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qRrpaImutationIcarriersiIresultsIfromItheIronsortiumIofIxnvestigatorsIofIβodifiersIofIqRrpZXaWI
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mutationIcarriersWIHumangMoleculargGeneticsUI2011UIaYUIbbYcVaZ 5.6 62
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130 uineVmappingIofIZdYIbreastIcancerIriskIregionsIidentifiesIZhZIlikelyItargetIgenesWINaturegGeneticsUI
2020UIdaUIdeVfb 36.3 56

129 zeratinocyteIrarcinomasiIrurrentIronceptsIandIuutureIResearchIPrioritiesWIClinicalgCancergResearch
UI2019UIadUIabfhVabhZ 12.9 55

128 uunctionalImechanismsIunderlyingIpleiotropicIriskIallelesIatItheIZhpZbWZIbreastVovarianIcancerI
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127  argeIscaleImultifactorialIlikelihoodIquantitativeIanalysisIofIqRrpZIandIqRrpaIvariantsiIpnI
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126 sifferentialImutationIfrequenciesIinImetastaticIcutaneousIsquamousIcellIcarcinomasIversusI
primaryItumorsWICancerUI2017UIZabUIZZgcVZZhb 6.4 49
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eUIeZYYZZbe 6 31
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βendelianIRandomizationIStudyWIJournalgofgthegNationalgCancergInstituteUI2019UIZZZUIbdYVbec 9.7 22

84 rommonIvariantsIofItheIqRrpZIwildVtypeIalleleImodifyItheIriskIofIbreastIcancerIinIqRrpZImutationI
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76 uineVscaleImappingIofItheIcqacIlocusIidentifiesItwoIindependentIlociIassociatedIwithIbreastIcancerI
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HumangMutationUI2018UIbhUIfahVfcZ 4.7 16

71
OperationalizingItheIReciprocalItngagementIβodelIofIveneticIrounselingIPracticeiIaIurameworkI
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2.5 16

70 pnIoriginalIphylogeneticIapproachIidentifiedImitochondrialIhaplogroupITZaZIasIinverselyI
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68 RiskIpredictionItoolsIforIkeratinocyteIcarcinomaIafterIsolidIorganItransplantationiIaIreviewIofItheI
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