7

papers

7

all docs

1478505

2,943 6
citations h-index
7 7
docs citations times ranked

1720034

g-index

5475

citing authors



ARTICLE IF CITATIONS

The CCPN data model for NMR spectroscopy: Development of a software pipeline. Proteins: Structure,
Function and Bioinformatics, 2005, 59, 687-696.

A framework for scientific data modeling and automated software development. Bioinformatics, 2005, a1 42
21,1678-1684. )

Design of a data model for developing laboratory information management and analysis systems for
protein production. Proteins: Structure, Function and Bioinformatics, 2004, 58, 278-284.

Data Management in Structural Genomics: An Overview. Methods in Molecular Biology, 2008, 426,
49-79. 0.9 26

HalX: an open-source LIMS (Laboratory Information Management System) for small- to large-scale
laboratories. Acta Crystallographica Section D: Biological Crystallography, 2005, 61, 671-678.

The Protein Information Management System (PiMS): a generic tool for any structural biology

research laboratory. Acta Crystallographica Section D: Biological Crystallography, 2011, 67, 249-260. 2.5 18

Pescador: the PEptides in Solution ConformAtion Database: Online Resource. Journal of Biomolecular

NMR, 2002, 23, 85-102.




