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j Paper IF Citations

203 sPLINKmLaLhybridLfederatedLtoolLasLaLrobustLalternativeLtoLmetaYanalysisLinLgenomeYwideLassociationL
studiesaaLGenomeYBiologyXL2022XLefXLfe 18.3 1

202 vTvyLLregulatesLtheLPIfKYtktLpathwayLandLitLisLaLtargetLforLpersonalizedLovarianLcancerLtherapyaaL
NpjYSystemsYBiologyYandYApplicationsXL2022XLkXLh 5 0

201 xnablingLtechnologiesLtowardsLpersonalizationLofLscaffoldsLforLlargeLboneLdefectLregenerationaaL
CurrentYOpinionYinYBiotechnologyXL2022XLjgXLeifYejc 11.4 0

200 tLSystematicLReviewLofLTissueLandLSingleLvellLTranscriptomebProteomeLStudiesLofLtheLurainLinL
MultipleLSclerosisaaLFrontiersYinYImmunologyXL2022XLdfXLjideeh 8.4 0

199 MoSuimLtutomatedLsignatureLminingLforLmolecularLstratificationLandLsubtypingaaLProceedingsYofYtheY
NationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaXL2022XLddlXLeeddkedcddl 11.5 1

198 TumourLcellLbuddingLandLspreadLthroughLairLspacesLinLsquamousLcellLcarcinomaLofLtheLlungLYL
weterminationLandLvalidationLofLoptimalLprognosticLcutYoffsaaLLungYCancerXL2022XLdilXLdYde 5.9 0

197 ylimmamLaLfederatedLandLprivacyYawareLtoolLforLdifferentialLgeneLexpressionLanalysisaaLGenomeY
BiologyXL2021XLeeXLffk 18.3 2

196 KeyPathwayMineRmLPathwayLxnrichmentLinLtheLRLxcosystemaaLFrontiersYinYGeneticsXL2021XLdeXLkdekhf 4.5 1

195 NetworkLmedicineLforLdiseaseLmoduleLidentificationLandLdrugLrepurposingLwithLtheLNewRexL
platformaLNatureYCommunicationsXL2021XLdeXLikgk 17.4 5

194 tLsystematicLcomparisonLofLnovelLandLexistingLdifferentialLanalysisLmethodsLforLvyTOyLdataaL
BriefingsYinYBioinformaticsXL2021XL 13.4 2

193 tLframeworkLforLmodelingLepistaticLinteractionaLBioinformaticsXL2021XLfjXLdjckYdjdi 7.2 1

192 NetworkLMedicineYuasedLUnbiasedLwiseaseLModulesLforLwrugLandLwiagnosticLTargetLIdentificationL
inLROSopathiesaLHandbookYofYExperimentalYPharmacologyXL2021XLeigXLglYik 3.2 6

191 vlinicalLepigeneticsLsettingsLforLcancerLandLcardiovascularLdiseasesmLrealYlifeLapplicationsLofL
networkLmedicineLatLtheLbedsideaLClinicalYEpigeneticsXL2021XLdfXLii 7.7 9

190 OnLtheLvonsistencyLbetweenLzeneLxxpressionLandLtheLzeneLRegulatoryLNetworkLofaLNetworkYandY
SystemsYMedicineXL2021XLgXLhdYhl 4 1

189 OnLtheLlimitsLofLactiveLmoduleLidentificationaLBriefingsYinYBioinformaticsXL2021XLeeXL 13.4 4

188 MachineLlearningLforLdecipheringLcellLheterogeneityLandLgeneLregulationaLNatureYComputationalY
ScienceXL2021XLdXLdkfYdld 3

187 vomparativeLtranscriptomeLanalysisLrevealsLkeyLepigeneticLtargetsLinLStRSYvoVYeLinfectionaLNpjY
SystemsYBiologyYandYApplicationsXL2021XLjXLed 5 9
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186 zlobalLzeneLxxpressionLProfilingLandLTranscriptionLyactorLNetworkLtnalysisLofLvognitiveLtgingLinL
MonozygoticLTwinsaLFrontiersYinYGeneticsXL2021XLdeXLijhhkj 4.5 2

185 tnLIntegratedLwatabaseLofLSmallLRNtsLandLTheirLInterplayLWithLTranscriptionalLzeneLRegulatoryL
NetworksLinLvorynebacteriaaLFrontiersYinYMicrobiologyXL2021XLdeXLihigfh 5.7 1

184 SuccessLyactorsLofLtrtificialLIntelligenceLImplementationLinL–ealthcareaLFrontiersYinYDigitalYHealthXL
2021XLfXLhlgljd 2.3 3

183 MultiYOmicsLtnalysisLinLaLNetworkLvontextL2021XLeegYeff 1

182 vomputationalLstrategiesLtoLcombatLvOVIwYdlmLusefulLtoolsLtoLaccelerateLStRSYvoVYeLandL
coronavirusLresearchaLBriefingsYinYBioinformaticsXL2021XLeeXLigeYiif 13.4 56

181 LongYtermLinstabilityLofLtheLintestinalLmicrobiomeLisLassociatedLwithLmetabolicLliverLdiseaseXLlowL
microbiotaLdiversityXLdiabetesLmellitusLandLimpairedLexocrineLpancreaticLfunctionaLGutXL2021XLjcXLheeYhfc19.2 26

180 wIzzxRmLexploringLtheLfunctionalLroleLofLalternativeLsplicingLinLproteinLinteractionsaLNucleicYAcidsY
ResearchXL2021XLglXLwfclYwfdk 20.1 8

179 SPONzxdbmLaLpanYcancerLresourceLforLcompetingLendogenousLRNtLinteractionsaLNARYCancerXL2021XL
fXLzcaacge 5.2 5

178 LessonsLfromLtheLvOVIwYdlLpandemicLforLadvancingLcomputationalLdrugLrepurposingLstrategiesaL
NatureYComputationalYScienceXL2021XLdXLffYgd 36

177 JoiningLxuropeanLScientificLyorcesLtoLyaceLPandemicsaLTrendsYinYMicrobiologyXL2021XLelXLleYlj 12.4 3

176 tnLxarlyLStageLResearcherSsLPrimerLonLSystemsLMedicineLTerminologyaLNetworkYandYSystemsY
MedicineXL2021XLgXLeYhc 4 4

175 PrimerXLPipelinesXLParametersmLIssuesLinLdiSLrRNtLzeneLSequencingaLMSphereXL2021XLiXL 5 16

174 NovelLwNtLmethylationLmarkerLdiscoveryLbyLassumptionYfreeLgenomeYwideLassociationLanalysisLofL
cognitiveLfunctionLinLtwinsaLAgingYCellXL2021XLecXLedfelf 9.9 2

173 vSyLproteomeLinLmultipleLsclerosisLsubtypesLrelatedLtoLbrainLlesionLtranscriptomesaLScientificY
ReportsXL2021XLddXLgdfe 4.9 2

172 xnablingLsingleYcellLtrajectoryLnetworkLenrichmentaLNatureYComputationalYScienceXL2021XLdXLdhfYdif 2

171 spliceYawareLRNtYSeqLdataLsimulationaLBioinformaticsXL2021XL 7.2 1

170 TheLtIMeLregistryLforLartificialLintelligenceLinLbiomedicalLresearchaLNatureYMethodsXL2021XLdkXLddekYddfd 21.6 11

169 wifferentialLlncRNtLexpressionLprofilingLofLcognitiveLfunctionLinLmiddleLandLoldLagedLmonozygoticL
twinsLusingLgeneralizedLassociationLanalysisaLJournalYofYPsychiatricYResearchXL2021XLdgcXLdljYecg 5.2 0

(2021-2021)
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168 PlateletLSurfaceLProteinLxxpressionLandLReactivityLuponLTRtPLStimulationLafterLuNTdiebeL
VaccinationaLThrombosisYandYHaemostasisXL2021XL 7 5

167 UnbiasedLexaminationLofLgenomeYwideLhumanLendogenousLretrovirusLtranscriptsLinLMSLbrainL
lesionsaLMultipleYSclerosisYJournalXL2021XLejXLdkelYdkfj 5 2

166 NetworkLanalysisLmethodsLforLstudyingLmicrobialLcommunitiesmLtLminiLreviewaLComputationalYandY
StructuralYBiotechnologyYJournalXL2021XLdlXLeikjYeilk 6.8 12

165 StRSYvoVYeLinfectionLisLassociatedLwithLaLproYthromboticLplateletLphenotypeaLCellYDeathYandY
DiseaseXL2021XLdeXLhc 9.8 41

164 yunctionalLenrichmentLofLalternativeLsplicingLeventsLwithLNxtSxLrevealsLinsightsLintoLtissueL
identityLandLdiseasesaLGenomeYBiologyXL2021XLeeXLfej 18.3 3

163 MassLcytometryLofLplateletYrichLplasmamLaLnewLapproachLtoLanalyzeLplateletLsurfaceLexpressionLandL
reactivityaaLPlateletsXL2021XLdYk 3.6 1

162 xxploratoryLanalysisLofLageLandLsexLdependentLwNtLmethylationLpatternsLonLtheLXYchromosomeLinL
wholeLbloodLsamplesaLGenomeYMedicineXL2020XLdeXLfl 14.4 13

161 weepvLIPmLpredictingLtheLeffectLofLmutationsLonLproteinYRNtLbindingLwithLdeepLlearningaLNucleicY
AcidsYResearchXL2020XLgkXLjcllYjddk 20.1 22

160
WeightedLzeneLvoregulationLNetworkLtnalysisLofLPromoterLwNtLMethylationLonLtllYvauseL
MortalityLinLOldYtgedLuirthLvohortsLyindsLModulesLofL–ighYRiskLtssociatedLuiomarkersaLJournalsYofY
GerontologyYmYSeriesYAYBiologicalYSciencesYandYMedicalYSciencesXL2020XLjhXLeeglYeehj

6.4 2

159 MassYspectrometryYbasedLdraftLofLtheLtrabidopsisLproteomeaLNatureXL2020XLhjlXLgclYgdg 50.4 144

158 MechanisticLModelingLandLMultiscaleLtpplicationsLforLPrecisionLMedicinemLTheoryLandLPracticeaL
NetworkYandYSystemsYMedicineXL2020XLfXLfiYhi 4 8

157 zlobalLRegulatorLofLRubberLwegradationLinLzordoniaLpolyisoprenivoransLV–emLIdentificationLandL
InvolvementLinLtheLRegulationLNetworkaLAppliedYandYEnvironmentalYMicrobiologyXL2020XLkiXL 4.8 5

156 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeaLPLoSYBiologyXL2020XLdkXLefccckkh 9.7 8

155 zeneralizedLcorrelationLcoefficientLforLgenomeYwideLassociationLanalysisLofLcognitiveLabilityLinL
twinsaLAgingXL2020XLdeXLeeghjYeeglg 5.6 1

154 TheLxconomicLImpactLofLtrtificialLIntelligenceLinL–ealthLvaremLSystematicLReviewaLJournalYofYMedicalY
InternetYResearchXL2020XLeeXLedikii 7.6 41

153 uivoNmLNetworkYconstrainedLbiclusteringLofLpatientsLandLomicsLdataaLBioinformaticsXL2020XL 7.2 5

152 weLNovoLandLSupervisedLxndophenotypingLUsingLNetworkYzuidedLxnsembleLLearningaLSystemsY
MedicineYhNewYRochellelYNYYYiXL2020XLfXLkYed 1.6 3

151 InflammatoryLureastLvancermLvlinicalLImplicationsLofLzenomicLtlterationsLandLMutationalLProfilingaL
CancersXL2020XLdeXL 6.6 6
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150 utLStMYtnLInteractiveLOnlineLPlatformLforLureathLtnalysisXLVisualizationLandLvlassificationaL
MetabolitesXL2020XLdcXL 5.6 4

149 xxploringLtheLStRSYvoVYeLvirusYhostYdrugLinteractomeLforLdrugLrepurposingaLNatureY
CommunicationsXL2020XLddXLfhdk 17.4 104

148 voryneRegNetLjXLtheLreferenceLdatabaseLandLanalysisLplatformLforLcorynebacterialLgeneLregulatoryL
networksaLScientificYDataXL2020XLjXLdge 8.2 9

147
IndividuatingLPossiblyLRepurposableLwrugsLandLwrugLTargetsLforLvOVIwYdlLTreatmentLThroughL
–ypothesisYwrivenLSystemsLMedicineLUsingLvoVexaLAssayYandYDrugYDevelopmentYTechnologiesXL2020XL
dkXLfgkYfhh

2.1 4

146 PTPNeLweficiencyLxnhancesLProgrammedLTLvellLxxpansionLandLSurvivalLvapacityLofLtctivatedLTL
vellsaLCellYReportsXL2020XLfeXLdcjlhj 10.6 2

145 NetworkLandLSystemsLMedicinemLPositionLPaperLofLtheLxuropeanLvollaborationLonLScienceLandL
TechnologyLtctionLonLOpenLMultiscaleLSystemsLMedicineaLNetworkYandYSystemsYMedicineXL2020XLfXLijYlc 4 10

144 vomprehensiveLtnalysisLofLwNtLMethylationLandLPredictionLofLResponseLtoLNeoadjuvantTherapyLinL
LocallyLtdvancedLRectalLvanceraLCancersXL2020XLdeXL 6.6 7

143 tLglobalLnetworkLforLnetworkLmedicineaLNpjYSystemsYBiologyYandYApplicationsXL2020XLiXLel 5 6

142 MultipleLSclerosisLttlasmLtLMolecularLMapLofLurainLLesionLStagesLinLProgressiveLMultipleLSclerosisaL
NetworkYandYSystemsYMedicineXL2020XLfXLdeeYdel 4 6

141 wifferentialLlongLnoncodingLRNtLprofilingLofLuMILinLtwinsaLEpigenomicsXL2020XLdeXLdhfdYdhgd 4.4 0

140 tgeYdependentLwNtLmethylationLpatternsLonLtheLYLchromosomeLinLelderlyLmalesaLAgingYCellXL2020XL
dlXLedelcj 9.9 13

139 MolecularLnetworksLinLNetworkLMedicinemLwevelopmentLandLapplicationsaLWileyYInterdisciplinaryY
Reviews:YSystemsYBiologyYandYMedicineXL2020XLdeXLedgkl 6.6 63

138 xpizxNmLanLepistasisLsimulationLpipelineaLBioinformaticsXL2020XLfiXLglhjYglhl 7.2 2

137 netwxmLSoftwareLforLbuildingLinterpretableLpatientLclassifiersLbyLmultiYSomicLdataLintegrationLusingL
patientLsimilarityLnetworksaLFrpppResearchXL2020XLlXLdefl 3.6 1

136 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

135 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

134 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

133 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

(2020-2020)
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132 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

131 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

130 NOXhYinducedLuncouplingLofLendothelialLNOLsynthaseLisLaLcausalLmechanismLandLtheragnosticL
targetLofLanLageYrelatedLhypertensionLendotypeL2020XLdkXLefccckkh

129 TheLSelectionLofLaL–epatocyteLvellLLineLSusceptibleLtoLSporozoiteLInvasionLThatLIsLtssociatedLWithL
xxpressionLofLzlypicanYfaLFrontiersYinYMicrobiologyXL2019XLdcXLdej 5.7 5

128 wNtLmethylomeLprofilingLinLidenticalLtwinLpairsLdiscordantLforLbodyLmassLindexaLInternationalY
JournalYofYObesityXL2019XLgfXLegldYegll 5.5 8

127 IncreasedLLevelsLofLzenomicLInstabilityLandLMutationsLinL–omologousLRecombinationLzenesLinL
LocallyLtdvancedLRectalLvarcinomasaLFrontiersYinYOncologyXL2019XLlXLflh 5.3 9

126 UniqueLRNtLsignatureLofLdifferentLlesionLtypesLinLtheLbrainLwhiteLmatterLinLprogressiveLmultipleL
sclerosisaLActaYNeuropathologicaYCommunicationsXL2019XLjXLhk 7.3 5

125 PanRVmLPangenomeYreverseLvaccinologyLapproachLforLidentificationsLofLpotentialLvaccineL
candidatesLinLmicrobialLpangenomeaLBMCYBioinformaticsXL2019XLecXLdef 3.6 41

124 yromLsingleLdrugLtargetsLtoLsynergisticLnetworkLpharmacologyLinLischemicLstrokeaLProceedingsYofY
theYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaXL2019XLddiXLjdelYjdfi 11.5 67

123 OsteogenesisLdependsLonLcommissioningLofLaLnetworkLofLstemLcellLtranscriptionLfactorsLthatLactLasL
repressorsLofLadipogenesisaLNatureYGeneticsXL2019XLhdXLjdiYjej 36.3 89

122 TimeYResolvedLSystemsLMedicineLRevealsLViralLInfectionYModulatingL–ostLTargetsaLSystemsY
MedicineYhNewYRochellelYNYYYiXL2019XLeXLdYl 1.6 5

121 wNtLmethylomeLprofilingLofLallYcauseLmortalityLinLcomparisonLwithLageYassociatedLmethylationL
patternsaLClinicalYEpigeneticsXL2019XLddXLef 7.7 11

120 TheLepigeneticLfactorLuORISLTvTvyLULcontrolsLtheLandrogenLreceptorLregulatoryLnetworkLinLovarianL
canceraLOncogenesisXL2019XLkXLgd 6.6 11

119 RetractionLNotemLUniqueLRNtLsignatureLofLdifferentLlesionLtypesLinLtheLbrainLwhiteLmatterLinL
progressiveLmultipleLsclerosisaLActaYNeuropathologicaYCommunicationsXL2019XLjXLdfi 7.3 2

118 vomprehensiveLevaluationLofLtranscriptomeYbasedLcellYtypeLquantificationLmethodsLforL
immunoYoncologyaLBioinformaticsXL2019XLfhXLigfiYiggh 7.2 209

117 xnrichedLpowerLofLdiseaseYconcordantLtwinYcaseYonlyLdesignLinLdetectingLinteractionsLinL
genomeYwideLassociationLstudiesaLEuropeanYJournalYofYHumanYGeneticsXL2019XLejXLifdYifi 5.3 2

116 uiottlasLverbindetLMikrobiomsequenzdatenLundLzxOYInformationenaLBioSpektrumXL2019XLehXLjlhYjlh 0.1

115 MolecularLsignatureLofLdifferentLlesionLtypesLinLtheLbrainLwhiteLmatterLofLpatientsLwithLprogressiveL
multipleLsclerosisaLActaYNeuropathologicaYCommunicationsXL2019XLjXLech 7.3 29
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114 xaLcoliLgeneLregulatoryLnetworksLareLinconsistentLwithLgeneLexpressionLdataaLNucleicYAcidsYResearchXL
2019XLgjXLkhYle 20.1 24

113 vommunityLeffortLendorsingLmultiscaleLmodellingXLmultiscaleLdataLscienceLandLmultiscaleL
computingLforLsystemsLmedicineaLBriefingsYinYBioinformaticsXL2019XLecXLdchjYdcie 13.4 13

112 TheLxndLofLMedicineLasLWeLKnowLItmLIntroductionLtoLtheLNewLJournalXLSystemsLMedicineaLSystemsY
MedicineYhNewYRochellelYNYYYiXL2018XLdXLdYe 1.6 7

111 wiMmermLwiscoveryLofLwifferentiallyLMethylatedLRegionsLinLxpigenomeYWideLtssociationLStudyL
TxWtSULwataaLMethodsYinYMolecularYBiologyXL2018XLdkcjXLhdYie 1.4 0

110 voNVaQmLaLwebLtoolLforLcopyLnumberLvariationYbasedLassociationLstudiesaLBMCYGenomicsXL2018XLdlXLfil 4.5 14

109 TheLwruggableLPocketomeLofLmLtLNewLtpproachLforLPutativeLwruggableLTargetsaLFrontiersYinY
GeneticsXL2018XLlXLgg 4.5 5

108 OnLtheLpowerLofLepigenomeYwideLassociationLstudiesLusingLaLdiseaseYdiscordantLtwinLdesignaL
BioinformaticsXL2018XLfgXLgcjfYgcjk 7.2 19

107 tLcaseYonlyLgenomeYwideLassociationLstudyLonLgeneYsexLinteractionLinLallergicLrhinitisaLAnnalsYofY
AllergylYAsthmaYandYImmunologyXL2018XLdedXLfiiYfijaee 3.2 2

106 OnlineLInteractiveLMicrobialLvlassificationLandLzeospatialLwistributionalLtnalysisLUsingLuiottlasaL
MethodsYinYMolecularYBiologyXL2018XLdkcjXLedYfh 1.4 2

105 OrthologousLproteinsLofLexperimentalLdeYLandLremyelinationLareLdifferentiallyLregulatedLinLtheLvSyL
proteomeLofLmultipleLsclerosisLsubtypesaLPLoSYONEXL2018XLdfXLececehfc 3.7 16

104 WeightedLgeneLcoYexpressionLnetworkLanalysisLofLmicroarrayLmRNtLexpressionLprofilingLinL
responseLtoLelectroacupunctureL2018XL 1

103 ParameterLestimationLofLqualitativeLbiologicalLregulatoryLnetworksLonLhighLperformanceL
computingLhardwareaLBMCYSystemsYBiologyXL2018XLdeXLdgi 3.5 2

102 zuidingLbiomedicalLclusteringLwithLvlustxvalaLNatureYProtocolsXL2018XLdfXLdgelYdggg 18.8 3

101 InteractiveLmicrobialLdistributionLanalysisLusingLuiottlasaLNucleicYAcidsYResearchXL2017XLghXLWhclYWhdf 20.1 8

100 xlucidationLofLtlteredLPathwaysLinLTumorYInitiatingLvellsLofLTripleYNegativeLureastLvancermLtLUsefulL
vellLModelLSystemLforLwrugLScreeningaLStemYCellsXL2017XLfhXLdklkYdlde 5.8 10

99 weLnovoLpathwayYbasedLbiomarkerLidentificationaLNucleicYAcidsYResearchXL2017XLghXLedhd 20.1 36

98 tnLintegrativeLinYsilicoLapproachLforLtherapeuticLtargetLidentificationLinLtheLhumanLpathogenL
vorynebacteriumLdiphtheriaeaLPLoSYONEXL2017XLdeXLecdkigcd 3.7 25

97 xfficientLdetectionLofLdifferentiallyLmethylatedLregionsLusingLwiMmeRaLBioinformaticsXL2017XLffXLhglYhhd7.2 5

(2017-2019)
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96 OnLtheLperformanceLofLpreYmicroRNtLdetectionLalgorithmsaLNatureYCommunicationsXL2017XLkXLffc 17.4 34

95 vytoMvSmLtLMultipleLMaximumLvommonLSubgraphLwetectionLToolLforLvytoscapeaLJournalYofY
IntegrativeYBioinformaticsXL2017XLdgXL 3.8 3

94 LifeStyleYSpecificYIslandsLTLiSSIUmLIntegratedLuioinformaticsLPlatformLforLzenomicLIslandLtnalysisaL
JournalYofYIntegrativeYBioinformaticsXL2017XLdgXL 3.8 1

93 OnLtheLperformanceLofLdeLnovoLpathwayLenrichmentaLNpjYSystemsYBiologyYandYApplicationsXL2017XLfXLi 5 38

92 wrugLrepurposingLbyLintegratedLliteratureLminingLandLdrugYgeneYdiseaseLtriangulationaLDrugY
DiscoveryYTodayXL2017XLeeXLidhYidl 8.8 33

91 xfficientLManagementLofL–ighYThroughputLScreeningLLibrariesLwithLStVtNt–aLSLASYDiscoveryXL
2017XLeeXLdliYece 3.4 4

90 zIPSymLzenomicLislandLpredictionLsoftwareaLJournalYofYBiotechnologyXL2016XLefeXLeYdd 3.7 76

89 tLSimulatedLtnnealingLtlgorithmLforLMaximumLvommonLxdgeLSubgraphLwetectionLinLuiologicalL
NetworksL2016XL 3

88
JlluminaLYLtLcomprehensiveLJavaYbasedLtPILforLstatisticalLIlluminaLInfiniumL–umanMethylationghcL
andLInfiniumLMethylationxPIvLueadvhipLdataLprocessingaLJournalYofYIntegrativeYBioinformaticsXL2016
XLdfXLegYfe

3.8 2

87 vomprehensiveLanalysisLofLhighYthroughputLscreensLwithL–iTSeekRaLNucleicYAcidsYResearchXL2016XL
ggXLiiflYgk 20.1 13

86 KeyPathwayMinerWebmLonlineLmultiYomicsLnetworkLenrichmentaLNucleicYAcidsYResearchXL2016XLggXLWlkYWdcg20.1 33

85 vytozxwxVOYglobalLalignmentLofLbiologicalLnetworksLwithLvytoscapeaLBioinformaticsXL2016XLfeXLdehlYid7.2 15

84 RobustLdeLnovoLpathwayLenrichmentLwithLKeyPathwayMinerLhaLFrpppResearchXL2016XLhXLdhfd 3.6 23

83 PetriScapeLYLtLpluginLforLdiscreteLPetriLnetLsimulationsLinLvytoscapeaLJournalYofYIntegrativeY
BioinformaticsXL2016XLdfXLdYi 3.8 2

82 MetagenomicLevidenceLforLtheLpresenceLofLphototrophicLzemmatimonadetesLbacteriaLinLdiverseL
environmentsaLEnvironmentalYMicrobiologyYReportsXL2016XLkXLdflYgl 3.7 46

81 wifferentiallyLMethylatedLzenomicLRegionsLinLuirthYWeightLwiscordantLTwinLPairsaLAnnalsYofYHumanY
GeneticsXL2016XLkcXLkdYj 2.2 14

80 JlluminaLYLtLcomprehensiveLJavaYbasedLtPILforLstatisticalLIlluminaLInfiniumL–umanMethylationghcL
andLMethylationxPIvLdataLprocessingaLJournalYofYIntegrativeYBioinformaticsXL2016XLdfXLelg 3.8 4

79 vomparingLtheLperformanceLofLbiomedicalLclusteringLmethodsaLNatureYMethodsXL2015XLdeXLdcffYk 21.6 140
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78 vMRegNetYtnLinterspeciesLreferenceLdatabaseLforLcorynebacterialLandLmycobacterialLregulatoryL
networksaLBMCYGenomicsXL2015XLdiXLghe 4.5 4

77 voveringLtreeLwithLstarsaLJournalYofYCombinatorialYOptimizationXL2015XLelXLdgdYdhe 0.9

76 OpenLabNotesLâ��LtnLxlectronicLLaboratoryLNotebookLxxtensionLforLOpenLabyrameworkaLJournalYofY
IntegrativeYBioinformaticsXL2015XLdeXLdiYeh 3.8 1

75 varottamLRevealingL–iddenLvonfounderLMarkersLinLMetabolicLureathLProfilesaLMetabolitesXL2015XLhXLfggYif5.6 16

74 OnLtheLlimitsLofLcomputationalLfunctionalLgenomicsLforLbacterialLlifestyleLpredictionaLBriefingsYinY
FunctionalYGenomicsXL2014XLdfXLflkYgck 4.9 10

73
xlucidationLofLepithelialYmesenchymalLtransitionYrelatedLpathwaysLinLaLtripleYnegativeLbreastL
cancerLcellLlineLmodelLbyLmultiYomicsLinteractomeLanalysisaLIntegrativeYBiologyYhUnitedYKingdomiXL
2014XLiXLdchkYik

3.7 15

72 KeyPathwayMinerLgacmLconditionYspecificLpathwayLanalysisLbyLcombiningLmultipleLomicsLstudiesLandL
networksLwithLvytoscapeaLBMCYSystemsYBiologyXL2014XLkXLll 3.5 48

71 vlassificationLofLureastLvancerLSubtypesLbyLcombiningLzeneLxxpressionLandLwNtLMethylationLwataaL
JournalYofYIntegrativeYBioinformaticsXL2014XLddXLdYdg 3.8 30

70 MassiveLfungalLbiodiversityLdataLreYannotationLwithLmultiYlevelLclusteringaLScientificYReportsXL2014XL
gXLikfj 4.9 8

69 xfficientLsampleLtrackingLwithLOpenLabyrameworkaLScientificYReportsXL2014XLgXLgejk 4.9 12

68 uacillusRegNetmLtLtranscriptionalLregulationLdatabaseLandLanalysisLplatformLforLuacillusLspeciesaL
JournalYofYIntegrativeYBioinformaticsXL2014XLddXLdciYddl 3.8 3

67 MultipleLgraphLeditLdistanceL2014XL 18

66 uiYyorcemLlargeYscaleLbiclusterLeditingLandLitsLapplicationLtoLgeneLexpressionLdataLbiclusteringaL
NucleicYAcidsYResearchXL2014XLgeXLejk 20.1 11

65 MicroarrayLRYbasedLanalysisLofLcomplexLlysateLexperimentsLwithLMIRtvLxaLBioinformaticsXL2014XLfcXLiifdYk7.2 8

64 vlassificationLofLbreastLcancerLsubtypesLbyLcombiningLgeneLexpressionLandLwNtLmethylationLdataaL
JournalYofYIntegrativeYBioinformaticsXL2014XLddXLefi 3.8 20

63 uacillusRegNetmLaLtranscriptionalLregulationLdatabaseLandLanalysisLplatformLforLuacillusLspeciesaL
JournalYofYIntegrativeYBioinformaticsXL2014XLddXLegg 3.8 3

62 ValueLofLaLnewlyLsequencedLbacterialLgenomeaLWorldYJournalYofYBiologicalYChemistryXL2014XLhXLdidYk 3.8 9

61 vomplexityLofLwenseLuiclusterLxditingLProblemsaLLectureYNotesYinYComputerYScienceXL2014XLdhgYdih 0.9 2

(2014-2015)
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60 vompactnessYPreservingLMappingLonLTreesaLLectureYNotesYinYComputerYScienceXL2014XLdieYdjd 0.9

59 MatureLxpitopeLwensityYYaLstrategyLforLtargetLselectionLbasedLonLimmunoinformaticsLandLexportedL
prokaryoticLproteinsaLBMCYGenomicsXL2013XLdgLSupplLiXLSg 4.5 19

58 uivluxLYLxxactLandLheuristicLalgorithmsLforLweightedLbiYclusterLeditingLofLbiomedicalLdataaLBMCY
ProceedingsXL2013XLjXLSl 2.3 5

57 wensityLparameterLestimationLforLfindingLclustersLofLhomologousLproteinsYYtracingLactinobacterialL
pathogenicityLlifestylesaLBioinformaticsXL2013XLelXLedhYee 7.2 15

56
vonservedLhostYpathogenLPPIsaLzloballyLconservedLinterYspeciesLbacterialLPPIsLbasedLconservedL
hostYpathogenLinteractomeLderivedLnovelLtargetLinLvaLpseudotuberculosisXLvaLdiphtheriaeXLMaL
tuberculosisXLvaLulceransXLYaLpestisXLandLxaLcoliLtargetedLbyLPiperLbetelLcompoundsaLIntegrativeY
BiologyYhUnitedYKingdomiXL2013XLhXLglhYhcl

3.7 18

55 –ighYresolutionLdetectionLofLwNtLbindingLsitesLofLtheLglobalLtranscriptionalLregulatorLzlxRLinL
vorynebacteriumLglutamicumaLMicrobiologyYhUnitedYKingdomiXL2013XLdhlXLdeYee 2.9 35

54 NtuxxvOL2013XL 5

53 tnLIntegrativeLvlinicalLwatabaseLandLwiagnosticsLPlatformLforLuiomarkerLIdentificationLandLtnalysisL
inLIonLMobilityLSpectraLofL–umanLxxhaledLtiraLJournalYofYIntegrativeYBioinformaticsXL2013XLdcXLfhYgj 3.8 10

52 PeakLdetectionLmethodLevaluationLforLionLmobilityLspectrometryLbyLusingLmachineLlearningL
approachesaLMetabolitesXL2013XLfXLejjYlf 5.6 18

51 tnalysisLofLtheLairwayLmicrobiotaLofLhealthyLindividualsLandLpatientsLwithLchronicLobstructiveL
pulmonaryLdiseaseLbyLTYRyLPLandLcloneLsequencingaLPLoSYONEXL2013XLkXLeikfce 3.7 72

50 tnLintegrativeLclinicalLdatabaseLandLdiagnosticsLplatformLforLbiomarkerLidentificationLandLanalysisL
inLionLmobilityLspectraLofLhumanLexhaledLairaLJournalYofYIntegrativeYBioinformaticsXL2013XLdcXLedk 3.8 3

49 voveringLTreeLwithLStarsaLLectureYNotesYinYComputerYScienceXL2013XLfjfYfkg 0.9 3

48 vlusterLxditingaLLectureYNotesYinYComputerYScienceXL2013XLffYgg 0.9 19

47 NeighborhoodYPreservingLMappingLbetweenLTreesaLLectureYNotesYinYComputerYScienceXL2013XLgejYgfk 0.9 1

46 –owLlittleLdoLweLactuallyLknowrLOnLtheLsizeLofLgeneLregulatoryLnetworksaLIEEEoACMYTransactionsYonY
ComputationalYBiologyYandYBioinformaticsXL2012XLlXLdelfYfcc 3 21

45 OnLtheLtrailLofLx–xvbxtxvYYunravelingLtheLgeneLregulatoryLnetworksLofLhumanLpathogenicL
xscherichiaLcoliLbacteriaaLIntegrativeYBiologyYhUnitedYKingdomiXL2012XLgXLjekYff 3.7 6

44 xfficientLkeyLpathwayLminingmLcombiningLnetworksLandLOMIvSLdataaLIntegrativeYBiologyYhUnitedY
KingdomiXL2012XLgXLjhiYig 3.7 38

43 xfficientLalgorithmsLforLextractingLbiologicalLkeyLpathwaysLwithLglobalLconstraintsL2012XL 4
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42 PIPSmLpathogenicityLislandLpredictionLsoftwareaLPLoSYONEXL2012XLjXLefckgk 3.7 56

41 voryneRegNetLiacYYUpdatedLdatabaseLcontentXLnewLanalysisLmethodsLandLnovelLfeaturesLfocusingL
onLcommunityLdemandsaLNucleicYAcidsYResearchXL2012XLgcXLwidcYg 20.1 54

40 IntegratedLsimultaneousLanalysisLofLdifferentLbiomedicalLdataLtypesLwithLexactLweightedLbiYclusterL
editingaLJournalYofYIntegrativeYBioinformaticsXL2012XLlXLhfYij 3.8 2

39 vomputationalLmethodsLforLmetabolomicLdataLanalysisLofLionLmobilityLspectrometryL
dataYreviewingLtheLstateLofLtheLartaLMetabolitesXL2012XLeXLjffYhh 5.6 24

38 IntegratedLsimultaneousLanalysisLofLdifferentLbiomedicalLdataLtypesLwithLexactLweightedLbiYclusterL
editingaLJournalYofYIntegrativeYBioinformaticsXL2012XLlXLdlj 3.8 3

37 RapidLhybridLdeLnovoLassemblyLofLaLmicrobialLgenomeLusingLonlyLshortLreadsmLvorynebacteriumL
pseudotuberculosisLIdlLasLaLcaseLstudyaLJournalYofYMicrobiologicalYMethodsXL2011XLkiXLedkYef 2.8 36

36 xxtensionLandLRobustnessLofLTransitivityLvlusteringLforLProteinâ��ProteinLInteractionLNetworkL
tnalysisaLInternetYMathematicsXL2011XLjXLehhYejf 0 8

35 xvidenceLforLreductiveLgenomeLevolutionLandLlateralLacquisitionLofLvirulenceLfunctionsLinLtwoL
vorynebacteriumLpseudotuberculosisLstrainsaLPLoSYONEXL2011XLiXLedkhhd 3.7 67

34 vomprehensiveLclusterLanalysisLwithLTransitivityLvlusteringaLNatureYProtocolsXL2011XLiXLekhYlh 18.8 44

33 clusterMakermLaLmultiYalgorithmLclusteringLpluginLforLvytoscapeaLBMCYBioinformaticsXL2011XLdeXLgfi 3.6 337

32 tLsingularLvalueLdecompositionLapproachLforLimprovedLtaxonomicLclassificationLofLbiologicalL
sequencesaLBMCYGenomicsXL2011XLdeLSupplLgXLSdd 4.5 3

31 RhizoRegNetYYaLdatabaseLofLrhizobialLtranscriptionLfactorsLandLregulatoryLnetworksaLJournalYofY
BiotechnologyXL2011XLdhhXLdejYfg 3.7 11

30 KeyPathwayMinermLwetectingLvaseYSpecificLuiologicalLPathwaysLUsingLxxpressionLwataaLInternetY
MathematicsXL2011XLjXLellYfdf 0 38

29 PartitioningLbiologicalLdataLwithLtransitivityLclusteringaLNatureYMethodsXL2010XLjXLgdlYec 21.6 73

28 OnLtheLpowerLandLlimitsLofLevolutionaryLconservationYYunravelingLbacterialLgeneLregulatoryL
networksaLNucleicYAcidsYResearchXL2010XLfkXLjkjjYkg 20.1 23

27 tlttnalyzeLandLwomainzraphmLanalyzingLandLvisualizingLexonLexpressionLdataaLNucleicYAcidsY
ResearchXL2010XLfkXLWjhhYie 20.1 217

26 xfficientLOnlineLTranscriptionLyactorLuindingLSiteLtdjustmentLbyLIntegratingLTransitiveLzraphL
ProjectionLwithLMoRtineLeacaLJournalYofYIntegrativeYBioinformaticsXL2010XLjXL 3.8 1

25
yromLvorynebacteriumLglutamicumLtoLMycobacteriumLtuberculosisYYtowardsLtransfersLofLgeneL
regulatoryLnetworksLandLintegratedLdataLanalysesLwithLMycoRegNetaLNucleicYAcidsYResearchXL2009XL
fjXLelj

20.1 37

(2009-2012)
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24 ReliableLtransferLofLtranscriptionalLgeneLregulatoryLnetworksLbetweenLtaxonomicallyLrelatedL
organismsaLBMCYSystemsYBiologyXL2009XLfXLk 3.5 22

23 IntegratedLanalysisLandLreconstructionLofLmicrobialLtranscriptionalLgeneLregulatoryLnetworksLusingL
voryneRegNetaLNatureYProtocolsXL2009XLgXLlleYdcch 18.8 36

22 MotiftdjustermLaLtoolLforLcomputationalLreassessmentLofLtranscriptionLfactorLbindingLsiteL
annotationsaLGenomeYBiologyXL2009XLdcXLRgi 18.3 2

21 TowardsLtheLintegratedLanalysisXLvisualizationLandLreconstructionLofLmicrobialLgeneLregulatoryL
networksaLBriefingsYinYBioinformaticsXL2009XLdcXLjhYkf 13.4 18

20 LinkingLvytoscapeLandLtheLcorynebacterialLreferenceLdatabaseLvoryneRegNetaLBMCYGenomicsXL2008
XLlXLdkg 4.5 28

19
TheLzlxRLregulonLofLtheLaminoLacidLproducerLvorynebacteriumLglutamicummLinLsilicoLandLinLvitroL
detectionLofLwNtLbindingLsitesLofLaLglobalLtranscriptionLregulatoraLJournalYofYBiotechnologyXL2008XL
dfhXLfgcYhc

3.7 84

18 MoRtineLYLtLwebLserverLforLfastLcomputationalLtranscriptionLfactorLbindingLmotifLreYannotationaL
JournalYofYIntegrativeYBioinformaticsXL2008XLhXL 3.8 5

17 MoRtineYYaLwebLserverLforLfastLcomputationalLtranscriptionLfactorLbindingLmotifLreYannotationaL
JournalYofYIntegrativeYBioinformaticsXL2008XLhXL 3.8 5

16 IMSeLâ��LtnLintegratedLmedicalLsoftwareLsystemLforLearlyLlungLcancerLdetectionLusingLionLmobilityL
spectrometryLdataLofLhumanLbreathaLJournalYofYIntegrativeYBioinformaticsXL2007XLgXLdkiYdlj 3.8 18

15 voryneventerLYLanLonlineLresourceLforLtheLintegratedLanalysisLofLcorynebacterialLgenomeLandL
transcriptomeLdataaLBMCYSystemsYBiologyXL2007XLdXLhh 3.5 10

14 LargeLscaleLclusteringLofLproteinLsequencesLwithLyORvxLYtLlayoutLbasedLheuristicLforLweightedL
clusterLeditingaLBMCYBioinformaticsXL2007XLkXLfli 3.6 48

13 voryneRegNetLgacLYLtLreferenceLdatabaseLforLcorynebacterialLgeneLregulatoryLnetworksaLBMCY
BioinformaticsXL2007XLkXLgel 3.6 56

12 voryneRegNetLfacYYanLinteractiveLsystemsLbiologyLplatformLforLtheLanalysisLofLgeneLregulatoryL
networksLinLcorynebacteriaLandLxscherichiaLcoliaLJournalYofYBiotechnologyXL2007XLdelXLejlYkl 3.7 28

11 xXtvTLtNwL–xURISTIvLtLzORIT–MSLyORLWxIz–TxwLvLUSTxRLxwITINzL2007XL 33

10 xxactLandLheuristicLalgorithmsLforLweightedLclusterLeditingaLComputationalYSystemsYBioinformaticsYoY
LifeYSciencesYSocietyYComputationalYSystemsYBioinformaticsYConferenceXL2007XLiXLfldYgcd 11

9 voryneRegNetmLanLontologyYbasedLdataLwarehouseLofLcorynebacterialLtranscriptionLfactorsLandL
regulatoryLnetworksaLBMCYGenomicsXL2006XLjXLeg 4.5 43

8 zraphYbasedLanalysisLandLvisualizationLofLexperimentalLresultsLwithLONwxXaLBioinformaticsXL2006XL
eeXLdfkfYlc 7.2 159

7 voryneRegNetLemLtnLIntegrativeLuioinformaticsLtpproachLforLReconstructionLandLvomparisonLofL
TranscriptionalLRegulatoryLNetworksLinLProkaryotesaLJournalYofYIntegrativeYBioinformaticsXL2006XLfXLdYdf 3.8 8
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6 uivoNmLNetworkYconstrainedLbiclusteringLofLpatientsLandLomicsLdata 1

5 sPLINKmLtLyederatedXLPrivacyYPreservingLToolLasLaLRobustLtlternativeLtoLMetaYtnalysisLinL
zenomeYWideLtssociationLStudies 6

4 vomprehensiveLevaluationLofLcomputationalLcellYtypeLquantificationLmethodsLforLimmunoYoncology 3

3 MSLttlasLYLtLmolecularLmapLofLbrainLlesionLstagesLinLprogressiveLmultipleLsclerosis 1

2 PlateletLexpressionLandLreactivityLafterLuNTdiebeLvaccineLadministration 2

1 NamcomLtLmicrobiomeLexplorer 1
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