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k Paper IF Citations

175 rancerIRisksIpssociatedIWithIandIPathogenicIVariantsWWIJournalgofgClinicalgOncologyUI2022UIyrOaZYaZZa 2.2 7

174 veneticIanalysisIofIaImalignantImeningiomaIandIassociatedImetastasesWWIActagNeurochirurgicaUI2022
UIZ 3 1

173 sifferencesIinIsomaticITPdbImutationItypeIinIbreastItumorsIbyIraceIandIreceptorIstatusWWIBreastg
CancergResearchgandgTreatmentUI2022UIZhaUIebh 4.4 0

172 lossIdrivesIaggressiveItumorIphenotypesIinIcutaneousIsquamousIcellIcarcinomaWWIAmericangJournalg
ofgCancergResearchUI2022UIZaUIZbYhVZbaa 4.4

171 RisksIofIbreastIandIovarianIcancerIforIwomenIharboringIpathogenicImissenseIvariantsIinIqRrpZI
andIqRrpaIcomparedIwithIthoseIharboringIproteinItruncatingIvariantsWWIGeneticsgingMedicineUI2021UI 8.1 2

170 TheIinfluenceIofIsexUIageIandIsunlightIexposureIonImutationalIprocessesIinImelanomaWIBritishg
JournalgofgDermatologyUI2021UIZgcUIZhfVZhg 4

169 βachineIlearningIapproachesIrevealIsubtleIdifferencesIinIbreathingIandIsleepIfragmentationIinI
VderivedIastrocytesIablatedImiceWIJournalgofgNeurophysiologyUI2021UIZadUIZZecVZZfh 3.2 1

168 OncogeneticInetworkIestimationIwithIdisjunctiveIqayesianInetworksWIComputationalgandgSystemsg
OncologyUI2021UIZUIeZYaf 1

167 pssociationIqetweenISmokingIandIβolecularISubtypesIofIrolorectalIrancerWIJNCIgCancergSpectrumUI
2021UIdUIpkabYde 4.6 2

166
TheIpredictiveIabilityIofItheIbZbIvariantVbasedIpolygenicIriskIscoreIforIcontralateralIbreastIcancerI
riskIpredictionIinIwomenIofIturopeanIancestryIwithIaIheterozygousIqRrpZIorIqRrpaIpathogenicI
variantWIGeneticsgingMedicineUI2021UIabUIZfaeVZfbf

8.1 2

165
uunctionalIannotationIofItheIaqbdIbreastIcancerIriskIlocusIimplicatesIaIstructuralIvariantIinI
influencingIactivityIofIaIlongVrangeIenhancerIelementWIAmericangJournalgofgHumangGeneticsUI2021UI
ZYgUIZZhYVZaYb

11 1

164 TheIpWSerec euIandIpWProZYc euImissenseIvariantsIofIPp qaIidentifiedIinIfamilialIpancreaticI
cancerIpatientsIcompromiseItheIsNpIdamageIresponseWIHumangMutationUI2021UIcaUIZdYVZeb 4.7

163 pIcaseVonlyIstudyItoIidentifyIgeneticImodifiersIofIbreastIcancerIriskIforIqRrpZXqRrpaImutationI
carriersWINaturegCommunicationsUI2021UIZaUIZYfg 17.4 4

162 veneticIarchitecturesIofIproximalIandIdistalIcolorectalIcancerIareIpartlyIdistinctWIGutUI2021UIfYUIZbadVZbbc19.2 7

161 plbertIdeIlaIrhapelleIQZhbbVaYaYRWIAmericangJournalgofgHumangGeneticsUI2021UIZYgUIaZcVaZe 11

160 qreastIandIProstateIrancerIRisksIforIβaleIqRrpZIandIqRrpaIPathogenicIVariantIrarriersIUsingI
PolygenicIRiskIScoresWIJournalgofgthegNationalgCancergInstituteUI2021UI 9.7 3

159 PolygenicIRiskIScoresIinIProstateIrancerIRiskIpssessmentIandIScreeningWIUrologicgClinicsgofgNorthg
AmericaUI2021UIcgUIbgfVbhh 2.9 1
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158 xmpactIofIPreviousIveneticIrounselingIandIObjectiveINumeracyIonIpccurateIxnterpretationIofIaI
PharmacogeneticsITestIReportWIPublicgHealthgGenomicsUI2021UIacUIaeVba 1.9 4

157 venomeVwideIassociationIstudyIidentifiesIbaInovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeVspecificIanalysesWINaturegGeneticsUI2020UIdaUIdfaVdgZ 36.3 76

156 βicroRNpItxpressionIProfilingIofIrutaneousISquamousIrellIrarcinomasIprisingIinIsifferentISitesWI
OtolaryngologygugHeadgandgNeckgSurgeryUI2020UIZebUIdbgVdcd 5.5 2

155 βetastaticIbreastIcancerIpatientIperceptionsIofIsomaticItumorIgenomicItestingWIBMCgCancerUI2020UI
aYUIbgh 4.8 2

154 xmplementationIofIvermlineITestingIforIProstateIranceriIPhiladelphiaIProstateIrancerIronsensusI
ronferenceIaYZhWIJournalgofgClinicalgOncologyUI2020UIbgUIafhgVagZZ 2.2 80

153 βaternalIageIatIdeliveryIandIfertilityIofItheInextIgenerationWIPaediatricgandgPerinatalgEpidemiologyUI
2020UIbcUIeahVebe 2.7 2

152
rharacterizationIofItheIrancerISpectrumIinIβenIWithIvermlineIqRrpZIandIqRrpaIPathogenicI
VariantsiIResultsIuromItheIronsortiumIofIxnvestigatorsIofIβodifiersIofIqRrpZXaIQrxβqpRWIJAMAg
OncologyUI2020UIeUIZaZgVZabY

13.4 25

151 TranscriptomeVwideIassociationIstudyIofIbreastIcancerIriskIbyIestrogenVreceptorIstatusWIGeneticg
EpidemiologyUI2020UIccUIccaVceg 2.6 9

150 pssociationIofIvenomicIsomainsIinIandIwithIProstateIrancerIRiskIandIpggressivenessWICancerg
ResearchUI2020UIgYUIeacVebg 10.1 22

149 venomeVwideImetaVanalysisIidentifiesIeightInewIsusceptibilityIlociIforIcutaneousIsquamousIcellI
carcinomaWINaturegCommunicationsUI2020UIZZUIgaY 17.4 13

148 sevelopingIriskIpredictionImodelsIforImelanomaiIbalancingIbetterIpredictiveIvalueIwithIeaseIofI
clinicalIimplementationWIBritishgJournalgofgDermatologyUI2020UIZgaUIZYghVZYhY 4

147 uineVmappingIofIZdYIbreastIcancerIriskIregionsIidentifiesIZhZIlikelyItargetIgenesWINaturegGeneticsUI
2020UIdaUIdeVfb 36.3 56

146 rumulativeIqurdenIofIrolorectalIrancerVpssociatedIveneticIVariantsIxsIβoreIStronglyIpssociatedI
WithItarlyVOnsetIvsI ateVOnsetIrancerWIGastroenterologyUI2020UIZdgUIZafcVZageWeZa 13.3 47

145 SequencingItechnologyIstatusIofIaItestingIinI atinIpmericanIrountriesWINpjgGenomicgMedicineUI2020UI
dUIaa 6.2 0

144 PolygenicIriskIscoresIandIbreastIandIepithelialIovarianIcancerIrisksIforIcarriersIofIqRrpZIandIqRrpaI
pathogenicIvariantsWIGeneticsgingMedicineUI2020UIaaUIZedbVZeee 8.1 34

143 xntakeIofIsietaryIuruitUIVegetablesUIandIuiberIandIRiskIofIrolorectalIrancerIpccordingItoIβolecularI
SubtypesiIpIPooledIpnalysisIofIhIStudiesWICancergResearchUI2020UIgYUIcdfgVcdhY 10.1 8

142 TwoItruncatingIvariantsIinIupNrrIandIbreastIcancerIriskWIScientificgReportsUI2019UIhUIZadac 4.9 2

141 SharedIheritabilityIandIfunctionalIenrichmentIacrossIsixIsolidIcancersWINaturegCommunicationsUI2019
UIZYUIcbZ 17.4 45

(2019-2021)
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140 uVqoxIProteinVβediatedIResistanceItoIPpRPIxnhibitorITherapyWIMoleculargCellUI2019UIfbUIZhdVZhe 17.6 3

139  argeIscaleImultifactorialIlikelihoodIquantitativeIanalysisIofIqRrpZIandIqRrpaIvariantsiIpnI
tNxvβpIresourceItoIsupportIclinicalIvariantIclassificationWIHumangMutationUI2019UIcYUIZddfVZdfg 4.7 52

138 uunctionalI ossIsefinesIaITargetableISubsetIinI eiomyosarcomaWIOncologistUI2019UIacUIhfbVhfh 5.7 23

137 βendelianIrandomisationIstudyIofIheightIandIbodyImassIindexIasImodifiersIofIovarianIcancerIriskIinI
aaUdggIqRrpZIandIqRrpaImutationIcarriersWIBritishgJournalgofgCancerUI2019UIZaZUIZgYVZha 8.7 13

136 qRrpZIandIqRrpaIpathogenicIsequenceIvariantsIinIwomenIofIpfricanIoriginIorIancestryWIHumang
MutationUI2019UIcYUIZfgZVZfhe 4.7 16

135 vermlineIVariantsIxmpactISomaticItventsIduringITumorigenesisWITrendsgingGeneticsUI2019UIbdUIdZdVdae 8.5 16

134 UnderstandingIβutationIrarriersPIPreferencesIforIrommunicationIofIveneticIβodifiersIofIqreastI
rancerIRiskWIJournalgofgHealthgCommunicationUI2019UIacUIbffVbgc 2.5 7

133 venomeVwideIassociationIandItranscriptomeIstudiesIidentifyItargetIgenesIandIriskIlociIforIbreastI
cancerWINaturegCommunicationsUI2019UIZYUIZfcZ 17.4 47

132 veneticITestingItoIvuideIRiskVStratifiedIScreensIforIqreastIrancerWIJournalgofgPersonalizedgMedicineUI
2019UIhUI 3.6 12

131 venomeVwideIassociationIstudiesIandIpolygenicIriskIscoresIforIskinIcanceriIclinicallyIusefulIyetnWI
BritishgJournalgofgDermatologyUI2019UIZgZUIZZceVZZdd 4 24

130
txploringIgeneticIcounselorsPIperceptionsIofIusefulnessIandIintentionsItoIuseIrefinedIriskImodelsI
inIclinicalIcareIbasedIonItheITechnologyIpcceptanceIβodelIQTpβRWIJournalgofgGeneticgCounselingUI
2019UIagUIeecVefa

2.5 2

129
SingleINucleotideIPolymorphismsIinI˛†VraroteneIOxygenaseIZIareIpssociatedIwithIPlasmaI ycopeneI
ResponsesItoIaITomatoVSoyIyuiceIxnterventionIinIβenIwithIProstateIrancerWIJournalgofgNutritionUI
2019UIZchUIbgZVbhf

4.1 20

128 POTZIpathogenicIvariantsiInotIallItelomereIpathwayIgenesIareIequalIinIriskIofIhereditaryIcutaneousI
melanomaWIBritishgJournalgofgDermatologyUI2019UIZgZUIZcVZd 4

127 TheIipWprgedgSItruncatingIvariantIisIassociatedIwithIriskIofItripleVnegativeIbreastIcancerWINpjgBreastg
CancerUI2019UIdUIbg 7.8 12

126 zeratinocyteIrarcinomasiIrurrentIronceptsIandIuutureIResearchIPrioritiesWIClinicalgCancergResearch
UI2019UIadUIabfhVabhZ 12.9 55

125  essonsIlearnedIfromItwoIdecadesIofIqRrpZIandIqRrpaIgeneticItestingiItheIevolutionIofIdataI
sharingIandIvariantIclassificationWIGeneticsgingMedicineUI2019UIaZUIZcfeVZcgY 8.1 2

124 weightIandIqodyIβassIxndexIasIβodifiersIofIqreastIrancerIRiskIinIqRrpZXaIβutationIrarriersiIpI
βendelianIRandomizationIStudyWIJournalgofgthegNationalgCancergInstituteUI2019UIZZZUIbdYVbec 9.7 22

123 siscoveryIofIcommonIandIrareIgeneticIriskIvariantsIforIcolorectalIcancerWINaturegGeneticsUI2019UIdZUIfeVgf36.3 177
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122 PolygenicIriskIscoresIforIprostateIcanceriItestingIconsiderationsWICanadiangJournalgofgUrologyUI2019UI
aeUIZfVZg 0.8 3

121 TheIqRrpaIcWegVfT´ m´ pIvariantIisInotIpathogeniciIpImodelIforIclinicalIcalibrationIofIspliceogenicityWI
HumangMutationUI2018UIbhUIfahVfcZ 4.7 16

120
OperationalizingItheIReciprocalItngagementIβodelIofIveneticIrounselingIPracticeiIaIurameworkI
forItheIScalableIseliveryIofIvenomicIrounselingIandITestingWIJournalgofgGeneticgCounselingUI2018UI
afUIZZZZVZZah

2.5 16

119 rlinicalItestingIofIandIiIaIworldwideIsnapshotIofItechnologicalIpracticesWINpjgGenomicgMedicineUI
2018UIbUIf 6.2 29

118 βutationalIspectrumIinIaIworldwideIstudyIofIahUfYYIfamiliesIwithIqRrpZIorIqRrpaImutationsWI
HumangMutationUI2018UIbhUIdhbVeaY 4.7 138

117
xnvolvementIandIxnfluenceIofIwealthcareIProvidersUIuamilyIβembersUIandIOtherIβutationIrarriersI
inItheIrancerIRiskIβanagementIsecisionVβakingIProcessIofIqRrpZIandIqRrpaIβutationIrarriersWI
JournalgofgGeneticgCounselingUI2018UIafUIZahZVZbYZ

2.5 3

116
TheIcWIdYhevmpIpWprgZehhvlnIQRZehhQRIintermediateIriskIvariantiIbreastIandIovarianIcancerIriskI
estimationIandIrecommendationsIforIclinicalImanagementIfromItheItNxvβpIconsortiumWIJournalgofg
MedicalgGeneticsUI2018UIddUIZdVaY

5.8 36

115 pITranscriptomeVWideIpssociationIStudyIpmongIhfUghgIWomenItoIxdentifyIrandidateI
SusceptibilityIvenesIforItpithelialIOvarianIrancerIRiskWICancergResearchUI2018UIfgUIdcZhVdcbY 10.1 32

114 tarlyIOutcomeIsataIpssessingIUtilityIofIaIPostVTestIvenomicIrounselingIurameworkIforItheI
ScalableIseliveryIofIPrecisionIwealthWIJournalgofgPersonalizedgMedicineUI2018UIgUI 3.6 3

113 pssociationIofIqRrpaIzbbaeSIWithISmallIrellI ungIrancerIandISquamousIrellIrancerIofItheISkinWI
JournalgofgthegNationalgCancergInstituteUI2018UIZZYUIhefVhfc 9.7 16

112 tβRIdocumentationIofIphysicianVpatientIcommunicationIfollowingIgenomicIcounselingIforI
actionableIcomplexIdiseaseIandIpharmacogenomicIresultsWIClinicalgGeneticsUI2017UIhZUIdcdVdde 4 7

111
VariantsIatItheIOrpaXwtRraIlocusIaffectItimeItoIfirstIcutaneousIsquamousIcellIcarcinomaIinIsolidI
organItransplantIrecipientsIcollectedIusingItwoIdifferentIstudyIdesignsWIBritishgJournalgofg
DermatologyUI2017UIZffUIZYeeVZYfb

4 8

110 sifferentialImutationIfrequenciesIinImetastaticIcutaneousIsquamousIcellIcarcinomasIversusI
primaryItumorsWICancerUI2017UIZabUIZZgcVZZhb 6.4 49

109 xdentificationIofIZaInewIsusceptibilityIlociIforIdifferentIhistotypesIofIepithelialIovarianIcancerWI
NaturegGeneticsUI2017UIchUIegYVehZ 36.3 190

108 OutcomesIofIaIRandomizedIrontrolledITrialIofIvenomicIrounselingIforIPatientsIReceivingI
PersonalizedIandIpctionableIromplexIsiseaseIReportsWIJournalgofgGeneticgCounselingUI2017UIaeUIhgYVhhg 2.5 11

107
rounseleesPIPerspectivesIofIvenomicIrounselingIuollowingIOnlineIReceiptIofIβultipleIpctionableI
romplexIsiseaseIandIPharmacogenomicIResultsiIaIQualitativeIResearchIStudyWIJournalgofgGeneticg
CounselingUI2017UIaeUIfbgVfdZ

2.5 11

106 tpidemiologyIofIkeratinocyteIcarcinomasIafterIorganItransplantationWIBritishgJournalgofg
DermatologyUI2017UIZffUIZaYgVZaZe 4 39

105 RiskIpredictionItoolsIforIkeratinocyteIcarcinomaIafterIsolidIorganItransplantationiIaIreviewIofItheI
literatureWIBritishgJournalgofgDermatologyUI2017UIZffUIZaYaVZaYf 4 15

(2017-2019)
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104 xdentificationIofItenIvariantsIassociatedIwithIriskIofIestrogenVreceptorVnegativeIbreastIcancerWI
NaturegGeneticsUI2017UIchUIZfefVZffg 36.3 186

103 PredictionIofIqreastIandIProstateIrancerIRisksIinIβaleIqRrpZIandIqRrpaIβutationIrarriersIUsingI
PolygenicIRiskIScoresWIJournalgofgClinicalgOncologyUI2017UIbdUIaacYVaadY 2.2 101

102 sNpIrepairVrelatedIfunctionalIassaysIforItheIclassificationIofIqRrpZIandIqRrpaIvariantsiIaIcriticalI
reviewIandIneedsIassessmentWIJournalgofgMedicalgGeneticsUI2017UIdcUIfaZVfbZ 5.8 24

101 TheIpathogenesisIofIcutaneousIsquamousIcellIcarcinomaIinIorganItransplantIrecipientsWIBritishg
JournalgofgDermatologyUI2017UIZffUIZaZfVZaac 4 37

100
pssociationIofIbreastIcancerIriskIinIqRrpZIandIqRrpaImutationIcarriersIwithIgeneticIvariantsI
showingIdifferentialIallelicIexpressioniIidentificationIofIaImodifierIofIbreastIcancerIriskIatIlocusI
ZZqaaWbWIBreastgCancergResearchgandgTreatmentUI2017UIZeZUIZZfVZbc

4.4 15

99 xRucIPolymorphismIxsIpssociatedIwithIrutaneousISquamousIrellIrarcinomaIin´ OrganITransplantI
RecipientsiIpIPigmentVxndependentIPhenomenonWIJournalgofgInvestigativegDermatologyUI2017UIZbfUIadZVadb4.3 11

98 pnIintergenicIriskIlocusIcontainingIanIenhancerIdeletionIinIaqbdImodulatesIbreastIcancerIriskIbyI
deregulatingIxvuqPdIexpressionWIHumangMoleculargGeneticsUI2016UIadUIbgebVbgfe 5.6 24

97 xnheritanceIofIdeleteriousImutationsIatIbothIqRrpZIandIqRrpaIinIanIinternationalIsampleIofI
baUahdIwomenWIBreastgCancergResearchUI2016UIZgUIZZa 8.3 25

96 xdentificationIofIfourInovelIsusceptibilityIlociIforIoestrogenIreceptorInegativeIbreastIcancerWINatureg
CommunicationsUI2016UIfUIZZbfd 17.4 64

95 uunctionalImechanismsIunderlyingIpleiotropicIriskIallelesIatItheIZhpZbWZIbreastVovarianIcancerI
susceptibilityIlocusWINaturegCommunicationsUI2016UIfUIZaefd 17.4 53

94 βicroRNpIexpressionIprofilingIinImetastaticIcutaneousIsquamousIcellIcarcinomaWIJournalgofgtheg
EuropeangAcademygofgDermatologygandgVenereologyUI2016UIbYUIZYcbVd 4.6 14

93 qreastIcancerIriskIvariantsIatIeqadIdisplayIdifferentIphenotypeIassociationsIandIregulateItSRZUI
RβNsZIandIrrsrZfYWINaturegGeneticsUI2016UIcgUIbfcVge 36.3 93

92 veneticallyIPredictedIqodyIβassIxndexIandIqreastIrancerIRiskiIβendelianIRandomizationIpnalysesI
ofIsataIfromIZcdUYYYIWomenIofIturopeanIsescentWIPLoSgMedicineUI2016UIZbUIeZYYaZYd 11.6 80

91 uineVScaleIβappingIatIhpaaWaIxdentifiesIrandidateIrausalIVariantsIThatIβodifyIOvarianIrancerIRiskI
inIqRrpZIandIqRrpaIβutationIrarriersWIPLoSgONEUI2016UIZZUIeYZdggYZ 3.7 7

90 uineVscaleImappingIofIgqacIlocusIidentifiesImultipleIindependentIriskIvariantsIforIbreastIcancerWI
InternationalgJournalgofgCancerUI2016UIZbhUIZbYbVZbZf 7.5 26

89 Pp qaUIrwtzaIandIpTβIrareIvariantsIandIcancerIriskiIdataIfromIrOvSWIJournalgofgMedicalgGeneticsUI
2016UIdbUIgYYVgZZ 5.8 121

88 xdentificationIofIindependentIassociationIsignalsIandIputativeIfunctionalIvariantsIforIbreastIcancerI
riskIthroughIfineVscaleImappingIofItheIZapZZIlocusWIBreastgCancergResearchUI2016UIZgUIec 8.3 25

87 VariantsIinIanIwdachIintronicIenhancerIplasmidIimpactITwistZIexpressionIinIvitroWIMammaliang
GenomeUI2016UIafUIhhVZZY 3.2 3
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86 pssociationIofIgeneticIsusceptibilityIvariantsIforItypeIaIdiabetesIwithIbreastIcancerIriskIinIwomenI
ofIturopeanIancestryWICancergCausesgandgControlUI2016UIafUIefhVhb 2.8 15

85 βaleIbreastIcancerIinIqRrpZIandIqRrpaImutationIcarriersiIpathologyIdataIfromItheIronsortiumIofI
xnvestigatorsIofIβodifiersIofIqRrpZXaWIBreastgCancergResearchUI2016UIZgUIZd 8.3 58

84 wighIriskIcutaneousIsquamousIcellIcarcinomaIofItheIheadIandIneckWIWorldgJournalgofg
OtorhinolaryngologygugHeadgandgNeckgSurgeryUI2016UIaUIZbeVZcY 2.6 13

83 xnheritedIvariantsIinItheIinnerIcentromereIproteinIQxNrtNPRIgeneIofItheIchromosomalIpassengerI
complexIcontributeItoItheIsusceptibilityIofItRVnegativeIbreastIcancerWICarcinogenesisUI2015UIbeUIadeVfZ 4.6 12

82 xdentificationIofIsixInewIsusceptibilityIlociIforIinvasiveIepithelialIovarianIcancerWINaturegGeneticsUI
2015UIcfUIZecVfZ 36.3 177

81 venomeVwideIassociationIanalysisIofImoreIthanIZaYUYYYIindividualsIidentifiesIZdInewIsusceptibilityI
lociIforIbreastIcancerWINaturegGeneticsUI2015UIcfUIbfbVgY 36.3 406

80 waploinsufficiencyIforIqRrpZIleadsItoIcellVtypeVspecificIgenomicIinstabilityIandIprematureI
senescenceWINaturegCommunicationsUI2015UIeUIfdYd 17.4 74

79 PolymorphismsIinIaIPutativeItnhancerIatItheIZYqaZWaIqreastIrancerIRiskI ocusIRegulateINRquaI
txpressionWIAmericangJournalgofgHumangGeneticsUI2015UIhfUIaaVbc 11 26

78 pssociationIofItypeIandIlocationIofIqRrpZIandIqRrpaImutationsIwithIriskIofIbreastIandIovarianI
cancerWIJAMAgugJournalgofgthegAmericangMedicalgAssociationUI2015UIbZbUIZbcfVeZ 27.4 286

77  argeVscaleIgenomicIanalysesIlinkIreproductiveIagingItoIhypothalamicIsignalingUIbreastIcancerI
susceptibilityIandIqRrpZVmediatedIsNpIrepairWINaturegGeneticsUI2015UIcfUIZahcVZbYb 36.3 226

76 weightIandIqreastIrancerIRiskiItvidenceIuromIProspectiveIStudiesIandIβendelianIRandomizationWI
JournalgofgthegNationalgCancergInstituteUI2015UIZYfUI 9.7 74

75 uineVscaleImappingIofItheIcqacIlocusIidentifiesItwoIindependentIlociIassociatedIwithIbreastIcancerI
riskWICancergEpidemiologygBiomarkersgandgPreventionUI2015UIacUIZegYVhZ 4 17

74 xdentificationIandIcharacterizationIofInovelIassociationsIinItheIrpSPgXp SarRZaIregionIonI
chromosomeIaIwithIbreastIcancerIriskWIHumangMoleculargGeneticsUI2015UIacUIagdVhg 5.6 35

73 randidateIgeneticImodifiersIforIbreastIandIovarianIcancerIriskIinIqRrpZIandIqRrpaImutationI
carriersWICancergEpidemiologygBiomarkersgandgPreventionUI2015UIacUIbYgVZe 4 20

72 pnIoriginalIphylogeneticIapproachIidentifiedImitochondrialIhaplogroupITZaZIasIinverselyI
associatedIwithIbreastIcancerIriskIinIqRrpaImutationIcarriersWIBreastgCancergResearchUI2015UIZfUIeZ 8.3 16

71 uunctionalIpnalysisIofIqpRsZIβissenseIVariantsIinIwomologyVsirectedIRepairIofIsNpIsoubleI
StrandIqreaksWIHumangMutationUI2015UIbeUIZaYdVZc 4.7 23

70 plleleVspecificIimbalanceImappingIatIhumanIorthologsIofImouseIsusceptibilityItoIcolonIcancerIQSccRI
lociWIInternationalgJournalgofgCancerUI2015UIZbfUIababVbZ 7.5 4

69 pssessingIassociationsIbetweenItheIpURzpVwββRVTPXaVTUqvZIfunctionalImoduleIandIbreastI
cancerIriskIinIqRrpZXaImutationIcarriersWIPLoSgONEUI2015UIZYUIeYZaYYaY 3.7 26

(2015-2016)
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68 PredictionIofIbreastIcancerIriskIbasedIonIprofilingIwithIcommonIgeneticIvariantsWIJournalgofgtheg
NationalgCancergInstituteUI2015UIZYfUI 9.7 324

67 UseIofIWholeIvenomeISequencingIforIsiagnosisIandIsiscoveryIinItheIrancerIveneticsIrlinicWI
EBioMedicineUI2015UIaUIfcVgZ 8.8 43

66 vermlineImutationIinIqRrpZIorIqRrpaIandItenVyearIsurvivalIforIwomenIdiagnosedIwithIepithelialI
ovarianIcancerWIClinicalgCancergResearchUI2015UIaZUIedaVf 12.9 107

65 xnheritedImutationsIinIZfIbreastIcancerIsusceptibilityIgenesIamongIaIlargeItripleVnegativeIbreastI
cancerIcohortIunselectedIforIfamilyIhistoryIofIbreastIcancerWIJournalgofgClinicalgOncologyUI2015UIbbUIbYcVZZ2.2 435

64 uineVmappingIidentifiesItwoIadditionalIbreastIcancerIsusceptibilityIlociIatIhqbZWaWIHumangMolecularg
GeneticsUI2015UIacUIaheeVgc 5.6 36

63 uineVscaleImappingIofItheIdqZZWaIbreastIcancerIlocusIrevealsIatIleastIthreeIindependentIriskI
variantsIregulatingIβpPbzZWIAmericangJournalgofgHumangGeneticsUI2015UIheUIdVaY 11 59

62
pIlargeVscaleIassessmentIofItwoVwayISNPIinteractionsIinIbreastIcancerIsusceptibilityIusingIceUcdYI
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