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2010, 467, 832-838. 13.7 1,789
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fasting glycemic traits and insulin resistance. Nature Genetics, 2012, 44, 659-669. 9.4 762
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14 An Expanded Genome-Wide Association Study of Type 2 Diabetes in Europeans. Diabetes, 2017, 66,
2888-2902. 0.3 615

15 Genetic variation in GIPR influences the glucose and insulin responses to an oral glucose challenge.
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16 Large-scale cis- and trans-eQTL analyses identify thousands of genetic loci and polygenic scores that
regulate blood gene expression. Nature Genetics, 2021, 53, 1300-1310. 9.4 590

17 Genome-wide association study for early-onset and morbid adult obesity identifies three new risk loci
in European populations. Nature Genetics, 2009, 41, 157-159. 9.4 585

18 A catalog of genetic loci associated with kidney function from analyses of a million individuals.
Nature Genetics, 2019, 51, 957-972. 9.4 549
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19 Rare and low-frequency coding variants alter human adult height. Nature, 2017, 542, 186-190. 13.7 544

20 Genetic associations at 53 loci highlight cell types and biological pathways relevant for kidney
function. Nature Communications, 2016, 7, 10023. 5.8 412

21 Genome-wide associations for birth weight and correlations with adult disease. Nature, 2016, 538,
248-252. 13.7 406

22 Maternal and fetal genetic effects on birth weight and their relevance to cardio-metabolic risk
factors. Nature Genetics, 2019, 51, 804-814. 9.4 402

23 New gene functions in megakaryopoiesis and platelet formation. Nature, 2011, 480, 201-208. 13.7 401

24 Common Variants at 10 Genomic Loci Influence Hemoglobin A1C Levels via Glycemic and Nonglycemic
Pathways. Diabetes, 2010, 59, 3229-3239. 0.3 387

25 Sex-stratified Genome-wide Association Studies Including 270,000 Individuals Show Sexual Dimorphism
in Genetic Loci for Anthropometric Traits. PLoS Genetics, 2013, 9, e1003500. 1.5 371

26 Genetic fine mapping and genomic annotation defines causal mechanisms at type 2 diabetes
susceptibility loci. Nature Genetics, 2015, 47, 1415-1425. 9.4 365

27 Serum Retinol-Binding Protein Is More Highly Expressed in Visceral than in Subcutaneous Adipose
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28 Refining the accuracy of validated target identification through coding variant fine-mapping in type 2
diabetes. Nature Genetics, 2018, 50, 559-571. 9.4 356

29 The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 13.7 353

30
Impact of common genetic determinants of Hemoglobin A1c on type 2 diabetes risk and diagnosis in
ancestrally diverse populations: A transethnic genome-wide meta-analysis. PLoS Medicine, 2017, 14,
e1002383.

3.9 341

31 The trans-ancestral genomic architecture of glycemic traits. Nature Genetics, 2021, 53, 840-860. 9.4 341

32 The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. 1.5 331

33 Vaspin gene expression in human adipose tissue: Association with obesity and type 2 diabetes.
Biochemical and Biophysical Research Communications, 2006, 339, 430-436. 1.0 303

34 MicroRNA Expression in Human Omental and Subcutaneous Adipose Tissue. PLoS ONE, 2009, 4, e4699. 1.1 290

35 Protein-altering variants associated with body mass index implicate pathways that control energy
intake and expenditure in obesity. Nature Genetics, 2018, 50, 26-41. 9.4 286

36 Common nonsynonymous variants in PCSK1 confer risk of obesity. Nature Genetics, 2008, 40, 943-945. 9.4 275
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37 Target genes, variants, tissues and transcriptional pathways influencing human serum urate levels.
Nature Genetics, 2019, 51, 1459-1474. 9.4 251

38 New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
Nature Communications, 2016, 7, 10495. 5.8 245

39 Detailed Physiologic Characterization Reveals Diverse Mechanisms for Novel Genetic Loci Regulating
Glucose and Insulin Metabolism in Humans. Diabetes, 2010, 59, 1266-1275. 0.3 237

40 Genetics and epigenetics in obesity. Metabolism: Clinical and Experimental, 2019, 92, 37-50. 1.5 230

41 Genome-Wide Association and Functional Follow-Up Reveals New Loci for Kidney Function. PLoS
Genetics, 2012, 8, e1002584. 1.5 166

42 A Central Role for GRB10 in Regulation of Islet Function in Man. PLoS Genetics, 2014, 10, e1004235. 1.5 164

43 Gut Microbiome, Intestinal Permeability, and Tissue Bacteria in Metabolic Disease: Perpetrators or
Bystanders?. Nutrients, 2020, 12, 1082. 1.7 154

44 Adipose tissue derived bacteria are associated with inflammation in obesity and type 2 diabetes. Gut,
2020, 69, 1796-1806. 6.1 149

45 Genome-wide association meta-analyses and fine-mapping elucidate pathways influencing albuminuria.
Nature Communications, 2019, 10, 4130. 5.8 133

46 Vaspin inhibits kallikrein 7 by serpin mechanism. Cellular and Molecular Life Sciences, 2013, 70,
2569-2583. 2.4 125

47 Many obesity-associated SNPs strongly associate with DNA methylation changes at proximal
promoters and enhancers. Genome Medicine, 2015, 7, 103. 3.6 124

48 The genetics of fat distribution. Diabetologia, 2014, 57, 1276-1286. 2.9 116

49 Sequence variants at CYP1A1â€“CYP1A2 and AHR associate with coffee consumption. Human Molecular
Genetics, 2011, 20, 2071-2077. 1.4 114

50 Fatty acids and insulin resistance in muscle and liver. Best Practice and Research in Clinical
Endocrinology and Metabolism, 2005, 19, 625-635. 2.2 113

51 Polymorphisms at<i>PRSS1â€“PRSS2</i>and<i>CLDN2â€“MORC4</i>loci associate with alcoholic and
non-alcoholic chronic pancreatitis in a European replication study. Gut, 2015, 64, 1426-1433. 6.1 105

52 Genome-wide association study identifies inversion in the <i>CTRB1-CTRB2</i> locus to modify risk for
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53 Vaspin serum concentrations in patients with carotid stenosis. Atherosclerosis, 2009, 204, 262-266. 0.4 96

54 The Role of Insulin Receptor Substrate-1 Gene (IRS1) in Type 2 Diabetes in Pima Indians. Diabetes, 2003, 52,
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55 Protein-coding variants implicate novel genes related to lipid homeostasis contributing to body-fat
distribution. Nature Genetics, 2019, 51, 452-469. 9.4 89

56 Effects of Genetic Variation in the Human Retinol Binding Protein-4 Gene (<i>RBP4</i>) on Insulin
Resistance and Fat Depotâ€“Specific mRNA Expression. Diabetes, 2007, 56, 3095-3100. 0.3 88

57 Sex-dimorphic genetic effects and novel loci for fasting glucose and insulin variability. Nature
Communications, 2021, 12, 24. 5.8 87

58 Genome-wide DNA promoter methylation and transcriptome analysis in human adipose tissue unravels
novel candidate genes for obesity. Molecular Metabolism, 2017, 6, 86-100. 3.0 84

59 Association of FTO variants with BMI and fat mass in the self-contained population of Sorbs in
Germany. European Journal of Human Genetics, 2010, 18, 104-110. 1.4 81

60 Widely Used Commercial ELISA Does Not Detect Precursor of Haptoglobin2, but Recognizes Properdin
as a Potential Second Member of the Zonulin Family. Frontiers in Endocrinology, 2018, 9, 22. 1.5 81

61 Variation of the gene encoding the nuclear bile salt receptor FXR and gallstone susceptibility in mice
and humans. Journal of Hepatology, 2008, 48, 116-124. 1.8 77

62 Adipose Tissue Expression and Genetic Variants of the Bone Morphogenetic Protein Receptor 1A Gene
(<i>BMPR1A</i>) Are Associated With Human Obesity. Diabetes, 2009, 58, 2119-2128. 0.3 73

63
Eating Behaviour in the General Population: An Analysis of the Factor Structure of the German
Version of the Three-Factor-Eating-Questionnaire (TFEQ) and Its Association with the Body Mass Index.
PLoS ONE, 2015, 10, e0133977.

1.1 69

64 Fibroblast growth factor-21 serum concentrations are associated with metabolic and hepatic markers
in humans. Journal of Endocrinology, 2013, 216, 135-143. 1.2 65

65
Genetic Variation in the Visfatin Gene (PBEF1) and Its Relation to Glucose Metabolism and
Fat-Depot-Specific Messenger Ribonucleic Acid Expression in Humans. Journal of Clinical
Endocrinology and Metabolism, 2006, 91, 2725-2731.

1.8 64

66 Integration of genome-wide association studies with biological knowledge identifies six novel genes
related to kidney function. Human Molecular Genetics, 2012, 21, 5329-5343. 1.4 64

67 Genetic variation in GPR133 is associated with height: genome wide association study in the
self-contained population of Sorbs. Human Molecular Genetics, 2009, 18, 4662-4668. 1.4 63

68 Effects of resveratrol on memory performance, hippocampus connectivity and microstructure in
older adults â€“ A randomized controlled trial. NeuroImage, 2018, 174, 177-190. 2.1 63

69 Identification of 371 genetic variants for age at first sex and birth linked to externalising behaviour.
Nature Human Behaviour, 2021, 5, 1717-1730. 6.2 62

70 Genetic variation in the Sorbs of eastern Germany in the context of broader European genetic
diversity. European Journal of Human Genetics, 2011, 19, 995-1001. 1.4 59

71 Impaired Intestinal Barrier and Tissue Bacteria: Pathomechanisms for Metabolic Diseases. Frontiers in
Endocrinology, 2021, 12, 616506. 1.5 56

72
A Novel Missense Substitution (Val1483Ile) in the Fatty Acid Synthase Gene (FAS) Is Associated With
Percentage of Body Fat and Substrate Oxidation Rates in Nondiabetic Pima Indians. Diabetes, 2004, 53,
1915-1919.
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73 Relationship Between 12 Adipocytokines and Distinct Components of the Metabolic Syndrome. Journal
of Clinical Endocrinology and Metabolism, 2018, 103, 1015-1023. 1.8 55

74 Bone morphogenetic protein 2 (<i>BMP2</i>) may contribute to partition of energy storage into
visceral and subcutaneous fat depots. Obesity, 2016, 24, 2092-2100. 1.5 53

75 Apoptotic brown adipocytes enhance energy expenditure via extracellular inosine. Nature, 2022, 609,
361-368. 13.7 53

76 Non-specific caspase inhibition reduces infarct size and improves post-ischaemic recovery in isolated
ischaemic/reperfused rat hearts. Naunyn-Schmiedeberg's Archives of Pharmacology, 2001, 364, 501-507. 1.4 50

77 Hypoxia-inducible factor 3A gene expression and methylation in adipose tissue is related to adipose
tissue dysfunction. Scientific Reports, 2016, 6, 27969. 1.6 49

78 TAS2R38 and Its Influence on Smoking Behavior and Glucose Homeostasis in the German Sorbs. PLoS
ONE, 2013, 8, e80512. 1.1 48

79 Global DNA methylation levels in human adipose tissue are related to fat distribution and glucose
homeostasis. Diabetologia, 2014, 57, 2374-2383. 2.9 42

80 Effects of Weight Loss on Glutathione Peroxidase 3 Serum Concentrations and Adipose Tissue
Expression in Human Obesity. Obesity Facts, 2018, 11, 475-490. 1.6 42
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Integration of Genome-Wide SNP Data and Gene-Expression Profiles Reveals Six Novel Loci and
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e1005510.

1.5 41
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Behavior. PLoS ONE, 2013, 8, e74362. 1.1 41

83 Genetic and Evolutionary Analyses of the Human Bone Morphogenetic Protein Receptor 2 (BMPR2) in
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field of intestinal permeability. Gut, 2021, 70, 1801-1802. 6.1 36
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86
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1.5 35

87 Common Variants in Mendelian Kidney Disease Genes and Their Association with Renal Function.
Journal of the American Society of Nephrology: JASN, 2013, 24, 2105-2117. 3.0 33

88 Role of genetic variants in ADIPOQ in human eating behavior. Genes and Nutrition, 2015, 10, 449. 1.2 32

89 Identification of distinct transcriptome signatures of human adipose tissue from fifteen depots.
European Journal of Human Genetics, 2020, 28, 1714-1725. 1.4 32

90 Genome Wide Meta-analysis Highlights the Role of Genetic Variation in RARRES2 in the Regulation of
Circulating Serum Chemerin. PLoS Genetics, 2014, 10, e1004854. 1.5 31
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92 FTO Obesity Risk Variants Are Linked to Adipocyte IRX3 Expression and BMI of Children - Relevance of
FTO Variants to Defend Body Weight in Lean Children?. PLoS ONE, 2016, 11, e0161739. 1.1 31
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1.8 29
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108 Adipose tissue depot specific promoter methylation of TMEM18. Journal of Molecular Medicine, 2014,
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