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79 OverviewLonLGlycosylatedLγipidsLProducedLbyLvacteriaLandLzunginLRhamnoaXLSophoroaXL
σannosylerythritolLandLwellobioseLγipidsbbLAdvancesgingBiochemicalgEngineering/BiotechnologyXL2022XLe 1.7

78 TrackingLtheLOriginsLofLPseudomonasLaeruginosaLPhylogroupsLbyLxiversityLandLyvolutionaryL
unalysisLofLímportantLPathogenicLσarkerLGenesbLDiversityXL2022XLehXLghi 2.5

77 RhamnolipidsLproducedLbyLPseudomonasnLfromLmolecularLgeneticsLtoLtheLmarketbLMicrobialg
BiotechnologyXL2021XLehXLegjaehj 6.3 18

76
TheLRhlLQuorumaSensingLSystemLísLatLtheLTopLofLtheLRegulatoryLéierarchyLunderL
PhosphateaγimitingLwonditionsLinLPseudomonasLaeruginosaLPuOebLJournalgofgBacteriologyXL2021XL
fdgXL

3.5 13

75 VfrLorLwyavLpromoteLtheLexpressionLofLtheLporeaformingLtoxinLoperonLinLuTwwLmdfkLwithoutL
increasingLitsLvirulenceLinLmicebLMicrobiologygrUnitedgKingdomsXL2021XLejkXL 2.9 2

74 PqsRaindependentLquorumasensingLresponseLofLPseudomonasLaeruginosaLuTwwLmdfkLoutlierastrainL
revealsLnewLinsightsLonLtheLPqsyLeffectLonLRhlRLactivitybLMoleculargMicrobiologyXL2021XLeejXLeeegaeefg 4.1 2

73 RhamnolipidsLstabilizeLquorumLsensingLmediatedLcooperationLinLPseudomonasLaeruginosabLFEMSg
MicrobiologygLettersXL2020XLgjkXL 2.9 4

72 VirulenceLfactorsLregulationLbyLtheLquorumasensingLandLRsmLsystemsLinLtheLmarineLstrainL
PseudomonasLaeruginosaLíxhgjiXLaLnaturalLmutantLinLlasRbLFEMSgMicrobiologygLettersXL2020XLgjkXL 2.9 7

71 TrackingLtheLgenomeLofLfourLisolatesLthatLhaveLaLdefectiveLγasLquorumasensingLsystemXLbutLareLstillL
virulentbLAccessgMicrobiologyXL2020XLfXLacmidddegf 1 5

70 TheLthirdLquorumasensingLsystemLofLnLquinoloneLsignalLandLtheLenigmaticLPqsyLproteinbLJournalgofg
MedicalgMicrobiologyXL2020XLjmXLfiagh 3.2 41

69 TheLoutlierLPseudomonasLaeruginosaLstrainLuTwwLmdfkLharborsLaLdefectiveLγasRLquorumasensingL
transcriptionalLregulatorbLFEMSgMicrobiologygLettersXL2020XLgjkXL 2.9 8

68 TwoLPseudomonasLaeruginosaLclonalLgroupsLbelongingLtoLtheLPuehLcladeLareLindigenousLtoLtheL
whurinceLsystemLinLwuatroLwiˆ'negasLwoahuilaXLσˆ'xicobLEnvironmentalgMicrobiologyXL2019XLfeXLfmjhafmkj 5.2 7

67
RoleLofL˛†aoxidationLandLdeLnovoLfattyLacidLsynthesisLinLtheLproductionLofLrhamnolipidsLandL
polyhydroxyalkanoatesLbyLPseudomonasLaeruginosabLAppliedgMicrobiologygandgBiotechnologyXL2019XL
edgXLgkigagkjd

5.7 14

66 uLNovelLTwoawomponentLSystemXLyncodedLbyLtheLscLGenesXLuffectsLσorphologyLinLγiquidLwulturebL
FrontiersgingMicrobiologyXL2019XLedXLeijl 5.7 2

65
ínactivationLofLtheLquorumasensingLtranscriptionalLregulatorsLγasRLorLRhlRLdoesLnotLsuppressLtheL
expressionLofLvirulenceLfactorsLandLtheLvirulenceLofLPseudomonasLaeruginosaLPuOebLMicrobiologyg
rUnitedgKingdomsXL2019XLejiXLhfiahgf

2.9 25

64 yvolutionLofLbacteriaLseenLthroughLtheirLessentialLgenesnLtheLcaseLofLandbLMicrobiologygrUnitedg
KingdomsXL2019XLejiXLmkjamlh 2.9 3

63 VariabilityLofLvacterialLyssentialLGenesLumongLwloselyLRelatedLvacterianLTheLwaseLofbLFrontiersging
MicrobiologyXL2018XLmXLedim 5.7 12
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62
OverproductionLofLrhamnolipidsLinLPseudomonasLaeruginosaLPuehLbyLredirectionLofLtheLcarbonLfluxL
fromLpolyhydroxyalkanoateLsynthesisLandLoverexpressionLofLtheLrhluvaRLoperonbLBiotechnologyg
LettersXL2018XLhdXLeijeaeijj

3 15

61 PseudomonasLaeruginosaLquorumasensingLresponseLinLtheLabsenceLofLfunctionalLγasRLandLγasíL
proteinsnLtheLcaseLofLstrainLehlXLaLvirulentLdolphinLisolatebLFEMSgMicrobiologygLettersXL2017XLgjhXL 2.9 20

60 wompleteLGenomeLSequencesLofLTwoLStrainsLísolatedLfromLwhildrenLwithLvacteremiabLGenomeg
AnnouncementsXL2017XLiXL 3

59 PresenciaLdeLgenesLrhluvXLrhlRLyLrhlwLenLPseudomonasLaeruginosaLnativasLsobreproductorasLdeL
ramnolˆ›pidosbLRevistagPeruanagDegBiologiaXL2017XLfhXLfmg 1.2

58
wompleteLGenomeLSequencesLofLzourLyxtensivelyLxrugaResistantLStrainsXLísolatedLfromLudultsLwithL
VentilatoraussociatedLPneumoniaLatLaLTertiaryLReferralLéospitalLinLσexicoLwitybLGenomeg
AnnouncementsXL2017XLiXL

3

57 TheLTranscriptionalLRegulatorsLofLtheLwRPLzamilyLRegulateLxifferentLyssentialLvacterialLzunctionsL
andLwanLveLínheritedLVerticallyLandLéorizontallybLFrontiersgingMicrobiologyXL2017XLlXLmim 5.7 15

56 yxploitingLQuorumLSensingLínhibitionLforLtheLwontrolLofLPseudomonasLaeruginosaLandL
ucinetobacterLbaumanniiLviofilmsbLCurrentgTopicsgingMedicinalgChemistryXL2017XLekXLemeiaemfk 3 22

55
wompleteLGenomeLSequenceLofLSerratiaLmarcescensLSmUNuσlgjXLaLNonpigmentedL
σultidrugaResistantLStrainLísolatedLfromLaLσexicanLPatientLwithLObstructiveLPulmonaryLxiseasebL
GenomegAnnouncementsXL2016XLhXL

8

54 PseudomonasLaeruginosaLuTwwLmdfkLisLaLnonavirulentLstrainLsuitableLforLmonoarhamnolipidsL
productionbLAppliedgMicrobiologygandgBiotechnologyXL2016XLeddXLmmmiaedddh 5.7 36

53 éighLvariabilityLinLquorumLquenchingLandLgrowthLinhibitionLbyLfuranoneLwagdLinLPseudomonasL
aeruginosaLclinicalLisolatesLfromLcysticLfibrosisLpatientsbLPathogensgandgDiseaseXL2015XLkgXLftvdhd 4.2 37

52 TheoreticalLanalysisLofLtheLcostLofLantagonisticLactivityLforLaquaticLbacteriaLinLoligotrophicL
environmentsbLFrontiersgingMicrobiologyXL2015XLjXLhmd 5.7 9

51 RNuLstructuresLareLinvolvedLinLtheLthermoregulationLofLbacterialLvirulenceaassociatedLtraitsbLTrendsg
ingMicrobiologyXL2015XLfgXLidmael 12.4 22

50 StrongLseedabankLeffectsLinLbacterialLevolutionbLJournalgofgTheoreticalgBiologyXL2014XLgijXLjfakd 2.3 14

49 RegulationLofLPseudomonasLaeruginosaLvirulenceLfactorsLbyLtwoLnovelLRNuLthermometersbL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2014XLeeeXLeiijfak 11.5 57

48
TheLeffectLofLspecificLrhlualasaboxLmutationsLonLxNuLbindingLandLgeneLactivationLbyLPseudomonasL
aeruginosaLquorumasensingLtranscriptionalLregulatorsLRhlRLandLγasRbLFEMSgMicrobiologygLettersXL
2014XLgijXLfekafi

2.9 7

47 PseudomonasLaeruginosaLclinicalLandLenvironmentalLisolatesLconstituteLaLsingleLpopulationLwithL
highLphenotypicLdiversitybLBMCgGenomicsXL2014XLeiXLgel 4.5 67

46 γipoproteinLNaacylLtransferaseLTγnteULisLdispensableLforLproteinLOamannosylationLbyLStreptomycesL
coelicolorbLFEMSgMicrobiologygLettersXL2014XLgidXLkfalf 2.9 4

45 TwoaroleLmodelLofLanLinteractionLnetworkLofLfreealivingL˛‡aproteobacteriaLfromLanLoligotrophicL
environmentbLEnvironmentalgMicrobiologyXL2014XLejXLegjjakk 5.2 20
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44
TheLPseudomonasLaeruginosaLrmlvxuwLoperonXLencodingLdTxPaγarhamnoseLbiosyntheticLenzymesXL
isLregulatedLbyLtheLquorumasensingLtranscriptionalLregulatorLRhlRLandLtheLalternativeLsigmaLfactorL
ˇ�SbLMicrobiologygrUnitedgKingdomsXL2012XLeilXLmdlamej

2.9 40

43 GeneticLandLphenotypicLcharacterizationLofLaLPseudomonasLaeruginosaLpopulationLwithLhighL
frequencyLofLgenomicLislandsbLPLoSgONEXL2012XLkXLegkhim 3.7 17

42 wharacterizationLofLaLnovelLbiosurfactantLproducingLPseudomonasLkoreensisLlineageLthatLisL
endemicLtoLwuatroLwiˆ'negasLvasinbLSystematicgandgAppliedgMicrobiologyXL2011XLghXLigeai 4.2 22

41 viosurfactantsnLuLGeneralLOverviewbLMicrobiologygMonographsXL2011XLeaee 0.8 46

40
TranscriptionalLregulationLofLPseudomonasLaeruginosaLrhlRnLroleLofLtheLwRPLorthologueLVfrL
TvirulenceLfactorLregulatorULandLquorumasensingLregulatorsLγasRLandLRhlRbLMicrobiologygrUnitedg
KingdomsXL2011XLeikXLfihiafiii

2.9 44

39 RhamnolipidsnLProductionLinLbacteriaLotherLthanLPseudomonasLaeruginosabLEuropeangJournalgofg
LipidgSciencegandgTechnologyXL2010XLeefXLedlfaedlk 3 70

38 σonorhamnolipidsLandLgaTgahydroxyalkanoyloxyUalkanoicLacidsLTéuusULproductionLusingLyscherichiaL
coliLasLaLheterologousLhostbLAppliedgMicrobiologygandgBiotechnologyXL2006XLkgXLelkamh 5.7 81

37 ísLPseudomonasLaeruginosaLonlyLNsensingLquorumNsbLCriticalgReviewsgingMicrobiologyXL2005XLgeXLekealf 7.8 35

36 ProductionLofLrhamnolipidsLbyLPseudomonasLaeruginosabLAppliedgMicrobiologygandgBiotechnologyXL
2005XLjlXLkelafi 5.7 334

35 TheLPseudomonasLaeruginosaLRhluLenzymeLisLinvolvedLinLrhamnolipidLandLpolyhydroxyalkanoateL
productionbLJournalgofgIndustrialgMicrobiologygandgBiotechnologyXL2005XLgfXLjkiak 4.2 48

34 viosynthesisLofLRhamnolipidsL2004XLekgaelm 8

33 wharacterizationLofLtheuzotobacterLvinelandiiLalgwgeneLinvolvedLinLalginateLandLlipopolysaccharideL
productionbLFEMSgMicrobiologygLettersXL2004XLfglXLemmafdj 2.9 24

32 yxpressionLofLcholeraLtoxinLunderLnonauβíLconditionsLinLVibrioLcholeraeLylLTorLinducedLbyL
increasingLtheLexposedLsurfaceLofLculturesbLJournalgofgBacteriologyXL2004XLeljXLegiiaje 3.5 16

31 wharacterizationLofLtheLuzotobacterLvinelandiiLalgwLgeneLinvolvedLinLalginateLandL
lipopolysaccharideLproductionbLFEMSgMicrobiologygLettersXL2004XLfglXLemmafdj 2.9 28

30
TheLPseudomonasLaeruginosaLrhluvLoperonLisLnotLexpressedLduringLtheLlogarithmicLphaseLofL
growthLevenLinLtheLpresenceLofLitsLactivatorLRhlRLandLtheLautoinducerLNabutyrylahomoserineL
lactonebLJournalgofgBacteriologyXL2003XLeliXLgkkald

3.5 50

29 σechanismLofLPseudomonasLaeruginosaLRhlRLtranscriptionalLregulationLofLtheLrhluvLpromoterbL
JournalgofgBacteriologyXL2003XLeliXLimkjalg 3.5 110

28 TranscriptionalLregulationLofLPseudomonasLaeruginosaLrhlRXLencodingLaLquorumasensingLregulatoryL
proteinbLMicrobiologygrUnitedgKingdomsXL2003XLehmXLgdkgagdle 2.9 108

27
wloningLandLcharacterizationLofLaLzuxamonooxygenaseLgeneLTLcaduULinvolvedLinLdegradationLofL
chloranilicLacidLTfXiadichloroagXjadihydroxybenzoaeXhaquinoneULinLPseudomonasLputidaLTQdkbL
AppliedgMicrobiologygandgBiotechnologyXL2002XLimXLihiaid

5.7 2
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26 wharacterizationLofLtheLlipuLgeneLencodingLtheLmajorLlipaseLfromLPseudomonasLaeruginosaLstrainL
íGvlgbLAppliedgMicrobiologygandgBiotechnologyXL2001XLijXLkgeai 5.7 14

25
wloningLandLfunctionalLcharacterizationLofLtheLPseudomonasLaeruginosaLrhlwLgeneLthatLencodesL
rhamnosyltransferaseLfXLanLenzymeLresponsibleLforLdiarhamnolipidLbiosynthesisbLMolecularg
MicrobiologyXL2001XLhdXLkdlael

4.1 207

24 TheLpseudomonasLaeruginosaLmotRLgeneLinvolvedLinLregulationLofLbacterialLmotilitybLFEMSg
MicrobiologygLettersXL2000XLelhXLikajf 2.9 9

23 xegradationLofLtheLmethylLsubstitutedLalkeneXLcitronellolXLbyLPseudomonasLaeruginosaXLwildLtypeL
andLmutantLstrainsbLBiotechnologygLettersXL2000XLffXLfgiafgk 3 5

22 PseudomonasLaeruginosaLrhamnolipidsnLbiosynthesisLandLpotentialLapplicationsbLAppliedg
MicrobiologygandgBiotechnologyXL2000XLihXLjfiagg 5.7 430

21 RoleLofLuzotobacterLvinelandiiLmucuLandLmucwLgeneLproductsLinLalginateLproductionbLJournalgofg
BacteriologyXL2000XLelfXLjiidaj 3.5 38

20 ínactivationLofLtheLampxyLoperonLincreasesLtranscriptionLofLalgxLandLaffectsLmorphologyLandL
encystmentLofLuzotobacterLvinelandiibLJournalgofgBacteriologyXL2000XLelfXLhlfmagi 3.5 17

19 TheLPseudomonasLaeruginosaLhscuLgeneLencodesLéscjjXLaLxnaβLhomologuebLMicrobiologygrUnitedg
KingdomsXL2000XLehjLTLPtLjUXLehfmaehgi 2.9 8

18 yvaluationLofLtheLroleLofLrecuLproteinLinLplantLvirulenceLwithLrecuLmutantsLofLXanthomonasL
campestrisLpvbLcampestrisbLMoleculargPlantwMicrobegInteractionsXL1997XLedXLmeeaj 3.6 7

17 TheLuzotobacterLvinelandiiLalglLandLalghhLgenesLareLessentialLforLalginateLsynthesisLandLcanLbeL
transcribedLfromLanLalgxaindependentLpromoterbLGeneXL1997XLemmXLfkeak 3.8 37

16 SelectionLandLpartialLcharacterizationLofLaLPseudomonasLaeruginosaLmonoarhamnolipidLdeficientL
mutantbLFEMSgMicrobiologygLettersXL1997XLeigXLfkmali 2.9 23

15 ísolationLandLcharacterizationLofLanLuzotobacterLvinelandiiLalgβLmutantbLFEMSgMicrobiologygLettersXL
1997XLeijXLedeaj 2.9 20

14 yvaluationLofLtheLbiologicalLcontainmentLsystemLbasedLonLtheLyscherichiaLcoliLgefLgeneLinL
PseudomonasLaeruginosaLWiexbLAppliedgMicrobiologygandgBiotechnologyXL1996XLhjXLihmaig 5.7 7

13
wharacterizationLofLtheLgenesLcodingLforLtheLputativeLsigmaLfactorLulgULandLitsLregulatorsLσucuXL
σucvXLσucwXLandLσucxLinLuzotobacterLvinelandiiLandLevaluationLofLtheirLrolesLinLalginateL
biosynthesisbLJournalgofgBacteriologyXL1996XLeklXLelddal

3.5 82

12 wharacterizationLofLtheLgeneLcodingLforLGxPamannoseLdehydrogenaseLTalgxULfromLuzotobacterL
vinelandiibLJournalgofgBacteriologyXL1996XLeklXLekmgam 3.5 76

11 XanthomonasLcampestrisLasLaLhostLforLtheLproductionLofLrecombinantPseudomonasLaeruginosaL
lipasebLJournalgofgIndustrialgMicrobiologyXL1996XLejXLffafl 7

10
SelectionLandLpreliminaryLcharacterizationLofLaLPseudomonasLaeruginosaLstrainLmineralizingL
selectedLisomersLinLaLbranchedchainLdodecylbenzenesulphonateLmixturebLWorldgJournalgofg
MicrobiologygandgBiotechnologyXL1996XLefXLgjkakf

4.4 6

9 GeneticLanalysisLofLtheLtranscriptionalLarrangementLofLuzotobacterLvinelandiiLalginateLbiosyntheticL
genesnLidentificationLofLtwoLindependentLpromotersbLMoleculargMicrobiologyXL1996XLfeXLhhmaik 4.1 45
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8 viochemicalLcharacterizationLofLtheLlipolyticLactivityLofLpseudomonasLaeruginosaLíGvLlgbLProcessg
BiochemistryXL1994XLfmXLfdkafef 4.8 15

7 PseudomonasLlipasesnLmolecularLgeneticsLandLpotentialLindustrialLapplicationsbLCriticalgReviewsging
MicrobiologyXL1994XLfdXLmiaedi 7.8 27

6 GeneticLstabilityLandLxanthanLgumLproductionLinLXanthomonasLcampestrisLpvbLcampestrisLNRRγL
vehimbLMoleculargMicrobiologyXL1993XLlXLedigaje 4.1 12

5 zormationLofLRhizobiumLphaseoliLsymbioticLplasmidsLbyLgeneticLrecombinationbLMolecularg
MicrobiologyXL1991XLiXLmdmaej 4.1 5

4 PartialLdeletionLofLtheLRhizobiumLphaseoliLwzNfgLsymbioticLplasmidLimpliesLaLconcomitantL
amplificationLofLplasmidLxNuLsequencesbLMoleculargMicrobiologyXL1991XLiXLlmami 4.1 1

3 ísolationLfromLsoilLofLRhizobiumLleguminosarumLlackingLsymbioticLinformationbLCanadiangJournalgofg
MicrobiologyXL1989XLgiXLhjhahjl 3.2 46

2 GeneticLrearrangementsLofLaLRhizobiumLphaseoliLsymbioticLplasmidbLJournalgofgBacteriologyXL1986XL
ejkXLhlkame 3.5 63

1 TheLPseudomonasLaeruginosaLalgwLgeneLproductLparticipatesLinLrhamnolipidLbiosynthesis 2
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