicrobiologyVJ2010VJ]Z[ZVJ[feaea 3.6 27

259
”reciseJexcisionJofJwScJfromJtheJintergenicJregionJbetweenJtheJfuc”wyJandJtheJfuco“JoperonsJandJ
mutationalJcontrolJofJfuc”wyJoperonJexpressionJinJsscherichiaJcoliXJJournalZofZBacteriologyVJ2010VJ
[g]VJ]Z[aWg

3.5 13

(2010-2012)
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258
pacterialJodaptorJMembraneJtusionJ”roteinsJandJtheJStructurallyJrissimilarJ“uterJMembraneJ
ouxiliaryJ”roteinsJvaveJsxchangedJqentralJromainsJinJalphaW”roteobacteriaXJInternationalZJournalZ
ofZMicrobiologyVJ2010VJ]Z[ZVJcfgag[

3.6 6

257 äheJpWtypeJoä”aseJsuperfamilyXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2010VJ[gVJcW[Zb 0.9 87

256 refenseJagainstJcannibalismhJtheJSdpwJfamilyJofJbacterialJimmunityYsignalJtransductionJproteinsXJ
JournalZofZMembraneZBiologyVJ2010VJ]acVJ[bcWd] 2.3 8

255 resertificationJandJMigrationXJWatermZAirmZandZSoilZPollutionVJ2010VJ]ZcVJa[Wa] 2.6 2

254 —ealJSustainabilityXJWatermZAirmZandZSoilZPollutionVJ2010VJ]ZcVJdeWdf 2.6

253 sducationJforJvumanityXJWatermZAirmZandZSoilZPollutionVJ2010VJ]ZdVJ[W] 2.6 2

252 wsJ’uclearJsnergyJtheJSolutionmXJWatermZAirmZandZSoilZPollutionVJ2010VJ]ZfVJ[Wa 2.6 78

251 γ’JqlimateJqhangeJqonferenceVJqopenhagenJ]ZZghJWhateverJWorksmXJWatermZAirmZandZSoilZPollutionVJ
2010VJ]ZeVJ[Wa 2.6 3

250 äheJqrisisJinJvaitiVJ]Z[ZhJWhatâ��sJtoJbeJdonemXJWatermZAirmZandZSoilZPollutionVJ2010VJ][]VJ[W] 2.6 78

249 onimalJqa]UJreleaseWactivatedJqa]UJRq—oqSJchannelsJappearJtoJbeJhomologousJtoJandJderivedJfromJ
theJubiquitousJcationJdiffusionJfacilitatorsXJBMCZResearchZNotesVJ2010VJaVJ[cf 2.3 15

248 MultidrugJresistancehJphylogeneticJcharacterizationJofJsuperfamiliesJofJsecondaryJcarriersJthatJ
includeJdrugJexportersXJMethodsZinZMolecularZBiologyVJ2010VJdaeVJbeWdb 1.4 43

247 MolecularJarcheologicalJstudiesJofJtransmembraneJtransportJsystemsJ2010VJ]gWba 1

246 pioinformaticJanalysesJofJtransmembraneJtransporthJnovelJsoftwareJforJdeducingJproteinJ
phylogenyVJtopologyVJandJevolutionXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2009VJ[eVJ[daWed0.9 46

245 äheJäransporterJqlassificationJratabasehJrecentJadvancesXJNucleicZAcidsZResearchVJ2009VJaeVJr]ebWf 20.1 346

244 oJnovelJmechanismJofJtransposonWmediatedJgeneJactivationXJPLoSZGeneticsVJ2009VJcVJe[ZZZdfg 6 41

243 ulobalJ”ollutionhJvowJMuchJwsJäooJMuchmXJWatermZAirmZandZSoilZPollutionVJ2009VJ]ZbVJ[Wa 2.6

242 qomprehensiveJanalysesJofJtransportJproteinsJencodedJwithinJtheJgenomeJofJLoromatoleumJ
aromaticumLJstrainJsb’[XJJournalZofZMembraneZBiologyVJ2009VJ]]gVJcaWgZ 2.3 10

241 pioinformaticJcharacterizationJofJpWtypeJoä”asesJencodedJwithinJtheJfullyJsequencedJgenomesJofJ
]dJeukaryotesXJJournalZofZMembraneZBiologyVJ2009VJ]]gVJ[[cWaZ 2.3 67
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240 MembraneJ”ortersJofJoä”WpindingJqassetteJäransportJSystemsJoreJ”olyphyleticXJJournalZofZ
MembraneZBiologyVJ2009VJ]a[VJ[Wg 2.3 64

239 oJmechanismJofJtransposonWmediatedJdirectedJmutationXJMolecularZMicrobiologyVJ2009VJebVJ]gWba 4.1 24

238 oJstochasticJautomatonJshowsJhowJenzymeJassembliesJmayJcontributeJtoJmetabolicJefficiencyXJ
BMCZSystemsZBiologyVJ2008VJ]VJ]e 3.5 23

237 oJgenomicJanalysisJofJtheJarchaealJsystemJwgnicoccusJhospitalisW’anoarchaeumJequitansXJGenomeZ
BiologyVJ2008VJgVJ—[cf 18.3 92

236 ”roteinJsecretionJandJmembraneJinsertionJsystemsJinJbacteriaJandJeukaryoticJorganellesXJAdvancesZ
inZAppliedZMicrobiologyVJ2008VJdcVJ[b[Wge 4.9 16

235 äheJbacterialJchromosomeXJCriticalZReviewsZinZBiochemistryZandZMolecularZBiologyVJ2008VJbaVJfgW[ab 8.7 26

234 äheJphagosomalJnutrientJtransporterJR”htSJfamilyXJMicrobiologyZhUnitedZKingdomiVJ2008VJ[cbVJb]Wca 2.9 31

233 qharacterizationJofJtheJsXJcoliJglucoseJpermeaseJfusedJtoJtheJmaltoseWbindingJproteinXJJournalZofZ
BasicZMicrobiologyVJ2008VJbfVJaWg 2.7 4

232 zearningJtoJtindJ—elevantJpiologicalJorticlesJwithoutJ’egativeJärainingJsxamplesXJLectureZNotesZinZ
ComputerZScienceVJ2008VJ]Z]W][a 0.9 6

231 äheJbileYarseniteYriboflavinJtransporterJRpo—äSJsuperfamilyXJFEBSZJournalVJ2007VJ]ebVJd[]W]g 5.7 56

230 wdentificationJofJregulatoryJnetworkJtopologicalJunitsJcoordinatingJtheJgenomeWwideJ
transcriptionalJresponseJtoJglucoseJinJsscherichiaJcoliXJBMCZMicrobiologyVJ2007VJeVJca 4.5 47

229 uapJjunctionalJproteinsJofJanimalshJtheJinnexinYpannexinJsuperfamilyXJProgressZinZBiophysicsZandZ
MolecularZBiologyVJ2007VJgbVJcW[b 4.7 106

228 MercuryJäransportJinJpacteriaXJWatermZAirmZandZSoilZPollutionVJ2007VJ[f]VJ][g 2.6 16

227 tunctionalJtaxonomyJofJbacterialJhyperstructuresXJMicrobiologyZandZMolecularZBiologyZReviewsVJ
2007VJe[VJ]aZWca 13.2 67

226 octiveJtransportJinJcommunicationVJprotectionJandJnutritionXJJournalZofZMolecularZMicrobiologyZandZ
BiotechnologyVJ2007VJ[]VJ[d[Wb 0.9 7

225
wnJvitroJinterconversionJofJtheJsolubleJandJmembraneWJintegratedJformsJofJtheJsscherichiaJcoliJ
glucoseJenzymeJwwJofJtheJphosphoenolpyruvateWdependentJsugarWtransportingJphosphotransferaseJ
systemXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2007VJ[]VJ]daWf

0.9 4

224 qomprehensiveJanalysisJofJtransportJproteinsJencodedJwithinJtheJgenomeJofJpdellovibrioJ
bacteriovorusXJGenomicsVJ2007VJgZVJb]bWbd 4.3 24

223 äransportJcapabilitiesJofJelevenJgramWpositiveJbacteriahJcomparativeJgenomicJanalysesXJBiochimicaZ
EtZBiophysicaZActaZnZBiomembranesVJ2007VJ[edfVJ[ab]Wdd 3.8 83

(2007-2009)
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222 svolutionaryJoriginsJofJmembersJofJaJsuperfamilyJofJintegralJmembraneJcytochromeJcJbiogenesisJ
proteinsXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2007VJ[edfVJ][dbWf[ 3.8 33

221 äowardJaJhyperstructureJtaxonomyXJAnnualZReviewZofZMicrobiologyVJ2007VJd[VJaZgW]g 17.5 50

220 svolutionJofJtheJpacterialJtlagellumXJMicrobeZMagazineVJ2007VJ]VJaacWabZ 6

219 tindingJäransportJ”roteinsJinJaJueneralJ”roteinJratabaseXJLectureZNotesZinZComputerZScienceVJ2007VJcbWdd0.9 7

218 ”roteinJsecretionJandJmembraneJinsertionJsystemsJinJgramWnegativeJbacteriaXJJournalZofZMembraneZ
BiologyVJ2006VJ][bVJecWgZ 2.3 91

217 äqrphJtheJäransporterJqlassificationJratabaseJforJmembraneJtransportJproteinJanalysesJandJ
informationXJNucleicZAcidsZResearchVJ2006VJabVJr[f[Wd 20.1 622

216 pioinformaticJonalysesJofJuramW’egativeJpacterialJ“stoJ“uterJMembraneJossemblyJvomologuesXJ
CurrentZGenomicsVJ2006VJeVJbbeWbd[ 2.6 7

215 äheJironYleadJtransporterJsuperfamilyJofJteY”b]UJuptakeJsystemsXJJournalZofZMolecularZ
MicrobiologyZandZBiotechnologyVJ2006VJ[[VJ[Wg 0.9 26

214 ”roteinWtranslocatingJtrimericJautotransportersJofJgramWnegativeJbacteriaXJJournalZofZBacteriologyVJ
2006VJ[ffVJcdccWde 3.5 21

213 MechanismJofJqcpoWmediatedJglucoseJrepressionJofJtheJresopqrsJoperonJofJpacillusJsubtilisXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2006VJ[[VJ[ZbW[Z 0.9 5

212
sngineeringJtransportJproteinJfunctionhJtheoreticalJandJtechnicalJconsiderationsJusingJtheJ
sugarWtransportingJphosphotransferaseJsystemJofJsscherichiaJcoliJasJaJmodelJsystemXJJournalZofZ
MolecularZMicrobiologyZandZBiotechnologyVJ2006VJ[[VJaZ]We

0.9 4

211 äopologicalJpredictionsJforJintegralJmembraneJpermeasesJofJtheJphosphoenolpyruvatehsugarJ
phosphotransferaseJsystemXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2006VJ[[VJabcWdZ 0.9 33

210 svolutionaryJappearanceJofJvUWtranslocatingJpyrophosphatasesXJMicrobiologyZhUnitedZKingdomiVJ
2006VJ[c]VJ[]baW[]be 2.9 19

209 äheJcecropinJsuperfamilyJofJtoxicJpeptidesXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ
2006VJ[[VJgbW[Za 0.9 25

208 sxtraJdomainsJinJsecondaryJtransportJcarriersJandJchannelJproteinsXJBiochimicaZEtZBiophysicaZActaZnZ
BiomembranesVJ2006VJ[ecfVJ[cceWeg 3.8 36

207 “urJprecariousJplanetXJTheZEnvironmentalistVJ2006VJ]dVJa][Wa]b

206 ”roteinJSecretionJSystemsJinJuramW’egativeJpacteriaXJMicrobeZMagazineVJ2006VJ[VJb[bWb[g 10

205 ModellingJpacterialJvyperstructuresJwithJqellularJoutomataJ2006VJ[beW[cd 1
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204 äheJbestrophinJfamilyJofJanionJchannelshJidentificationJofJprokaryoticJhomologuesXJMolecularZ
MembraneZBiologyVJ2005VJ]]VJ]g[WaZ] 3.4 11

203
piochemicalJcharacterizationJofJphosphorylJtransferJinvolvingJv”rJofJtheJ
phosphoenolpyruvateWdependentJphosphotransferaseJsystemJinJäreponemaJdenticolaVJanJ
organismJthatJlacksJ”äSJpermeasesXJBiochemistryVJ2005VJbbVJcgfWdZf

3.2 14

202 äopologicalJanalysisJofJintegralJmembraneJconstituentsJofJprokaryoticJopqJeffluxJsystemsXJ
ResearchZinZMicrobiologyVJ2005VJ[cdVJ]eZWe 4 22

201 pioinformaticJanalysesJofJbacterialJv”rJkinaseYphosphorylaseJhomologuesXJResearchZinZMicrobiology
VJ2005VJ[cdVJbbaWc[ 4 7

200 uenomicJanalysesJofJtransportJproteinsJinJ—alstoniaJmetalliduransXJComparativeZandZFunctionalZ
GenomicsVJ2005VJdVJ[eWcd 29

199 zysophospholipidJflippingJacrossJtheJsscherichiaJcoliJinnerJmembraneJcatalyzedJbyJaJtransporterJ
RzpläSJbelongingJtoJtheJmajorJfacilitatorJsuperfamilyXJJournalZofZBiologicalZChemistryVJ2005VJ]fZVJ[]Z]fWab5.4 51

198 SerYährYäyrJproteinJphosphorylationJinJbacteriaJWJforJlongJtimeJneglectedVJnowJwellJestablishedXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2005VJgVJ[]cWa[ 0.9 120

197
—egulationJofJsigzJexpressionJbyJtheJcataboliteJcontrolJproteinJqcpoJinvolvesJaJroadblockJ
mechanismJinJpacillusJsubtilishJpotentialJconnectionJbetweenJcarbonJandJnitrogenJmetabolismXJ
JournalZofZBacteriologyVJ2005VJ[feVJdfcdWd[

3.5 48

196 qomparativeJgenomicJanalysesJofJtheJbacterialJphosphotransferaseJsystemXJMicrobiologyZandZ
MolecularZBiologyZReviewsVJ2005VJdgVJdZfWab 13.2 217

195 qataboliteJrepressionJandJactivationJinJpacillusJsubtilishJdependencyJonJqcpoVJv”rVJandJvpryXJ
JournalZofZBacteriologyVJ2005VJ[feVJef]dWag 3.5 77

194 vypothesishJchemotaxisJinJsscherichiaJcoliJresultsJfromJhyperWstructureJdynamicsXJJournalZofZ
MolecularZMicrobiologyZandZBiotechnologyVJ2005VJ[ZVJ[W[b 0.9 10

193 ”robioticsJandJprebioticsJinJhumanJhealthXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ
2005VJ[ZVJ]]Wc 0.9 30

192 —egulationJofJphoJregulonJgeneJexpressionJbyJtheJcarbonJcontrolJproteinJoVJqcpoVJinJpacillusJ
subtilisXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2005VJ[ZVJbZWcZ 0.9 8

191 tunctionalJinteractionsJbetweenJtheJcarbonJandJironJutilizationJregulatorsVJqrpJandJturVJinJ
sscherichiaJcoliXJJournalZofZBacteriologyVJ2005VJ[feVJgfZWgZ 3.5 104

190 qharacterizationJofJsolubleJenzymeJwwJcomplexesJofJtheJsscherichiaJcoliJphosphotransferaseJsystemXJ
JournalZofZBacteriologyVJ2004VJ[fdVJfbcaWd] 3.5 7

189 äheJprincipalJchloroquineJresistanceJproteinJofJ”lasmodiumJfalciparumJisJaJmemberJofJtheJ
drugYmetaboliteJtransporterJsuperfamilyXJMicrobiologyZhUnitedZKingdomiVJ2004VJ[cZVJ[Wa 2.9 77

188 wnJsilicoJandJtranscriptionalJanalysisJofJcarbohydrateJuptakeJsystemsJofJStreptomycesJcoelicolorJ
oaR]SXJJournalZofZBacteriologyVJ2004VJ[fdVJ[ad]Wea 3.5 79

187 SequenceJanalysesJofJcyanobacterialJbicarbonateJtransportersJandJtheirJhomologuesXJJournalZofZ
MolecularZMicrobiologyZandZBiotechnologyVJ2004VJeVJ[Z]Wf 0.9 11

(2004-2005)
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186 qarbonicJanhydrasesJfusedJtoJanionJtransportersJofJtheJSul”JfamilyhJevidenceJforJaJnovelJtypeJofJ
bicarbonateJtransporterXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2004VJfVJ[dgWed 0.9 45

185 piofilmWdefectiveJmutantsJofJpacillusJsubtilisXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ
2004VJfVJ[eeWff 0.9 24

184 SequenceJsimilarityJbetweenJmultidrugJresistanceJeffluxJpumpsJofJtheJopqJandJ—’rJsuperfamiliesXJ
MicrobiologyZhUnitedZKingdomiVJ2004VJ[cZVJ]bgaW]bgc 2.9 26

183 äranscriptomeJanalysisJofJqrpWdependentJcataboliteJcontrolJofJgeneJexpressionJinJsscherichiaJcoliXJ
JournalZofZBacteriologyVJ2004VJ[fdVJac[dW]b 3.5 178

182 äheJwγpMpWendorsedJtransporterJclassificationJsystemXJMolecularZBiotechnologyVJ2004VJ]eVJ]caWd] 3 47

181
rependencyJofJsugarJtransportJandJphosphorylationJbyJtheJphosphoenolpyruvateWdependentJ
phosphotransferaseJsystemJonJmembranousJphosphatidylethanolamineJinJsscherichiaJcolihJstudiesJ
withJaJpssoJmutantJlackingJphosphatidylserineJsynthaseXJArchivesZofZMicrobiologyVJ2004VJ[f[VJ]dWab

3 13

180 äheJYedZJfamilyhJpossibleJhemeJbindingJproteinsJthatJcanJbeJfusedJtoJtransportersJandJelectronJ
carriersXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2004VJfVJ[]gWbZ 0.9 18

179 svolutionJofJbacterialJtypeJwwwJproteinJsecretionJsystemsXJTrendsZinZMicrobiologyVJ2004VJ[]VJ[[aWc 12.4 41

178 ”hylogenyJasJaJguideJtoJstructureJandJfunctionJofJmembraneJtransportJproteinsXJMolecularZ
MembraneZBiologyVJ2004VJ][VJ[e[Wf[ 3.4 135

177 äheJwγpMpWendorsedJtransporterJclassificationJsystemXJMethodsZinZMolecularZBiologyVJ2003VJ]]eVJ][Wad 1.4 25

176 äheJureaJtransporterJRγäSJfamilyhJbioinformaticJanalysesJleadingJtoJstructuralVJfunctionalVJandJ
evolutionaryJpredictionsXJReceptorsZandZChannelsVJ2003VJgVJabcWc] 26

175 oJtransporterJofJsscherichiaJcoliJspecificJforJzWJandJrWmethionineJisJtheJprototypeJforJaJnewJfamilyJ
withinJtheJopqJsuperfamilyXJArchivesZofZMicrobiologyVJ2003VJ[fZVJffW[ZZ 3 50

174 äheJmultidrugYoligosaccharidylWlipidYpolysaccharideJRM“”SJexporterJsuperfamilyXJFEBSZJournalVJ
2003VJ]eZVJeggWf[a 187

173 SolubleJsugarJpermeasesJofJtheJphosphotransferaseJsystemJinJsscherichiaJcolihJevidenceJforJtwoJ
physicallyJdistinctJformsJofJtheJproteinsJinJvivoXJMolecularZMicrobiologyVJ2003VJbfVJ[a[Wb[ 4.1 10

172 äracingJpathwaysJofJtransportJproteinJevolutionXJMolecularZMicrobiologyVJ2003VJbfVJ[[bcWcd 4.1 125

171 pioinformaticJanalysesJofJtheJbacterialJzWascorbateJphosphotransferaseJsystemJpermeaseJfamilyXJ
JournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2003VJdVJ[g[W]Zc 0.9 32

170 äheJionJtransporterJsuperfamilyXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2003VJ[d[fVJegWg] 3.8 89

169 äheJtripartiteJtricarboxylateJtransporterJRäääSJfamilyXJResearchZinZMicrobiologyVJ2003VJ[cbVJbceWdc 4 66
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168 äheJgeneralJproteinJsecretoryJpathwayhJphylogeneticJanalysesJleadingJtoJevolutionaryJconclusionsXJ
BiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2003VJ[dZgVJ[[cW]c 3.8 112

167 ”roteinJsecretionJsystemsJofJ”seudomonasJaeruginosaJandJ”JfluorescensXJBiochimicaZEtZBiophysicaZ
ActaZnZBiomembranesVJ2003VJ[d[[VJ]]aWaa 3.8 76

166
MolecularJmodelingJofJtheJbacterialJouterJmembraneJreceptorJenergizerVJsxbprYäonpVJbasedJonJ
homologyJwithJtheJflagellarJmotorVJMotopXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ2003VJ
[d[bVJ]Z[W[Z

3.8 36

165 äheJascorbateJtransporterJofJsscherichiaJcoliXJJournalZofZBacteriologyVJ2003VJ[fcVJ]]baWcZ 3.5 62

164 wdentificationJofJtheJzWaspartateJtransporterJinJpacillusJsubtilisXJJournalZofZBacteriologyVJ2003VJ[fcVJa][fW]]3.5 11

163 WebWbasedJprogramsJforJtheJdisplayJandJanalysisJofJtransmembraneJalphaWhelicesJinJalignedJ
proteinJsequencesXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2003VJcVJ[Wd 0.9 21

162 äwoJfamiliesJofJmechanosensitiveJchannelJproteinsXJMicrobiologyZandZMolecularZBiologyZReviewsVJ
2003VJdeVJddWfcVJtableJofJcontents 13.2 182

161 StudiesJonJtheJsscherichiaJcoliJglucoseWspecificJpermeaseVJ”tsuVJwithJaJpointJmutationJinJitsJ
’WterminalJamphipathicJleaderJsequenceXJMicrobiologyZhUnitedZKingdomiVJ2003VJ[bgVJedaWee[ 2.9 11

160 onJautomatedJprogramJtoJscreenJdatabasesJforJmembersJofJproteinJfamiliesXJJournalZofZMolecularZ
MicrobiologyZandZBiotechnologyVJ2003VJcVJeW[Z 0.9 6

159 —eversingJtransmembraneJelectronJflowhJtheJrsbrJandJrsbpJproteinJfamiliesXJJournalZofZMolecularZ
MicrobiologyZandZBiotechnologyVJ2003VJcVJ[aaWbg 0.9 26

158 äypeJwwJproteinJsecretionJandJitsJrelationshipJtoJbacterialJtypeJwVJpiliJandJarchaealJflagellaXJ
MicrobiologyZhUnitedZKingdomiVJ2003VJ[bgVJaZc[WaZe] 2.9 297

157 äheJbetaWbarrelJfinderJRpptSJprogramVJallowingJidentificationJofJouterJmembraneJbetaWbarrelJ
proteinsJencodedJwithinJprokaryoticJgenomesXJProteinZScienceVJ2002VJ[[VJ][gdW]Ze 6.3 82

156 Secd[betaWWaJcomponentJofJtheJarchaealJproteinJsecretoryJsystemXJTrendsZinZBiochemicalZSciencesVJ
2002VJ]eVJ[eZW[ 10.3 44

155 SequenceJandJphylogeneticJanalysesJofJtheJtwinWarginineJtargetingJRäatSJproteinJexportJsystemXJ
ArchivesZofZMicrobiologyVJ2002VJ[eeVJbb[WcZ 3 148

154 vyperstructuresVJgenomeJanalysisJandJwWcellsXJActaZBiotheoreticaVJ2002VJcZVJaceWea 1.1 13

153 sxportJofJzWisoleucineJfromJqorynebacteriumJglutamicumhJaJtwoWgeneWencodedJmemberJofJaJnewJ
translocatorJfamilyXJJournalZofZBacteriologyVJ2002VJ[fbVJagbeWcd 3.5 132

152 riscoveringJlacticJacidJbacteriaJbyJgenomicsXJAntonieZVanZLeeuwenhoekVJ2002VJf]VJ]gWcf 2.1 67

151 “verexpressionJofJtheJsscherichiaJcoliJsugsJgeneJconfersJresistanceJtoJaJnarrowJrangeJofJ
quaternaryJammoniumJcompoundsXJJournalZofZBacteriologyVJ2002VJ[fbVJ]cbaWc 3.5 75

(2002-2003)
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150 äheJtransporterJclassificationJRäqSJsystemVJ]ZZ]XJCriticalZReviewsZinZBiochemistryZandZMolecularZ
BiologyVJ2002VJaeVJ]feWaae 8.7 219

149
VoltageWgatedJvUJchannelsJassociatedJwithJhumanJphagocyteJsuperoxideWgeneratingJ’or”vJ
oxidaseshJsequenceJcomparisonsVJstructuralJpredictionsVJandJphylogeneticJanalysesXJMolecularZ
MembraneZBiologyVJ2002VJ[gVJ[aeWbe

3.4 11

148 ”roteinWtranslocatingJouterJmembraneJporinsJofJuramWnegativeJbacteriaXJBiochimicaZEtZBiophysicaZ
ActaZnZBiomembranesVJ2002VJ[cd]VJdWa[ 3.8 156

147 äheJubiquitousJährsJfamilyJofJputativeJtransmembraneJaminoJacidJeffluxJtransportersXJResearchZinZ
MicrobiologyVJ2002VJ[caVJ[gW]c 4 24

146 ”hylogenyJofJphosphorylJtransferJproteinsJofJtheJphosphoenolpyruvateWdependentJ
sugarWtransportingJphosphotransferaseJsystemXJResearchZinZMicrobiologyVJ2002VJ[caVJbZcW[c 4 41

145 romainJanalysisJofJtranscriptionalJregulatorsJbearingJ”äSJregulatoryJdomainsXJResearchZinZ
MicrobiologyVJ2002VJ[caVJc[gW]d 4 34

144
rependencyJofJsugarJtransportJandJphosphorylationJbyJtheJphosphoenolpyruvateWdependentJ
phosphotransferaseJsystemJonJmembranousJphosphatidylJglycerolJinJsscherichiaJcolihJstudiesJwithJ
aJpgsoJmutantJlackingJphosphatidylJglycerophosphateJsynthaseXJResearchZinZMicrobiologyVJ2002VJ
[caVJddeWee

4 18

143 —egulationJofJcarbonJutilizationJbyJsulfurJavailabilityJinJsscherichiaJcoliJandJSalmonellaJ
typhimuriumXJMicrobiologyZhUnitedZKingdomiVJ2002VJ[bfVJ[]aW[a[ 2.9 19

142
SequenceJsimilarityJbetweenJtheJchannelWformingJdomainsJofJvoltageWgatedJionJchannelJproteinsJ
andJtheJqWterminalJdomainsJofJsecondaryJcarriersJofJtheJmajorJfacilitatorJsuperfamilyXJMicrobiologyZ
hUnitedZKingdomiVJ2002VJ[bfVJaedZW]

2.9 23

141 äransportJcapabilitiesJencodedJwithinJtheJpacillusJsubtilisJgenomeXJJournalZofZMolecularZ
MicrobiologyZandZBiotechnologyVJ2002VJbVJaeWde 0.9 23

140 oJwebWbasedJäreeJViewJRäVSJprogramJforJtheJvisualizationJofJphylogeneticJtreesXJJournalZofZ
MolecularZMicrobiologyZandZBiotechnologyVJ2002VJbVJdgWeZ 0.9 43

139 oJsimpleJsensitiveJprogramJforJdetectingJinternalJrepeatsJinJsetsJofJmultiplyJalignedJhomologousJ
proteinsXJJournalZofZMolecularZMicrobiologyZandZBiotechnologyVJ2002VJbVJaecWe 0.9 18

138 qataboliteJrepressionJmediatedJbyJtheJqcpoJproteinJinJpacillusJsubtilishJnovelJmodesJofJregulationJ
revealedJbyJwholeWgenomeJanalysesXJMolecularZMicrobiologyVJ2001VJagVJ[addWf[ 4.1 200

137 svolutionJofJtransportJproteinsXJGeneticZEngineeringVJ2001VJ]aVJ[W[Z 12

136 äheJdrugYmetaboliteJtransporterJsuperfamilyXJFEBSZJournalVJ2001VJ]dfVJad]ZWag 220

135 ”hylogeneticJandJstructuralJanalysesJofJtheJoxa[JfamilyJofJproteinJtranslocasesXJFEMSZMicrobiologyZ
LettersVJ2001VJ]ZbVJ]]aWa[ 2.9 113

134 uenesJinvolvedJinJcontrolJofJgalactoseJuptakeJinJzactobacillusJbrevisJandJreconstitutionJofJtheJ
regulatoryJsystemJinJpacillusJsubtilisXJJournalZofZBacteriologyVJ2001VJ[faVJa]]bWad 3.5 35

133 ”hylogenyJofJmultidrugJtransportersXJSeminarsZinZCellZandZDevelopmentalZBiologyVJ2001VJ[]VJ]ZcW[a 7.5 254
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132
’M—JstructureJofJcysteinylWphosphorylatedJenzymeJwwpJofJtheJ’V’QWdiacetylchitobioseWspecificJ
phosphoenolpyruvateWdependentJphosphotransferaseJsystemJofJsscherichiaJcoliXJJournalZofZ
MolecularZBiologyVJ2001VJaZfVJggaW[ZZg

6.5 21

131
vomologuesJofJarchaealJrhodopsinsJinJplantsVJanimalsJandJfungihJstructuralJandJfunctionalJ
predicationsJforJaJputativeJfungalJchaperoneJproteinXJBiochimicaZEtZBiophysicaZActaZnZBiomembranesVJ
2001VJ[c[[VJ]ZdW]a

3.8 58

130 SizeJcomparisonsJamongJintegralJmembraneJtransportJproteinJhomologuesJinJbacteriaVJorchaeaVJ
andJsucaryaXJJournalZofZBacteriologyVJ2001VJ[faVJ[Z[]W][ 3.5 40

129 qataboliteJrepressionJmediatedJbyJtheJqcpoJproteinJinJpacillusJsubtilishJnovelJmodesJofJregulationJ
revealedJbyJwholeWgenomeJanalysesJ2001VJagVJ[add 3

128
qonjugalJtypeJwVJmacromolecularJtransferJsystemsJofJuramWnegativeJbacteriahJorganismalJ
distributionVJstructuralJconstraintsJandJevolutionaryJconclusionsXJMicrobiologyZhUnitedZKingdomiVJ
2001VJ[beVJa]Z[W[b

2.9 87

127 tamiliesJofJtransmembraneJsugarJtransportJproteinsXJMolecularZMicrobiologyVJ2000VJacVJdggWe[Z 4.1 234

126 MembraneWfusionJproteinJhomologuesJinJgramWpositiveJbacteriaXJMolecularZMicrobiologyVJ2000VJadVJc[dWe4.1 24

125 äheJamoebaporeJsuperfamilyXJBBAZnZBiomembranesVJ2000VJ[bdgVJfeWgg 46

124 tamiliesJofJtransmembraneJtransportersJselectiveJforJaminoJacidsJandJtheirJderivativesXJ
MicrobiologyZhUnitedZKingdomiVJ2000VJ[bdJRJ”tJfSVJ[eecW[egc 2.9 162

123 äheJaminoJacidYpolyamineYorganocationJRo”qSJsuperfamilyJofJtransportersJspecificJforJaminoJacidsVJ
polyaminesJandJorganocationsXJMicrobiologyZhUnitedZKingdomiVJ2000VJ[bdJRJ”tJfSVJ[egeW[f[b 2.9 220

122 VectorialJmetabolismJandJtheJevolutionJofJtransportJsystemsXJJournalZofZBacteriologyVJ2000VJ[f]VJcZ]gWac3.5 75

121 oJbroadWspecificityJmultidrugJeffluxJpumpJrequiringJaJpairJofJhomologousJSM—WtypeJproteinsXJ
JournalZofZBacteriologyVJ2000VJ[f]VJ]a[[Wa 3.5 78

120 MicrobialJgenomeJanalyseshJcomparativeJtransportJcapabilitiesJinJeighteenJprokaryotesXJJournalZofZ
MolecularZBiologyVJ2000VJaZ[VJecW[ZZ 6.5 243

119 oJfunctionalWphylogeneticJclassificationJsystemJforJtransmembraneJsoluteJtransportersXJ
MicrobiologyZandZMolecularZBiologyZReviewsVJ2000VJdbVJacbWb[[ 13.2 643

118 ä—o”JtransportershJanJancientJfamilyJofJextracytoplasmicJsoluteWreceptorWdependentJsecondaryJ
activeJtransportersXJMicrobiologyZhUnitedZKingdomiVJ1999VJ[bcJRJ”tJ[]SVJaba[Wabbc 2.9 86

117
snzymeJwR’trSJfromJsscherichiaJcoliXJoJnovelJenzymeJofJtheJphosphoenolpyruvateWdependentJ
phosphotransferaseJsystemJexhibitingJstrictJspecificityJforJitsJphosphorylJacceptorVJ’”rXJJournalZofZ
BiologicalZChemistryVJ1999VJ]ebVJ]d[fcWg[

5.4 88

116 MetaboliteWinducedJmetabolonshJtheJactivationJofJtransporterWenzymeJcomplexesJbyJsubstrateJ
bindingXJMolecularZMicrobiologyVJ1999VJa[VJ[cg]Wc 4.1 22

115 äheJsscherichiaJcoliJopqJtransportershJanJupdateXJMolecularZMicrobiologyVJ1999VJa]VJffeWg 4.1 34

(1999-2001)
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114 wsJtat”JaJlongWchainJfattyJacidJtransportermXJMolecularZMicrobiologyVJ1999VJaaVJdeZW] 4.1 8

113 ”hylogeneticJcharacterizationJofJnovelJtransportJproteinJfamiliesJrevealedJbyJgenomeJanalysesXJ
BBAZnZBiomembranesVJ1999VJ[b]]VJ[Wcd 189

112 oJfunctionalWphylogeneticJsystemJforJtheJclassificationJofJtransportJproteinsXJJournalZofZCellularZ
BiochemistryVJ1999VJSupplJa]WaaVJfbWgb 4.7 72

111 sukaryoticJtransmembraneJsoluteJtransportJsystemsXJInternationalZReviewZofZCytologyVJ1999VJ[gZVJd[W[ad 38

110 uenomeJarcheologyJleadingJtoJtheJcharacterizationJandJclassificationJofJtransportJproteinsXJCurrentZ
OpinionZinZMicrobiologyVJ1999VJ]VJcccWd[ 7.9 51

109 ”aralogousJgenesJencodingJtransportJproteinsJinJmicrobialJgenomesXJResearchZinZMicrobiologyVJ
1999VJ[cZVJdfgWgg 4 11

108 oJ”roposedJSystemJforJtheJqlassificationJofJäransmembraneJäransportJ”roteinsJinJzivingJ“rganismsJ
1999VJ]dcW]ed 13

107
’ovelJphosphotransferaseJsystemJgenesJrevealedJbyJgenomeJanalysisJWJtheJcompleteJcomplementJ
ofJ”äSJproteinsJencodedJwithinJtheJgenomeJofJpacillusJsubtilisXJMicrobiologyZhUnitedZKingdomiVJ
1999VJ[bcJRJ”tJ[]SVJab[gWab]g

2.9 80

106 oJfunctionalWphylogeneticJsystemJforJtheJclassificationJofJtransportJproteinsXJJournalZofZCellularZ
BiochemistryVJ1999VJecVJfbWgb 4.7 14

105 MultipleJmechanismsJcontrollingJcarbonJmetabolismJinJbacteriaXJBiotechnologyZandZBioengineeringVJ
1998VJcfVJ[eZWb 4.9 70

104 vighWresolutionJsolutionJstructureJofJpacillusJsubtilisJwwoglcJ1998VJa[VJ]cfW]eZ 3

103 oJnovelJproteinJkinaseJthatJcontrolsJcarbonJcataboliteJrepressionJinJbacteriaXJMolecularZ
MicrobiologyVJ1998VJ]eVJ[[ceWdg 4.1 185

102 γnifiedJinventoryJofJestablishedJandJputativeJtransportersJencodedJwithinJtheJcompleteJgenomeJ
ofJSaccharomycesJcerevisiaeXJFEBSZLettersVJ1998VJbaZVJ[[dW]c 3.8 180

101 uenomeJsequencingJandJinformaticshJnewJtoolsJforJbiochemicalJdiscoveriesXJPlantZPhysiologyVJ1998VJ
[[eVJ[[]gWaa 6.6 11

100 MicrobialJgenomeJanalyseshJglobalJcomparisonsJofJtransportJcapabilitiesJbasedJonJphylogeniesVJ
bioenergeticsJandJsubstrateJspecificitiesXJJournalZofZMolecularZBiologyVJ1998VJ]eeVJceaWg] 6.5 262

99 MolecularJphylogenyJasJaJbasisJforJtheJclassificationJofJtransportJproteinsJfromJbacteriaVJarchaeaJ
andJeukaryaXJAdvancesZinZMicrobialZPhysiologyVJ1998VJbZVJf[W[ad 4.4 94

98 svolutionaryJoriginsJofJmultidrugJandJdrugWspecificJeffluxJpumpsJinJbacteriaXJFASEBZJournalVJ1998VJ
[]VJ]dcWeb 0.9 169

97 svolutionaryJoriginsJofJmultidrugJandJdrugWspecificJeffluxJpumpsJinJbacteriaXJFASEBZJournalVJ1998VJ
[]VJ]dcW]eb 0.9 174
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96 MajorJfacilitatorJsuperfamilyXJMicrobiologyZandZMolecularZBiologyZReviewsVJ1998VJd]VJ[Wab 13.2 1423

95
γniqueJregulationJofJcarbohydrateJchemotaxisJinJpacillusJsubtilisJbyJtheJ
phosphoenolpyruvateWdependentJphosphotransferaseJsystemJandJtheJmethylWacceptingJ
chemotaxisJproteinJMcpqXJJournalZofZBacteriologyVJ1998VJ[fZVJbbecWfZ

3.5 35

94 qv—VJaJnovelJfamilyJofJprokaryoticJprotonJmotiveJforceWdrivenJtransportersJprobablyJcontainingJ
chromateYsulfateJantiportersXJJournalZofZBacteriologyVJ1998VJ[fZVJceggWfZ] 3.5 80

93 qcppVJaJnovelJtranscriptionJfactorJimplicatedJinJcataboliteJrepressionJinJpacillusJsubtilisXJJournalZofZ
BacteriologyVJ1998VJ[fZVJbg[We 3.5 46

92 qharacterizationJofJglucoseWspecificJcataboliteJrepressionWresistantJmutantsJofJpacillusJsubtilishJ
identificationJofJaJnovelJhexosehvUJsymporterXJJournalZofZBacteriologyVJ1998VJ[fZVJbgfWcZb 3.5 44

91 äheJglucitolJpermeaseJofJaJtripartiteJpermeaseJofJtheJphosphotransferaseJsystemXJMicrobiologyZ
hUnitedZKingdomiVJ1998VJ[bbVJ[bdaW[bdb 2.9 5

90 MultipleJphosphorylationJofJSacYVJaJpacillusJsubtilisJtranscriptionalJantiterminatorJnegativelyJ
controlledJbyJtheJphosphotransferaseJsystemXJJournalZofZBiologicalZChemistryVJ1997VJ]e]VJ[e]aZWe 5.4 55

89 qomputerWbasedJanalysesJofJtheJproteinJconstituentsJofJtransportJsystemsJcatalysingJexportJofJ
complexJcarbohydratesJinJbacteriaXJMicrobiologyZhUnitedZKingdomiVJ1997VJ[baJRJ”tJfSVJ]dfcW]dgg 2.9 139

88 qraWmediatedJregulationJofJsscherichiaJcoliJadenylateJcyclaseXJMicrobiologyZhUnitedZKingdomiVJ1997VJ
[baJRJ”tJaSVJefcWeg] 2.9 32

87 ModularJmultidomainJphosphorylJtransferJproteinsJofJbacteriaXJCurrentZOpinionZinZStructuralZBiology
VJ1997VJeVJbZeW[c 8.1 70

86 oJnovelJfamilyJofJchannelWformingVJautotransportingVJbacterialJvirulenceJfactorsXJMolecularZ
MembraneZBiologyVJ1997VJ[bVJ[[aW]a 3.4 102

85
oJfamilyJofJuramWnegativeJbacterialJouterJmembraneJfactorsJthatJfunctionJinJtheJexportJofJ
proteinsVJcarbohydratesVJdrugsJandJheavyJmetalsJfromJuramWnegativeJbacteriaXJFEMSZMicrobiologyZ
LettersVJ1997VJ[cdVJ[Wf

2.9 198

84 äheJstructureJofJanJenergyWcouplingJproteinJfromJbacteriaVJwwpcellobioseVJrevealsJsimilarityJtoJ
eukaryoticJproteinJtyrosineJphosphatasesXJStructureVJ1997VJcVJ][eW]c 5.2 39

83
äheJ’M—JsideWchainJassignmentsJandJsolutionJstructureJofJenzymeJwwpcellobioseJofJtheJ
phosphoenolpyruvateWdependentJphosphotransferaseJsystemJofJsscherichiaJcoliXJProteinZScienceVJ
1997VJdVJaZbW[b

6.3 21

82 vatoJandJvat—VJimplicatedJinJtheJuptakeJofJinorganicJcarbonJinJSynechocystisJ”qqdfZaVJcontainJ
WrbZJdomainsXJMolecularZMicrobiologyVJ1997VJ]bVJ]]gWaZ 4.1 6

81
MultidrugWresistantJtransportJproteinsJinJyeasthJcompleteJinventoryJandJphylogeneticJ
characterizationJofJyeastJopenJreadingJframesJwithJtheJmajorJfacilitatorJsuperfamilyXJYeastVJ1997VJ
[aVJbaWcb

3.4 113

80 remonstrationJofJproteinWproteinJinteractionJspecificityJbyJ’M—JchemicalJshiftJmappingXJProteinZ
ScienceVJ1997VJdVJ]d]bWe 6.3 30

79 qharacterizationJofJaJnovelJtransporterJfamilyJthatJincludesJmultipleJsscherichiaJcoliJgluconateJ
transportersJandJtheirJhomologuesXJFEMSZMicrobiologyZLettersVJ1997VJ[beVJ]aaWf 2.9 26

(1997-1998)
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78
oJfamilyJofJgramWnegativeJbacterialJouterJmembraneJfactorsJthatJfunctionJinJtheJexportJofJproteinsVJ
carbohydratesVJdrugsJandJheavyJmetalsJfromJgramWnegativeJbacteriaXJFEMSZMicrobiologyZLettersVJ
1997VJ[cdVJ[Wf

2.9 95

77
wnducerJexpulsionJandJtheJoccurrenceJofJanJv”rRSerW”SWactivatedJsugarWphosphateJphosphataseJinJ
snterococcusJfaecalisJandJStreptococcusJpyogenesXJMicrobiologyZhUnitedZKingdomiVJ1996VJ[b]JRJ”tJ
aSVJcfcWcg]

2.9 19

76 ”hylogeneticJcharacterizationJofJtheJepithelialJ’aUJchannelJRs’aqSJfamilyXJMolecularZMembraneZ
BiologyVJ1996VJ[aVJ[bgWce 3.4 6

75 MicroqorrespondanceXJMolecularZMicrobiologyVJ1996VJ]]VJafgWag[ 4.1 14

74 qooperativeJinteractionJbetweenJqraJandJtnrJinJtheJregulationJofJtheJcydopJoperonJofJsscherichiaJ
coliXJCurrentZMicrobiologyVJ1996VJaaVJ]eZWb 2.4 19

73 —egulationJofJcompetenceJdevelopmentJandJsugarJutilizationJinJvaemophilusJinfluenzaeJ—dJbyJaJ
phosphoenolpyruvatehfructoseJphosphotransferaseJsystemXJMolecularZMicrobiologyVJ1996VJ][VJgb[Wc] 4.1 56

72 qyclicJoM”WindependentJcataboliteJrepressionJinJbacteriaXJFEMSZMicrobiologyZLettersVJ1996VJ[afVJgeW[Za 2.9 72

71 äheJSM—JfamilyhJaJnovelJfamilyJofJmultidrugJeffluxJproteinsJinvolvedJwithJtheJeffluxJofJlipophilicJ
drugsXJMolecularZMicrobiologyVJ1996VJ[gVJ[[deWec 4.1 232

70 tunctionJofJtheJduplicatedJwwpJdomainJandJoligomericJstructureJofJtheJfructoseJpermeaseJofJ
sscherichiaJcoliXJJournalZofZBiologicalZChemistryVJ1996VJ]e[VJgggeW[ZZZa 5.4 17

69 wnJvitroJreconstitutionJofJtranscriptionalJantiterminationJbyJtheJSacäJandJSacYJproteinsJofJpacillusJ
subtilisXJJournalZofZBiologicalZChemistryVJ1996VJ]e[VJ[fgddWe] 5.4 51

68
’ovelJ”hosphotransferaseJSystemJuenesJ—evealedJbyJpacterialJuenomeJonalysishJ“peronsJ
sncodingJvomologuesJofJSugarWSpecificJ”ermeaseJromainsJofJtheJ”hosphotransferaseJSystemJandJ
”entoseJqatabolicJsnzymesXJGenomeZScienceZfZTechnologyVJ1996VJ[VJcaWec

14

67 ”hylogeneticJapproachesJtoJtheJidentificationJandJcharacterizationJofJproteinJfamiliesJandJ
superfamiliesXJGenomeZScienceZfZTechnologyVJ1996VJ[VJ[]gWcZ 10

66
”hylogeneticJanalysesJofJtheJhomologousJtransmembraneJchannelWformingJproteinsJofJtheJ
tZt[Woä”asesJofJbacteriaVJchloroplastsJandJmitochondriaXJMicrobiologyZhUnitedZKingdomiVJ1996VJ[b]J
RJ”tJ[SVJ[eWa]

2.9 21

65 qataboliteJrepressionJandJinducerJcontrolJinJuramWpositiveJbacteriaXJMicrobiologyZhUnitedZKingdomiVJ
1996VJ[b]JRJ”tJ]SVJ][eW]aZ 2.9 170

64
’ovelJphosphotransferaseJgenesJrevealedJbyJbacterialJgenomeJsequencinghJaJgeneJclusterJ
encodingJaJputativeJ’WacetylgalactosamineJmetabolicJpathwayJinJsscherichiaJcoliXJMicrobiologyZ
hUnitedZKingdomiVJ1996VJ[b]JRJ”tJ]SVJ]a[W]cZ

2.9 62

63 ”hosphorylationJofJserineWbdJinJv”rVJaJkeyJregulatoryJproteinJinJbacteriaVJresultsJinJstabilizationJofJ
itsJsolutionJstructureXJProteinZScienceVJ1995VJbVJ]befWfd 6.3 41

62 äheJglobalJregulatoryJproteinJtru—JmodulatesJtheJdirectionJofJcarbonJflowJinJsscherichiaJcoliXJ
MolecularZMicrobiologyVJ1995VJ[dVJ[[ceWdg 4.1 128

61
’ovelJproteinsJofJtheJphosphotransferaseJsystemJencodedJwithinJtheJrpo’JoperonJofJsscherichiaJ
coliXJsnzymeJwwo’trJaffectsJgrowthJonJorganicJnitrogenJandJtheJconditionalJlethalityJofJanJeratsJ
mutantXJJournalZofZBiologicalZChemistryVJ1995VJ]eZVJbf]]Wag

5.4 178
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60 coM”WcoM”JreceptorJproteinJcomplexhJfiveJbindingJsitesJinJtheJcontrolJregionJofJtheJsscherichiaJ
coliJmannitolJoperonXJMicrobiologyZhUnitedZKingdomiVJ1995VJ[b[JRJ”tJfSVJ[gZ[W[gZe 2.9 15

59 rifferentialJcodonJusagehJaJsafeguardJagainstJinappropriateJexpressionJofJspecializedJgenesmXJFEBSZ
LettersVJ1995VJad]VJ[Wb 3.8 34

58 ”hylogeneticVJstructuralJandJfunctionalJanalysesJofJtheJzacwWual—JfamilyJofJbacterialJtranscriptionJ
factorsXJFEBSZLettersVJ1995VJaeeVJgfW[Z] 3.8 76

57
’ucleotideJsequenceJofJtheJregionJbetweenJcrrJandJcysMJinJSalmonellaJtyphimuriumhJfiveJnovelJ
“—tsJincludingJoneJencodingJaJputativeJtranscriptionalJregulatorJofJtheJphosphotransferaseJ
systemXJDNAZSequenceVJ1995VJcVJ[bcWc]

7

56 äopologicalJandJsegmentalJphylogeneticJanalysesJofJtheJanionJexchangerJRbandJaSJfamilyJofJ
transportersXJMolecularZMembraneZBiologyVJ1995VJ[]VJ[gaW]ZZ 3.4 13

55 []Z]JqomputationalJonalysesJoidingJwdentificationJandJqharacterizationJofJ”roteinsVJuenesVJandJ
“peronsXJMethodsZinZMolecularZGeneticsVJ1995VJaecWafd 1

54 ”roteinJphosphorylationJandJregulationJofJcarbonJmetabolismJinJgramWnegativeJversusJ
gramWpositiveJbacteriaXJTrendsZinZBiochemicalZSciencesVJ1995VJ]ZVJ]deWe[ 10.3 146

53 ”WtypeJoä”asesJofJeukaryotesJandJbacteriahJsequenceJanalysesJandJconstructionJofJphylogeneticJ
treesXJJournalZofZMolecularZEvolutionVJ1994VJafVJceWgg 3.1 167

52
snzymeJwwpcellobioseJofJtheJphosphoenolWpyruvateWdependentJphosphotransferaseJsystemJofJ
sscherichiaJcolihJbackboneJassignmentJandJsecondaryJstructureJdeterminedJbyJthreeWdimensionalJ
’M—JspectroscopyXJProteinZScienceVJ1994VJaVJ]f]WgZ

6.3 8

51 ’ovelJphosphotransferaseJsystemJgenesJrevealedJbyJbacterialJgenomeJanalysishJuniqueVJputativeJ
fructoseWJandJglucosideWspecificJsystemsXJProteinZScienceVJ1994VJaVJbbZWcZ 6.3 28

50 oJnovelJzincWbindingJmotifJfoundJinJtwoJubiquitousJdeaminaseJfamiliesXJProteinZScienceVJ1994VJaVJfcaWd 6.3 15

49 qonvergenceJandJdivergenceJinJtheJevolutionJofJtransportJproteinsXJBioEssaysVJ1994VJ[dVJ]aWg 4.1 28

48 oJfunctionalJsuperfamilyJofJsodiumYsoluteJsymportersXJBBAZnZBiomembranesVJ1994VJ[[geVJ[aaWdd 177

47 SequenceJofJtheJfrupJgeneJofJsscherichiaJcoliJencodingJtheJdiphosphorylJtransferJproteinJRrä”SJofJ
theJphosphoenolpyruvatehJsugarJphosphotransferaseJsystemXJFEMSZMicrobiologyZLettersVJ1994VJ[[fVJ[cgWd]2.9 32

46 ”roteinJuptakeJintoJsXJcoliJduringJpdellovibrioJinfectionXJoJprocessJofJreverseJsecretionmXJFEBSZ
LettersVJ1994VJaaeVJ[bWe 3.8 18

45 r’oJsequenceJofJaJgeneJinJsscherichiaJcoliJencodingJaJputativeJtripartiteJtranscriptionJfactorJwithJ
receiverVJoä”aseJandJr’oJbindingJdomainsXJDNAZSequenceVJ1994VJcVJ[eW]b 7

44
wnJvitroJbindingJofJtheJpleiotropicJtranscriptionalJregulatoryJproteinVJtru—VJtoJtheJfruVJppsVJaceVJptsJ
andJicdJoperonsJofJsscherichiaJcoliJandJSalmonellaJtyphimuriumXJJournalZofZMolecularZBiologyVJ1993VJ
]abVJ]fWbb

6.5 125

43 äheJmitochondrialJcarrierJfamilyJofJtransportJproteinshJstructuralVJfunctionalVJandJevolutionaryJ
relationshipsXJCriticalZReviewsZinZBiochemistryZandZMolecularZBiologyVJ1993VJ]fVJ]ZgWaa 8.7 140

(1993-1995)
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42 oJmajorJsuperfamilyJofJtransmembraneJfacilitatorsJthatJcatalyseJuniportVJsymportJandJantiportXJ
TrendsZinZBiochemicalZSciencesVJ1993VJ[fVJ[aW]Z 10.3 784

41
äheJMw”JfamilyJofJintegralJmembraneJchannelJproteinshJsequenceJcomparisonsVJevolutionaryJ
relationshipsVJreconstructedJpathwayJofJevolutionVJandJproposedJfunctionalJdifferentiationJofJtheJ
twoJrepeatedJhalvesJofJtheJproteinsXJCriticalZReviewsZinZBiochemistryZandZMolecularZBiologyVJ1993VJ
]fVJ]acWce

8.7 218

40 wntroductionhJproteinJphosphorylationJandJsignalJtransductionJinJbacteriaXJJournalZofZCellularZ
BiochemistryVJ1993VJc[VJ[Wd 4.7 37

39 —egulatoryJinteractionsJinvolvingJtheJproteinsJofJtheJphosphotransferaseJsystemJinJentericJ
bacteriaXJJournalZofZCellularZBiochemistryVJ1993VJc[VJd]Wf 4.7 47

38 MammalianJintegralJmembraneJreceptorsJareJhomologousJtoJfacilitatorsJandJantiportersJofJyeastVJ
fungiVJandJeubacteriaXJProteinZScienceVJ1993VJ]VJ]ZWaZ 6.3 68

37
SequenceJanalysesJandJevolutionaryJrelationshipsJamongJtheJenergyWcouplingJproteinsJsnzymeJwJ
andJv”rJofJtheJbacterialJphosphoenolpyruvatehJsugarJphosphotransferaseJsystemXJProteinZScienceVJ
1993VJ]VJcZdW][

6.3 40

36 zowJresolutionJsolutionJstructureJofJtheJpacillusJsubtilisJglucoseJpermeaseJwwoJdomainJderivedJfromJ
heteronuclearJthreeWdimensionalJ’M—JspectroscopyXJFEBSZLettersVJ1992VJ]gdVJ[bfWc] 3.8 40

35 StructuralJandJevolutionaryJrelationshipsJamongJtheJimmunophilinshJtwoJubiquitousJfamiliesJofJ
peptidylWprolylJcisWtransJisomerasesXJFASEBZJournalVJ1992VJdVJab[ZW]Z 0.9 108

34 oJproposedJlinkJbetweenJnitrogenJandJcarbonJmetabolismJinvolvingJproteinJphosphorylationJinJ
bacteriaXJProteinZScienceVJ1992VJ[VJe]]Wd 6.3 73

33 oJnewJsubfamilyJofJbacterialJopqWtypeJtransportJsystemsJcatalyzingJexportJofJdrugsJandJ
carbohydratesXJProteinZScienceVJ1992VJ[VJ[a]dWa] 6.3 138

32 SolutionJstructureJofJtheJphosphocarrierJproteinJv”rJfromJpacillusJsubtilisJbyJtwoWdimensionalJ
’M—JspectroscopyXJProteinZScienceVJ1992VJ[VJ[adaWed 6.3 59

31 äheJputativeJ’aUYvUantiporterJR’apoSJofsnterococcusJhiraeisJhomologousJtoJtheJputativeJ
yUYvUantiporterJRyefqSJofsscherichiaJcoliXJFEMSZMicrobiologyZLettersVJ1992VJgbVJ[d[W[da 2.9 22

30 ”roteinJ”hosphorylationJandJtheJ—egulationJofJSugarJäransportJinJuramW’egativeJandJ
uramW”ositiveJpacteriaJ1992VJ[f[W[gZ 5

29
svolutionaryJrelationshipsJamongJtheJpermeaseJproteinsJofJtheJbacterialJphosphoenolpyruvatehJ
sugarJphosphotransferaseJsystemXJqonstructionJofJphylogeneticJtreesJandJpossibleJrelatednessJtoJ
proteinsJofJeukaryoticJmitochondriaXJJournalZofZMolecularZEvolutionVJ1991VJaaVJ[egWga

3.1 29

28 ’ucleotideJsequenceJandJexpressionJofJtheJgut–JgeneJwithinJtheJglucitolJoperonJofJsscherichiaJ
coliXJDNAZSequenceVJ1990VJ[VJ[b[Wc 16

27 —egulationJofJbacterialJphysiologicalJprocessesJbyJthreeJtypesJofJproteinJphosphorylatingJsystemsXJ
TrendsZinZBiochemicalZSciencesVJ1990VJ[cVJag[Wc 10.3 58

26
StructureJandJevolutionJofJaJmultidomainJmultiphosphorylJtransferJproteinXJ’ucleotideJsequenceJ
ofJtheJfrupRvwSJgeneJinJ—hodobacterJcapsulatusJandJcomparisonsJwithJhomologousJgenesJfromJ
otherJorganismsXJJournalZofZMolecularZBiologyVJ1990VJ][aVJdfeWeZa

6.5 98

25 ”roteinphosphorylierungJinJpakterienJâ��J—egulationJvonJuenexpressionVJäransportfunktionenJundJ
Stoffwechselvorgˆ⁄ngenXJAngewandteZChemieVJ1988VJ[ZZVJ[Ze]W[Zf] 3.6 0
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24 rieJ—olleJdesJbakteriellenJ”hosphotransferaseWSystemsJimJZuckermetabolismusXJBiologieZinZUnsererZ
ZeitVJ1988VJ[fVJgW[c 0.1 2

23 ”roteinJ”hosphorylationJinJpacteriaâ��—egulationJofJueneJsxpressionVJäransportJtunctionsVJandJ
MetabolicJ”rocessesXJAngewandteZChemieZInternationalZEditionZinZEnglishVJ1988VJ]eVJ[ZbZW[Zbg 18

22
sffectsJofJcWazacytidineVJsodiumJbutyrateVJandJphorbolJestersJonJaminoJacidJtransportJsystemJoJinJaJ
kidneyJepithelialJcellJlineVJMrqyhJevidenceJforJmultipleJmechanismsJofJregulationXJJournalZofZ
CellularZPhysiologyVJ1988VJ[aeVJ[[eW]b

7 7

21 äheJphosphoenolpyruvatehsugarJphosphotransferaseJsystemJinJgramWpositiveJbacteriahJpropertiesVJ
mechanismVJandJregulationXJCRCZCriticalZReviewsZinZMicrobiologyVJ1988VJ[cVJ]geWaaf 156

20 pacterialJproteinsJwithJ’WterminalJleaderJsequencesJresemblingJmitochondrialJtargetingJsequencesJ
ofJeukaryotesXJBiochimieVJ1988VJeZVJ[ebaWf 4.6 26

19 äheJbacterialJphosphotransferaseJsystemhJkineticJcharacterizationJofJtheJglucoseVJmannitolVJ
glucitolVJandJ’WacetylglucosamineJsystemsXJJournalZofZCellularZBiochemistryVJ1986VJa[VJgeW[Zc 4.7 24

18 svidenceJforJtheJevolutionaryJrelatednessJofJtheJproteinsJofJtheJbacterialJ
phosphoenolpyruvatehsugarJphosphotransferaseJsystemXJJournalZofZCellularZBiochemistryVJ1985VJ]eVJbaWcd4.7 70

17 odaptiveJregulatoryJcontrolJofJSystemJoJtransportJactivityJinJaJkidneyJepithelialJcellJlineJRMrqySJ
andJinJaJtransformedJvariantJRMrqyWä[SXJJournalZofZCellularZPhysiologyVJ1985VJ[]]VJaZfW[c 7 44

16 vormonalJregulationJofJtheJSystemJoJaminoJacidJtransportJadaptiveJresponseJmechanismJinJaJ
kidneyJepithelialJcellJlineJRMrqySXJJournalZofZCellularZPhysiologyVJ1985VJ[]]VJa[dW]] 7 16

15 MechanismVJregulationJandJphysiologicalJsignificanceJofJtheJloopJdiureticWsensitiveJ’aqlYyqlJ
symportJsystemJinJanimalJcellsXJMolecularZandZCellularZBiochemistryVJ1984VJcgVJ[[Wa] 4.2 88

14 äheJMolecularJpasisJofJSexJandJrifferentiationJ1984VJ 8

13 recreaseJinJproteinJcontentJandJcellJvolumeJofJculturedJdogJkidneyJepithelialJcellsJduringJgrowthXJ
InZVitroVJ1982VJ[fVJ[gdW]Z] 33

12
svidenceJforJtheJfunctionalJassociationJofJenzymeJwJandJv”rJofJtheJphosphoenolpyruvateWsugarJ
phosphotransferaseJsystemJwithJtheJmembraneJinJsealedJvesiclesJofJsscherichiaJcoliXJJournalZofZ
CellularZBiochemistryVJ1982VJ[fVJ]a[Wf

4.7 27

11 —egulationJofJlactoseJtransportJbyJtheJphosphoenolpyruvateWsugarJphosphotransferaseJsystemJinJ
membraneJvesiclesJofJsscherichiaJcoliXJJournalZofZCellularZBiochemistryVJ1982VJ[fVJ]agWbb 4.7 23
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