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—pézzIthatImediatesIx uZVinducedIcellIdeathIsignalingIandInonVhostIresistanceItoIéseudomonasI
cichoriiWIPlantgJournalUI2007UIchUIZYbYVcY

6.9 77

196 pnI VterminalImotifIinI –εIimmuneIreceptorsIisIfunctionallyIconservedIacrossIdistantlyIrelatedI
plantIspeciesWIELifeUI2019UIgUI 8.9 73

195 εiceItxofYIinteractsIwithIaIfungalIeffectorUIpVεVéiiUIandIisIrequiredIforIpVεVéiiVtriggeredIimmunityWI
PlantgJournalUI2015UIgbUIgfdVgf 6.9 72

194 OomyceteIgenomicsiInewIinsightsIandIfutureIdirectionsWIFEMSgMicrobiologygLettersUI2007UIafcUIZVg 2.9 71

193 rommonIinfectionIstrategiesIofIpathogenicIeukaryotesWINaturegReviewsgMicrobiologyUI2006UIcUIhaaVbZ 22.2 71

192 εeroutingIofIplantIlateIendocyticItraffickingItowardIaIpathogenIinterfaceWITrafficUI2015UIZeUIaYcVae 5.7 70

191 venomeIsequencingIofItheIstapleIfoodIcropIwhiteIvuineaIyamIenablesItheIdevelopmentIofIaI
molecularImarkerIforIsexIdeterminationWIBMCgBiologyUI2017UIZdUIge 7.3 70

190 txpressedIsequenceItagsIfromItheIoomyceteIfishIpathogenISaprolegniaIparasiticaIrevealIputativeI
virulenceIfactorsWIBMCgMicrobiologyUI2005UIdUIce 4.5 70

189 xncompatibleIxnteractionsIqetweenIrrucifersIandXanthomonasIcampestrisxnvolveIaIVascularI
wypersensitiveIεesponseiIεoleIofIthehrpX–ocusWIMoleculargPlantvMicrobegInteractionsUI1992UIdUIaa 3.6 69
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188 tmergingIoomyceteIthreatsItoIplantsIandIanimalsWIPhilosophicalgTransactionsgofgthegRoyalgSocietygB:g
BiologicalgSciencesUI2016UIbfZUI 5.8 69

187 –essonsIinItffectorIandI –εIqiologyIofIélantV—icrobeISystemsWIMoleculargPlantvMicrobegInteractions
UI2018UIbZUIbcVcd 3.6 68

186 pInovelIclassIofIelicitinVlikeIgenesIfromIéhytophthoraIinfestansWIMoleculargPlantvMicrobeg
InteractionsUI1997UIZYUIZYagVbY 3.6 67

185 pnalysisIofItheIéythiumIultimumItranscriptomeIusingISangerIandIéyrosequencingIapproachesWIBMCg
GenomicsUI2008UIhUIdca 4.5 66

184 pnIanalysisIofItheIrandidaIalbicansIgenomeIdatabaseIforIsolubleIsecretedIproteinsIusingI
computerVbasedIpredictionIalgorithmsWIYeastUI2003UIaYUIdhdVeZY 3.4 64

183 éolymorphicIresiduesIinIriceI –εsIexpandIbindingIandIresponseItoIeffectorsIofItheIblastIpathogenWI
NaturegPlantsUI2018UIcUIdfeVdgd 11.5 63

182 TheIpipgZIgeneIofItheIoomyceteIéhytophthoraIinfestansIencodesIaIfungalVlikeI
endopolygalacturonaseWICurrentgGeneticsUI2002UIcYUIbgdVhY 2.9 61

181 soesIbasalIéεIgeneIexpressionIinISolanumIspeciesIcontributeItoInonVspecificIresistanceI
toéhytophthoraIinfestansInWIPhysiologicalgandgMoleculargPlantgPathologyUI2000UIdfUIbdVca 2.6 61

180 TheIKsensorIdomainsKIofIplantI –εIproteinsiImoreIthanIdecoysnWIFrontiersgingPlantgScienceUI2015UIeUIZbc 6.2 60

179 welperI –εIproteinsI εraaXbIandI εrbIbutInotI εrZIareIrequiredIforIétoVmediatedIcellIdeathIandI
resistanceIinI icotianaIbenthamianaWINewgPhytologistUI2016UIaYhUIZbccVda 9.8 60

178 sistinctIaminoIacidsIofItheIéhytophthoraIinfestansIeffectorIpVεbaIconditionIactivationIofIεbaI
hypersensitivityIandIsuppressionIofIcellIdeathWIMoleculargPlantvMicrobegInteractionsUI2009UIaaUIaehVgZ 3.6 59

177 éhenotypicISwitchingIpffectingIrhemotaxisUIXanthanIéroductionUIandIVirulenceIinIXanthomonasI
campestrisWIAppliedgandgEnvironmentalgMicrobiologyUI1990UIdeUIbgddVeY 4.8 59

176 –inkingIsequenceItoIphenotypeIinIéhytophthoraVplantIinteractionsWITrendsgingMicrobiologyUI2004UI
ZaUIZhbVaYY 12.4 58

175
wighVthroughputIinIplantaIexpressionIscreeningIidentifiesIaIclassIxxIethyleneVresponsiveIelementI
bindingIfactorVlikeIproteinIthatIregulatesIplantIcellIdeathIandInonVhostIresistanceWIPlantgJournalUI
2005UIcbUIchZVdYd

6.9 58

174 TheIxrishIpotatoIfamineIpathogenIéhytophthoraIinfestansItranslocatesItheIrε gIkinaseIintoIhostI
plantIcellsWIPLoSgPathogensUI2012UIgUIeZYYagfd 7.6 57

173 romputationalIandIcomparativeIanalysesIofIZdYIfullVlengthIcs pIsequencesIfromItheIoomyceteI
plantIpathogenIéhytophthoraIinfestansWIFungalgGeneticsgandgBiologyUI2006UIcbUIaYVbb 3.9 57

172 éroteinIengineeringIexpandsItheIeffectorIrecognitionIprofileIofIaIriceI –εIimmuneIreceptorWIELifeUI
2019UIgUI 8.9 57

171 εustIfungalIeffectorsImimicIhostItransitIpeptidesItoItranslocateIintoIchloroplastsWICellularg
MicrobiologyUI2016UIZgUIcdbVed 3.9 57

(2016-2016)
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170  ineIthingsItoIknowIaboutIelicitinsWINewgPhytologistUI2016UIaZaUIgggVghd 9.8 57

169 εegulationIofItranscriptionIofInucleotideVbindingIleucineVrichIrepeatVencodingIgenesIS rZIandI
εéécIviaIwbzcItrimethylationWIPlantgPhysiologyUI2013UIZeaUIZehcVfYd 6.6 56

168 pIfunctionalIgeneticIassayIforInuclearItraffickingIinIplantsWIPlantgJournalUI2007UIdYUIZchVdg 6.9 56

167 qoostingIplantIimmunityIwithIrεxSéεXrasWIGenomegBiologyUI2015UIZeUIadc 18.3 54

166
TomatoIxaIxmmuneIεeceptorIranIqeItngineeredItoIronferIéartialIεesistanceItoItheIOomyceteI
éhytophthoraIinfestansIinIpdditionItoItheIuungusIuusariumIoxysporumWIMoleculargPlantvMicrobeg
InteractionsUI2015UIagUIZbZeVah

3.6 54

165 éotentialIεoleIofItlicitinsIinItheIxnteractionIbetweenIéhytophthoraISpeciesIandITobaccoWIAppliedg
andgEnvironmentalgMicrobiologyUI1994UIeYUIZdhbVg 4.8 54

164 uromIpathogenIgenomesItoIhostIplantIprocessesiItheIpowerIofIplantIparasiticIoomycetesWIGenomeg
BiologyUI2013UIZcUIaZZ 18.3 53

163 StructureIofItheIglucanaseIinhibitorIproteinIQvxéRIfamilyIfromIphytophthoraIspeciesIsuggestsI
coevolutionIwithIplantIendoVbetaVZUbVglucanasesWIMoleculargPlantvMicrobegInteractionsUI2008UIaZUIgaYVbY 3.6 53

162 StructuralIqasisIofIwostIputophagyVrelatedIéroteinIgIQpTvgRIqindingIbyItheIxrishIéotatoIuamineI
éathogenItffectorIéroteinIéexεsdcWIJournalgofgBiologicalgChemistryUI2016UIahZUIaYafYVaYaga 5.4 52

161 —iningIherbariaIforIplantIpathogenIgenomesiIbackItoItheIfutureWIPLoSgPathogensUI2014UIZYUIeZYYcYag 7.6 50

160 éurificationIofIeffectorVtargetIproteinIcomplexesIviaItransientIexpressionIinI icotianaI
benthamianaWIMethodsgingMoleculargBiologyUI2011UIfZaUIZgZVhc 1.4 50

159 –ateIqlightIofIéotatoIandITomatoIinItheIvenomicsItraWIPlantgDiseaseUI2005UIghUIehaVehh 1.5 50

158 weterologousItxpressionIScreensIinI icotianaIbenthamianaIxdentifyIaIrandidateItffectorIofItheI
WheatIYellowIεustIéathogenIthatIpssociatesIwithIérocessingIqodiesWIPLoSgONEUI2016UIZZUIeYZchYbd 3.7 50

157 éhytophthoraIinfestansIεX–εVWYItffectorIpVεbaIpssociatesIwithIsynaminVεelatedIéroteinIaI
εequiredIforItndocytosisIofItheIélantIéatternIεecognitionIεeceptorIu–SaWIPLoSgONEUI2015UIZYUIeYZbfYfZ3.7 49

156 xntraspecificIcomparativeIgenomicsItoIidentifyIavirulenceIgenesIfromIéhytophthoraWINewg
PhytologistUI2003UIZdhUIebVfa 9.8 47

155 uunctionalIsivergenceIofITwoISecretedIxmmuneIéroteasesIofITomatoWICurrentgBiologyUI2015UIadUIabYYVe 6.3 46

154 TheIcomingIofIageIofItvo—é—xiIevolutionaryImolecularIplantVmicrobeIinteractionsIacrossImultipleI
timescalesWICurrentgOpiniongingPlantgBiologyUI2018UIccUIZYgVZZe 9.9 46

153 —ultipleIrecognitionIofIεX–εIeffectorsIisIassociatedIwithInonhostIresistanceIofIpepperIagainstI
éhytophthoraIinfestansWINewgPhytologistUI2014UIaYbUIhaeVbg 9.8 45
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152 nβuireiIaIstatisticalIframeworkIforIploidyIestimationIusingInextIgenerationIsequencingWIBMCg
BioinformaticsUI2018UIZhUIZaa 3.6 44

151 vreenIfluorescentIproteinIQvuéRIasIaIreporterIgeneIforItheIplantIpathogenicIoomyceteI
éhytophthoraIpalmivoraWIFEMSgMicrobiologygLettersUI1999UIZfgUIfZVgY 2.9 44

150 rovaliIimprovingIalignmentIqualityIandIvariantIcallingIaccuracyIforInextVgenerationIsequencingI
dataWIPLoSgONEUI2013UIgUIefdcYa 3.7 44

149 x uZItlicitinIpctivatesIyasmonicIpcidVIandItthyleneVmediatedISignallingIéathwaysIandIxnducesI
εesistanceItoIqacterialIWiltIsiseaseIinITomatoWIJournalgofgPhytopathologyUI2009UIZdfUIagfVahf 1.8 43

148 pgroinfectionVbasedIhighVthroughputIscreeningIrevealsIspecificIrecognitionIofIx uIelicitinsIinI
SolanumWIMoleculargPlantgPathologyUI2006UIfUIchhVdZY 5.7 43

147 sifferencesIinIintensityIandIspecificityIofIhypersensitiveIresponseIinductionIinI icotianaIsppWIbyI
x uZUIx uapUIandIx uaqIofIéhytophthoraIinfestansWIMoleculargPlantvMicrobegInteractionsUI2005UIZgUIZgbVhb3.6 43

146 éroteinImislocalizationIinIplantIcellsIusingIaIvuéVbindingIchromobodyWIPlantgJournalUI2009UIeYUIfccVdc 6.9 42

145 vreenIfluorescentIproteinIQvuéRIasIaIreporterIgeneIforItheIplantIpathogenicIoomyceteI
éhytophthoraIpalmivoraWIFEMSgMicrobiologygLettersUI1999UIZfgUIfZVgY 2.9 42

144 VariationIinIstructureIandIactivityIamongIelicitinsIfromIéhytophthoraIsojaeWIMoleculargPlantg
PathologyUI2003UIcUIZZhVac 5.7 41

143 TheIuungalIveneIpvrhIandItheIOomyceteIveneIinfZIronferIpvirulenceItoIéotatoIVirusIXIonI
TobaccoWIMoleculargPlantvMicrobegInteractionsUI1999UIZaUIcdhVcea 3.6 41

142 wostIautophagyImachineryIisIdivertedItoItheIpathogenIinterfaceItoImediateIfocalIdefenseI
responsesIagainstItheIxrishIpotatoIfamineIpathogenWIELifeUI2018UIfUI 8.9 40

141 seploymentIofItheIqurkholderiaIglumaeItypeIxxxIsecretionIsystemIasIanIefficientItoolIforI
translocatingIpathogenIeffectorsItoImonocotIcellsWIPlantgJournalUI2013UIfcUIfYZVZa 6.9 35

140 pgrosuppressioniIaIbioassayIforItheIhypersensitiveIresponseIsuitedItoIhighVthroughputIscreeningWI
MoleculargPlantvMicrobegInteractionsUI2003UIZeUIfVZb 3.6 35

139 prabidopsisIlateIblightiIinfectionIofIaInonhostIplantIbyIplbugoIlaibachiiIenablesIfullIcolonizationIbyI
éhytophthoraIinfestansWICellulargMicrobiologyUI2017UIZhUIeZaeag 3.9 33

138 pItwoIdisulfideIbridgeIzazalIdomainIfromIéhytophthoraIexhibitsIstableIinhibitoryIactivityIagainstI
serineIproteasesIofItheIsubtilisinIfamilyWIBMCgBiochemistryUI2005UIeUIZd 4.8 33

137 –ossIofIéroductionIofItheItlicitorIéroteinIx uZIinItheIrlonalI–ineageIUSVZIofIéhytophthoraI
infestansWIPhytopathologyUI1998UIggUIZbZdVab 3.8 33

136 wighVthroughputIinIplantaIexpressionIscreeningIidentifiesIanIpséVribosylationIfactorIQpεuZRI
involvedIinInonVhostIresistanceIandIεIgeneVmediatedIresistanceWIMoleculargPlantgPathologyUI2008UIhUIadVbe5.7 31

135 veneIexpressionIpolymorphismIunderpinsIevasionIofIhostIimmunityIinIanIasexualIlineageIofItheI
xrishIpotatoIfamineIpathogenWIBMCgEvolutionarygBiologyUI2018UIZgUIhb 3 29

(2018-2018)
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134  VterminalI˛†VstrandIunderpinsIbiochemicalIspecializationIofIanIpTvgIisoformWIPLoSgBiologyUI2019UI
ZfUIebYYYbfb 9.7 29

133 εapidIgenerationIofIdirectedIandIunmarkedIdeletionsIinIXanthomonasWIMoleculargMicrobiologyUI
1992UIeUIgYhVZe 4.1 29

132
pIεecentItxpansionIofItheIεX–εItffectorIveneIpvrblbaIxsI—aintainedIinIvlobalIéopulationsIofI
éhytophthoraIinfestansIxndicatingIsifferentIrontributionsItoIVirulenceWIMoleculargPlantvMicrobeg
InteractionsUI2015UIagUIhYZVZa

3.6 28

131 tntomopathogenicInematodesIinduceIcomponentsIofIsystemicIresistanceIinIplantsiIqiochemicalI
andImolecularIevidenceWIBiologicalgControlUI2009UIdZUIZYaVZYh 3.8 27

130 éhytophthoraImethylomesIareImodulatedIbyIempImethyltransferasesIandIassociatedIwithI
adaptiveIgenomeIregionsWIGenomegBiologyUI2018UIZhUIZgZ 18.3 27

129 TheIt–εVSOqxεZIromplexIuunctionsIasIaITwoVromponentIεeceptorV–ikeIzinaseItoI—ountIsefenseI
pgainstIéhytophthoraIinfestansWIMoleculargPlantvMicrobegInteractionsUI2018UIbZUIfhdVgYa 3.6 25

128 TaxonomyIandIéhylogenyIofItheIsownyI—ildewsIQéeronosporaceaeRcfVfd 25

127 éyriculariaIgraminisVtriticiIisInotItheIcorrectIspeciesInameIforItheIwheatIblastIfungusiIresponseItoI
reresiniIet´ alWIQ—ééIaYiaRWIMoleculargPlantgPathologyUI2019UIaYUIZfbVZfh 5.7 25

126 txtracellularIproteolyticIcascadeIinItomatoIactivatesIimmuneIproteaseIεcrbWIProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2020UIZZfUIZfcYhVZfcZf 11.5 23

125 βuantificationIofIlateIblightIresistanceIofIpotatoIusingItransgenicIéhytophthoraIinfestansI
expressingI˛†VglucuronidaseWIEuropeangJournalgofgPlantgPathologyUI1998UIZYcUIdaZVdad 2.1 23

124
plbugoVimposedIchangesItoItryptophanVderivedIantimicrobialImetaboliteIbiosynthesisImayI
contributeItoIsuppressionIofInonVhostIresistanceItoIéhytophthoraIinfestansIinIprabidopsisIthalianaWI
BMCgBiologyUI2017UIZdUIaY

7.3 20

123 élantIhealthIemergenciesIdemandIopenIscienceiITacklingIaIcerealIkillerIonItheIrunWIPLoSgBiologyUI
2019UIZfUIebYYYbYa 9.7 20

122 éathogenImanipulationIofIchloroplastIfunctionItriggersIaIlightVdependentIimmuneIrecognitionWI
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2020UIZZfUIheZbVheaY 11.5 20

121 pncientIdiversificationIofItheIétoIkinaseIfamilyIprecededIspeciationIinISolanumWIMolecularg
PlantvMicrobegInteractionsUI2001UIZcUIhheVZYYd 3.6 20

120 TwoVdimensionalIdataIbinningIforItheIanalysisIofIgenomeIarchitectureIinIfilamentousIplantI
pathogensIandIotherIeukaryotesWIMethodsgingMoleculargBiologyUI2014UIZZafUIahVdZ 1.4 20

119 éopulationIveneticsIandIéopulationIsiversityIofIéhytophthoraIinfestansZbhVZec 19

118 éhytophthoraIfunctionalIgenomicsIdatabaseIQéuvsRiIfunctionalIgenomicsIofIphytophthoraVplantI
interactionsWINucleicgAcidsgResearchUI2006UIbcUIscedVfY 20.1 19

117 pIstraightforwardIprotocolIforIelectroVtransformationIofIéhytophthoraIcapsiciIzoosporesWIMethodsg
ingMoleculargBiologyUI2011UIfZaUIZahVbd 1.4 19
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116 —ajorItranscriptomeIreprogrammingIunderliesIfloralImimicryIinducedIbyItheIrustIfungusIéucciniaI
monoicaIinIqoecheraIstrictaWIPLoSgONEUI2013UIgUIefdahb 3.7 17

115 éhytophthoraIsojaeiIsiversityIamongIandIwithinIéopulationsZhfVaZa 17

114 pIcomplexIresistanceIlocusIinISolanumIamericanumIrecognizesIaIconservedIéhytophthoraIeffectorWI
NaturegPlantsUI2021UIfUIZhgVaYg 11.5 17

113 TheIqlastIuungusIsecodediIvenomesIinIuluxWIMBioUI2018UIhUI 7.8 16

112 OvercomingIplantIblindnessIinIscienceUIeducationUIandIsocietyWWIPlantsgPeoplegPlanetUI2019UIZUIZehVZfa 4.1 16

111 qigIdataIinIsmallIplacesWINaturegBiotechnologyUI2012UIbYUIbbVc 44.5 16

110 TheItvolutionaryIéhylogenyIofIOomycetesâ��xnsightsIvainedIfromIStudiesIofIwolocarpicIéarasitesI
ofIplgaeIandIxnvertebratesZVac 16

109 –essonsIfromIuraxinusUIaIcrowdVsourcedIcitizenIscienceIgameIinIgenomicsWIELifeUI2015UIcUIeYfceY 8.9 16

108 εefélant –εiIaIcomprehensiveIcollectionIofIexperimentallyIvalidatedIplantI –εs 16

107 rautionaryI otesIonIUseIofItheI—oTbIsiagnosticIpssayIforI—agnaportheIoryzaeIWheatIandIεiceI
qlastIxsolatesWIPhytopathologyUI2019UIZYhUIdYcVdYg 3.8 16

106 TheIplantVpathogenIhaustorialIinterfaceIatIaIglanceWIJournalgofgCellgScienceUI2020UIZbbUI 5.3 16

105 éarasiticImodulationIofIhostIdevelopmentIbyIubiquitinVindependentIproteinIdegradationWICellUI
2021UIZgcUIdaYZVdaZcWeZa 56.2 15

104 VariationIinIcapsidiolIsensitivityIbetweenIéhytophthoraIinfestansIandIéhytophthoraIcapsiciIisI
consistentIwithItheirIhostIrangeWIPLoSgONEUI2014UIhUIeZYfcea 3.7 14

103 TheISecretomeIofIélantVpssociatedIuungiIandIOomycetesI2009UIZfbVZgY 14

102 romputationalIanalysesIofIancientIpathogenIs pIfromIherbariumIsamplesiIchallengesIandI
prospectsWIFrontiersgingPlantgScienceUI2015UIeUIffZ 6.2 13

101 veneticIsiversityIofIéhytophthoraIinfestansIQ—ontWRIdeIqaryIinItheItasternIandIWesternIwighlandsI
ofIUgandaWIJournalgofgPhytopathologyUI2002UIZdYUIdcZVdca 1.8 13

100 wostVinteractorIscreensIofIéhytophthoraIinfestansIεX–εIproteinsIrevealIvesicleItraffickingIasIaI
majorIeffectorVtargetedIprocessWIPlantgCellUI2021UIbbUIZccfVZcfZ 11.6 13

99
—ultipleIvariantsIofItheIfungalIeffectorIpVεVéikIbindItheIw—pIdomainIofItheIriceIproteinI
OswxééZhUIprovidingIaIfoundationItoIengineerIplantIdefenseWIJournalgofgBiologicalgChemistryUI2021UI
aheUIZYYbfZ

5.4 13

(2021-2013)
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98 éhytophthoraIsojaeIandISoybeanbYbVbah 13

97  ematodeItffectorIéroteinsiITargetsIandIuunctionsIinIélantIéarasitismI2011UIbafVbdc 12

96 éhytophthoraI2000UIabfVaed 12

95 venomeIanalysisIofItheIfoxtailImilletIpathogenISclerosporaIgraminicolaIrevealsItheIcomplexI
effectorIrepertoireIofIgraminicolousIdownyImildewsWIBMCgGenomicsUI2017UIZgUIghf 4.5 11

94 wookedIandIcookediIaIfishIkillerIgenomeIexposedWIPLoSgGeneticsUI2013UIhUIeZYYbdhY 6 11

93 pdaptiveIevolutionIhasItargetedItheIrVterminalIdomainIofItheIεX–εIeffectorsIofIplantIpathogenicI
oomycetesWIPlantgSignalinggandgBehaviorUI2008UIbUIadZVb 2.5 11

92 xnIplantaIexpressionIofIoomyceteIandIfungalIgenesWIMethodsgingMoleculargBiologyUI2007UIbdcUIbdVcb 1.4 11

91 sifferentialIlossIofIeffectorIgenesIinIthreeIrecentlyIexpandedIpandemicIclonalIlineagesIofItheIriceI
blastIfungusWIBMCgBiologyUI2020UIZgUIgg 7.3 11

90 pIresistosomeVactivatedIPdeathIswitchPWINaturegPlantsUI2019UIdUIcdfVcdg 11.5 10

89 rrossVreactivityIofIaIriceI –εIimmuneIreceptorItoIdistinctIeffectorsIfromItheIriceIblastIpathogenI
providesIpartialIdiseaseIresistanceWIJournalgofgBiologicalgChemistryUI2019UIahcUIZbYYeVZbYZe 5.4 10

88 εustItffectorsI2011UIZddVZhb 9

87 εecentIdevelopmentsIinIeffectorIbiologyIofIfilamentousIplantIpathogensWICellulargMicrobiologyUI
2010UIZaUIZYZd 3.9 9

86 εesistanceIofI icotianaIbenthamianaItoIéhytophthoraIinfestansIxsI—ediatedIbyItheIεecognitionIofI
theItlicitorIéroteinIx uZWIPlantgCellUI1998UIZYUIZcZb 11.6 9

85 pIrloneIεesourceIofItffectorsIThatIShareISequenceIandIStructuralISimilaritiesIpcrossIwostVSpecificI
–ineagesWIMoleculargPlantvMicrobegInteractionsUI2020UIbbUIZYbaVZYbd 3.6 8

84 ScientificIrecordiIrlassIuncorrectedIerrorsIasImisconductWINatureUI2016UIdbZUIZfb 50.4 8

83 UseIofIaIgreenIfluorescentIproteinImarkerIforIstudyingIsplashIdispersalIofIsporangiaIofI
éhytophthoraIinfestansWIEuropeangJournalgofgPlantgPathologyUI2005UIZZaUIbhZVbhc 2.1 8

82 pIcomplexIresistanceIlocusIinISolanumIamericanumIrecognizesIaIconservedIéhytophthoraIeffector 8

81 pnIoomyceteIeffectorIsubvertsIhostIvesicleItraffickingItoIchannelIstarvationVinducedIautophagyItoI
theIpathogenIinterfaceWIELifeUI2021UIZYUI 8.9 8
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80 élantIpathogensIconvergentlyIevolvedItoIcounteractIredundantInodesIofIanI –εIimmuneIreceptorI
networkWIPLoSgBiologyUI2021UIZhUIebYYZZbe 9.7 8

79 xncorporatingIpriorIknowledgeIimprovesIdetectionIofIdifferencesIinIbacterialIgrowthIrateWIBMCg
SystemsgBiologyUI2015UIhUIeY 3.5 7

78 tntryIofIOomyceteIandIuungalItffectorsIintoIwostIrellsI2011UIacbVafd 7

77 éythiumIinsidiosumIandI—ammalianIwostsbgfVcYd 7

76 OomycetesIεX–εItffectorsIuunctionIasIqothIpctivatorIandISuppressorIofIélantIxmmunityWIPlantg
PathologygJournalUI2010UIaeUIaYhVaZd 2.5 7

75 εefélant –εIisIaIcomprehensiveIcollectionIofIexperimentallyIvalidatedIplantIdiseaseIresistanceI
proteinsIfromItheI –εIfamilyWIPLoSgBiologyUI2021UIZhUIebYYZZac 9.7 7

74 pnIunconventionalI OxXεx cIdomainIofIaIriceI –εIproteinIbindsIhostItXOfYIproteinItoIconferI
fungalIimmunity 7

73 élantIimmunityIswitchedIfromIbacteriaItoIvirusWINaturegBiotechnologyUI2016UIbcUIbhZVa 44.5 7

72 venomicIrearrangementsIgenerateIhypervariableIminiVchromosomesIinIhostVspecificIisolatesIofItheI
blastIfungusWIPLoSgGeneticsUI2021UIZfUIeZYYhbge 6 7

71 veneIrlusterIxsI otItssentialIforIqacterialIulagellinVTriggeredIxmmunityWIPlantgPhysiologyUI2020UI
ZgaUIcddVcdh 6.6 6

70 εicZUIaIéhytophthoraIinfestansIgeneIwithIhomologyItoIstressVinducedIgenesWICurrentgGeneticsUI1999
UIbeUIbZYVd 2.9 6

69 TheIxrishIpotatoIfamineIpathogenIsubvertsIhostIvesicleItraffickingItoIchannelIstarvationVinducedI
autophagyItoItheIpathogenIinterface 6

68
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