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j Paper IF Citations

179 uecipheringLtheLtausalLRelationshipsLsetweenLLowLsackLPainLtomplicationsXLMetabolicLwactorsXL
andLtomorbiditiesZZLJournalloflPainlResearchXL2022XLbfXLcbfYcch 2.9 0

178 UsingLcommonLgeneticLvariantsLtoLfindLdrugsLforLcommonLepilepsiesZZLBrainlCommunicationsXL2021XL
dXLfcabcih 4.5 0

177 SharedLgeneticLbasisLbetweenLgeneticLgeneralizedLepilepsyLandLbackgroundL
electroencephalographicLoscillationsZLEpilepsiaXL2021XLgcXLbfbiYbfch 6.4 1

176 SubYgenicLintoleranceXLtlinVarXLandLtheLepilepsieskLrLwholeYexomeLsequencingLstudyLofLcjXbgfL
individualsZLAmericanlJournalloflHumanlGeneticsXL2021XLbaiXLjgfYjic 11 6

175 RevealingLantibioticLcrossYresistanceLpatternsLinLhospitalizedLpatientsLthroughLsayesianLnetworkL
modellingZLJournalloflAntimicrobiallChemotherapyXL2021XLhgXLcdjYcei 5.1 7

174 ueviationLfromLbaselineLmutationLburdenLprovidesLpowerfulLandLrobustLrareYvariantsLassociationL
testLforLcomplexLdiseasesZZLNucleiclAcidslResearchXL2021XL 20.1 1

173 vpilepsyLsubtypeYspecificLcopyLnumberLburdenLobservedLinLaLgenomeYwideLstudyLofLbhLefiL
subjectsZLBrainXL2020XLbedXLcbagYcbbi 11.2 14

172 SelfYreportedLhearingLlossLquestionsLprovideLaLgoodLmeasureLforLgeneticLstudieskLaLpolygenicLriskL
scoreLanalysisLfromLU’LsiobankZLEuropeanlJournalloflHumanlGeneticsXL2020XLciXLbafgYbagf 5.3 3

171 StatisticalLPowerLandLtheLtlassicalLTwinLuesignZLTwinlResearchlandlHumanlGeneticsXL2020XLcdXLihYij 2.2 0

170 rLrandomLforestYbasedLframeworkLforLgenotypingLandLaccuracyLassessmentLofLcopyLnumberL
variationsZLNARlGenomicslandlBioinformaticsXL2020XLcXLlqaaahb 3.7 4

169 TheLxenesLWeLznheritLandLThoseLWeLuonStkLMaternalLxeneticLNurtureLandLthildLsMzLTrajectoriesZL
BehaviorlGeneticsXL2020XLfaXLdbaYdbj 3.2 4

168 UltraYRareLxeneticLVariationLinLtheLvpilepsieskLrLWholeYvxomeLSequencingLStudyLofLbhXgagL
zndividualsZLAmericanlJournalloflHumanlGeneticsXL2019XLbafXLcghYcic 11 104

167 PolygenicLburdenLinLfocalLandLgeneralizedLepilepsiesZLBrainXL2019XLbecXLdehdYdeib 11.2 38

166 TheLanalysisLofLcausalLrelationshipsLbetweenLbloodLlipidLlevelsLandLsMuZLPLoSlONEXL2019XLbeXLeacbcege 3.7 9

165 PolygenicLriskLscoreLincreasesLschizophreniaLliabilityLthroughLcognitionYrelevantLpathwaysZLBrainXL
2019XLbecXLehbYeif 11.2 42

164 UncoveringLtheLgeneticLlesionsLunderlyingLtheLmostLsevereLformLofLyirschsprungLdiseaseLbyL
wholeYgenomeLsequencingZLEuropeanlJournalloflHumanlGeneticsXL2018XLcgXLibiYicg 5.3 14

163 xeneticLvariationLinLpredictsLphenytoinYinducedLmaculopapularLexanthemaLinLvuropeanYdescentL
patientsZLNeurologyXL2018XLjaXLeddcYedeb 6.5 33
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162 ueLnovoLmutationsLinLtaudalLTypeLyomeoLsoxLtranscriptionLwactorLcLTtuXcULinLpatientsLwithL
persistentLcloacaZLHumanlMolecularlGeneticsXL2018XLchXLdfbYdfi 5.6 4

161 SNPYbasedLyLrLalleleLtaggingXLimputationLandLassociationLwithLantiepilepticLdrugYinducedL
cutaneousLreactionsLinLyongL’ongLyanLthineseZLPharmacogenomicslJournalXL2018XLbiXLdeaYdeg 3.5 5

160 RareLvariantsLandLdeLnovoLvariantsLinLmesialLtemporalLlobeLepilepsyLwithLhippocampalLsclerosisZL
Neurology:lGeneticsXL2018XLeXLecef 3.8 10

159
xeneticLoverlapLbetweenLepilepsyLandLschizophreniakLvvidenceLfromLcrossLphenotypeLanalysisLinL
yongL’ongLthineseLpopulationZLAmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatricl
GeneticsXL2018XLbhhXLigYjc

3.5 3

158 rctionableLsecondaryLfindingsLfromLwholeYgenomeLsequencingLofLjfeLvastLrsiansZLHumanlGeneticsXL
2018XLbdhXLdbYdh 6.3 22

157 xenomeYwideLmegaYanalysisLidentifiesLbgLlociLandLhighlightsLdiverseLbiologicalLmechanismsLinLtheL
commonLepilepsiesZLNaturelCommunicationsXL2018XLjXLfcgj 17.4 169

156 WholeLexomeLsequencingLcoupledLwithLunbiasedLfunctionalLanalysisLrevealsLnewLyirschsprungL
diseaseLgenesZLGenomelBiologyXL2017XLbiXLei 18.3 55

155 rnLvxomeYthipLrssociationLrnalysisLinLthineseLSubjectsLRevealsLaLwunctionalLMissenseLVariantLofL
ThatLRegulatesLwxwcbLLevelsZLDiabetesXL2017XLggXLbhcdYbhci 0.9 8

154 PatientLcomplexityLandLgenotypeYphenotypeLcorrelationsLinLbiliaryLatresiakLaLcrossYsectionalL
analysisZLBMClMedicallGenomicsXL2017XLbaXLcc 3.7 3

153 SharingLofLxenesLandLPathwaysLrcrossLtomplexLPhenotypeskLrLMultilevelLxenomeYWideLrnalysisZL
GeneticsXL2017XLcagXLbgabYbgaj 4 7

152 vxomeLchipLmetaYanalysisLidentifiesLnovelLlociLandLvastLrsianYspecificLcodingLvariantsLthatL
contributeLtoLlipidLlevelsLandLcoronaryLarteryLdiseaseZLNaturelGeneticsXL2017XLejXLbhccYbhda 36.3 83

151 vxomeYchipLassociationLanalysisLrevealsLanLrsianYspecificLmissenseLvariantLinLPrXeLassociatedLwithL
typeLcLdiabetesLinLthineseLindividualsZLDiabetologiaXL2017XLgaXLbahYbbf 10.3 11

150 PolygenicLriskLprofileLscoreLincreasesLschizophreniaLliabilityLmostlyLthroughLcognitionLpathwayskL
mathematicalLcausationLmodelsLwithLpolygenicLriskZLEuropeanlNeuropsychopharmacologyXL2017XLchXLSiifYSiig1.2

149 tontributionLofLxrsRxcLPolymorphismsLtoLRiskLofLvpilepsyLandLwebrileLSeizurekLaLMulticenterL
tohortLStudyLandLMetaYanalysisZLMolecularlNeurobiologyXL2016XLfdXLfefhYgh 6.2 19

148
xenomeYwideLsearchLfollowedLbyLreplicationLrevealsLgeneticLinteractionLofLtuiaLandLrLOXfrPL
associatedLwithLsystemicLlupusLerythematosusLinLrsianLpopulationsZLAnnalsloflthelRheumaticl
DiseasesXL2016XLhfXLijbYi

2.4 19

147 rssociationLofLsuNwLPolymorphismsLwithLtheLRiskLofLvpilepsykLaLMulticenterLStudyZLMolecularl
NeurobiologyXL2016XLfdXLcigjYcihh 6.2 11

146 SacralLagenesiskLaLpilotLwholeLexomeLsequencingLandLcopyLnumberLstudyZLBMClMedicallGeneticsXL
2016XLbhXLji 2.1 9

145 NovelLpreYmRNrLsplicingLofLintronicallyLintegratedLysVLgeneratesLoncogenicLchimeraLinL
hepatocellularLcarcinomaZLJournalloflHepatologyXL2016XLgeXLbcfgYge 13.4 26

(2016-2018)
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144 znterplayLbetweenLSchizophreniaLPolygenicLRiskLScoreLandLthildhoodLrdversityLinL
wirstYPresentationLPsychoticLuisorderkLrLPilotLStudyZLPLoSlONEXL2016XLbbXLeabgddbj 3.7 38

143 LongitudinalLheritabilityLofLchildhoodLaggressionZLAmericanlJournalloflMedicallGeneticslPartlB:l
NeuropsychiatriclGeneticsXL2016XLbhbXLgjhYhah 3.5 68

142 rLMendelianLrandomizationLstudyLofLtestosteroneLandLcognitionLinLmenZLScientificlReportsXL2016XLgXLcbdag4.9 11

141 xeneticLstudyLofLcongenitalLbileYductLdilatationLidentifiesLdeLnovoLandLinheritedLvariantsLinL
functionallyLrelatedLgenesZLBMClMedicallGenomicsXL2016XLjXLhf 3.7 8

140 TwoLsubtypesLofLintervertebralLdiscLdegenerationLdistinguishedLbyLlargeYscaleLpopulationYbasedL
studyZLSpinelJournalXL2016XLbgXLbahjYij 4 24

139 TransYethnicLmetaYanalysisLofLgenomeYwideLassociationLstudiesLforLyirschsprungLdiseaseZLHumanl
MolecularlGeneticsXL2016XLcfXLfcgfYfchf 5.6 23

138 tostLeffectiveLassayLchoiceLforLrareLdiseaseLstudyLdesignsZLOrphanetlJournalloflRarelDiseasesXL2015XL
baXLba 4.2 2

137 thineseLfamilyLwithLdiffuseLoesophagealLleiomyomatosiskLaLnewLtOLerf^tOLergLdeletionLandLaL
caseLofLgonosomalLmosaicismZLBMClMedicallGeneticsXL2015XLbgXLej 2.1 9

136 ReciprocalLcausationLmodelsLofLcognitiveLvsLvolumetricLcerebralLintermediateLphenotypesLforL
schizophreniaLinLaLpanYvuropeanLtwinLcohortZLMolecularlPsychiatryXL2015XLcaXLbdigYjg 15.1 26

135
MetaYanalysisLofLxWrSLonLtwoLthineseLpopulationsLfollowedLbyLreplicationLidentifiesLnovelLgeneticL
variantsLonLtheLXLchromosomeLassociatedLwithLsystemicLlupusLerythematosusZLHumanlMolecularl
GeneticsXL2015XLceXLcheYie

5.6 28

134 vxomeLsequencingLrevealsLaLhighLgeneticLheterogeneityLonLfamilialLyirschsprungLdiseaseZLScientificl
ReportsXL2015XLfXLbgehd 4.9 22

133
xeneYbasedLmetaYanalysisLofLgenomeYwideLassociationLstudyLdataLidentifiesLindependentL
singleYnucleotideLpolymorphismsLinLrNXrgLasLbeingLassociatedLwithLsystemicLlupusLerythematosusL
inLrsianLpopulationsZLArthritislandlRheumatologyXL2015XLghXLcjggYhh

9.5 11

132 MetaYanalysisLofLtwoLthineseLpopulationsLidentifiesLanLautoimmuneLdiseaseLriskLalleleLinLccqbbZcbL
asLassociatedLwithLsystemicLlupusLerythematosusZLArthritislResearchlandlTherapyXL2015XLbhXLgh 5.7 5

131 vxomeYwideLassociationLanalysisLrevealsLnovelLcodingLsequenceLvariantsLassociatedLwithLlipidLtraitsL
inLthineseZLNaturelCommunicationsXL2015XLgXLbacag 17.4 60

130 tommonLvariantsLonLXqciLconferringLriskLofLschizophreniaLinLyanLthineseZLSchizophrenialBulletinXL
2014XLeaXLhhhYig 1.3 40

129 xeneticLdeterminantsLofLcommonLepilepsieskLaLmetaYanalysisLofLgenomeYwideLassociationLstudiesZL
LancetlNeurologyylTheXL2014XLbdXLijdYjad 24.1 194

128 znfluenceLofLrlzheimerSsLdiseaseLgenesLonLcognitiveLdeclinekLtheLxuangzhouLsiobankLtohortLStudyZL
NeurobiologyloflAgingXL2014XLdfXLceccZedYi 5.6 11

127 SleepLdurationLandLmemoryLinLtheLelderlyLthinesekLlongitudinalLanalysisLofLtheLxuangzhouLsiobankL
tohortLStudyZLSleepXL2014XLdhXLbhdhYee 1.1 35

Stacey Cherny

4



126 zdentifyingLgeneYenvironmentLinteractionsLinLschizophreniakLcontemporaryLchallengesLforL
integratedXLlargeYscaleLinvestigationsZLSchizophrenialBulletinXL2014XLeaXLhcjYdg 1.3 186

125 ThreeLSNPsLinLchromosomeLbbqcdZdLareLindependentlyLassociatedLwithLsystemicLlupusL
erythematosusLinLrsiansZLHumanlMolecularlGeneticsXL2014XLcdXLfceYdd 5.6 24

124 TargetedLnextYgenerationLsequencingLonLyirschsprungLdiseasekLaLpilotLstudyLexploitsLuNrLpoolingZL
AnnalsloflHumanlGeneticsXL2014XLhiXLdibYh 2.2 8

123 xenomeYwideLassociationLstudyLinLaLthineseLpopulationLidentifiesLaLsusceptibilityLlocusLforLtypeLcL
diabetesLatLhqdcLnearLPrXeZLDiabetologiaXL2013XLfgXLbcjbYdaf 10.3 85

122 RvTLandLNRxbLinterplayLinLyirschsprungLdiseaseZLHumanlGeneticsXL2013XLbdcXLfjbYgaa 6.3 38

121 tommonLgeneticLvariantsLregulatingLruudLgeneLexpressionLalterLbiliaryLatresiaLriskZLJournallofl
HepatologyXL2013XLfjXLbcifYjb 13.4 53

120 xenomeYwideLcopyLnumberLvariationLstudyLinLanorectalLmalformationsZLHumanlMolecularlGeneticsXL
2013XLccXLgcbYdb 5.6 19

119
MetaYanalysisLfollowedLbyLreplicationLidentifiesLlociLinLorLnearLtu’NbsXLTvTdXLtuiaXLuRrMbXLandL
rRzufsLasLassociatedLwithLsystemicLlupusLerythematosusLinLrsiansZLAmericanlJournalloflHumanl
GeneticsXL2013XLjcXLebYfb

11 144

118 xeneticLrnalysesLofLaLThreeLxenerationLwamilyLSegregatingLyirschsprungLuiseaseLandLzrisL
yeterochromiaZLPLoSlONEXL2013XLiXLegggdb 3.7 11

117 LumbarLdiscLdegenerationLisLlinkedLtoLaLcarbohydrateLsulfotransferaseLdLvariantZLJournalloflClinicall
InvestigationXL2013XLbcdXLejajYbh 15.9 81

116 xeneLnetworkLanalysisLofLcandidateLlociLforLhumanLanorectalLmalformationsZLPLoSlONEXL2013XLiXLegjbec 3.7 13

115 MutationsLinLtheLNRxbLgeneLareLassociatedLwithLyirschsprungLdiseaseZLHumanlGeneticsXL2012XLbdbXLghYhg6.3 45

114 ScreeningLofLtheLRvTLgeneLofLVietnameseLyirschsprungLpatientsLidentifiesLcLnovelLmissenseL
mutationsZLJournalloflPediatriclSurgeryXL2012XLehXLbifjYge 2.6 3

113 yeritabilityLofLhallucinationsLinLadolescentLtwinsZLPsychiatrylResearchXL2012XLbjjXLjiYbab 9.9 23

112 UtilityLofLtheLtrnyYpsbrLintergenicLspacerLregionLandLitsLcombinationsLasLplantLuNrLbarcodeskLaL
metaYanalysisZLPLoSlONEXL2012XLhXLeeiidd 3.7 79

111
vvaluatingLtheLeffectiveLnumbersLofLindependentLtestsLandLsignificantLpYvalueLthresholdsLinL
commercialLgenotypingLarraysLandLpublicLimputationLreferenceLdatasetsZLHumanlGeneticsXL2012XL
bdbXLhehYfg

6.3 434

110 xenomeYwideLcopyLnumberLanalysisLuncoversLaLnewLyStRLgenekLNRxdZLPLoSlGeneticsXL2012XLiXLebaacgih6 46

109 rssociationLofLtucehLwithLsystemicLlupusLerythematosusLinLrsianLpopulationsZLLupusXL2012XLcbXLhfYid 2.6 24

(2012-2014)
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108 TwoYstageLgenomeYwideLassociationLstudyLidentifiesLvariantsLinLtrMSrPbLbLasLsusceptibilityLlociL
forLepilepsyLinLthineseZLHumanlMolecularlGeneticsXL2012XLcbXLbbieYj 5.6 52

107 tYreactiveLproteinLasLaLpredictorLofLhypertensionLinLtheLyongL’ongLtardiovascularLRiskLwactorL
PrevalenceLStudyLTtRzSPSULcohortZLJournalloflHumanlHypertensionXL2012XLcgXLbaiYbg 2.6 29

106 rLgenomeYwideLlinkageLandLassociationLscanLrevealsLnovelLlociLforLhypertensionLandLbloodLpressureL
traitsZLPLoSlONEXL2012XLhXLedbeij 3.7 21

105 zdentificationLofLzxwbXLSLtereXLWWOXXLandLSwMsTbLasLhypertensionLsusceptibilityLgenesLinLyanL
thineseLwithLaLgenomeYwideLgeneYbasedLassociationLstudyZLPLoSlONEXL2012XLhXLedcjah 3.7 38

104 rLgeneticLvariantLinLtheLgeneLencodingLadrenomedullinLpredictsLtheLdevelopmentLofLdysglycemiaL
overLgZeLyearsLinLthineseZLClinicalChimicalActaXL2011XLebcXLdfdYh 6.2 14

103 xammaYglutamylLtransferaseLlevelLpredictsLtheLdevelopmentLofLhypertensionLinLyongL’ongL
thineseZLClinicalChimicalActaXL2011XLebcXLbdcgYdb 6.2 29

102 xeneticLrrchitectureLofLtomplexLuiseasesL2011XLbYbd 2

101 RvTLmutationalLspectrumLinLyirschsprungLdiseasekLevaluationLofLgabLthineseLpatientsZLPLoSlONEXL
2011XLgXLecijig 3.7 21

100 NoLNRxbLVcggLLinLthineseLpatientsLwithLschizophreniaZLPsychiatriclGeneticsXL2011XLcbXLehYj 2.9 2

99 ReplicationLstudyLofLSNPLassociationsLforLcolorectalLcancerLinLyongL’ongLthineseZLBritishlJournallofl
CancerXL2011XLbaeXLdgjYhf 8.7 43

98 TwoLmissenseLvariantsLinLUyRwbsPbLareLindependentlyLassociatedLwithLsystemicLlupusL
erythematosusLinLyongL’ongLthineseZLGeneslandlImmunityXL2011XLbcXLcdbYe 4.4 22

97 tomparisonsLofLsevenLalgorithmsLforLpathwayLanalysisLusingLtheLWTtttLtrohnSsLuiseaseLdatasetZL
BMClResearchlNotesXL2011XLeXLdig 2.3 45

96 RiskLpredictionLofLcomplexLdiseasesLfromLfamilyLhistoryLandLknownLsusceptibilityLlociXLwithL
applicationsLforLcancerLscreeningZLAmericanlJournalloflHumanlGeneticsXL2011XLiiXLfeiYgf 11 53

95 StatisticalLissuesLandLapproachesLinLendophenotypeLresearchZLSciencelBulletinXL2011XLfgXLdeadYdeai 0

94 vvaluatingLtheLheritabilityLexplainedLbyLknownLsusceptibilityLvariantskLaLsurveyLofLtenLcomplexL
diseasesZLGeneticlEpidemiologyXL2011XLdfXLdbaYh 2.6 222

93 yomozygosityLmappingLonLaLsingleLpatientkLidentificationLofLhomozygousLregionsLofLrecentL
commonLancestryLbyLusingLpopulationLdataZLHumanlMutationXL2011XLdcXLdefYfd 4.7 13

92 RelationshipLofLplasmaLinterleukinYgLandLitsLgeneticLvariantsLwithLhypertensionLinLyongL’ongL
thineseZLAmericanlJournalloflHypertensionXL2011XLceXLbddbYh 2.3 18

91 RoleLofLgeneticLvariantsLinLtheLgeneLencodingLlipocalinYcLinLtheLdevelopmentLofLelevatedLbloodL
pressureZLClinicallandlExperimentallHypertensionXL2011XLddXLeieYjb 2.2 7
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90 PlasmaLadrenomedullinLlevelLisLrelatedLtoLaLsingleLnucleotideLpolymorphismLinLtheLadrenomedullinL
geneZLEuropeanlJournalloflEndocrinologyXL2011XLbgfXLfhbYh 6.5 21

89 vLwbLisLassociatedLwithLsystemicLlupusLerythematosusLinLrsianLpopulationsZLHumanlMolecularl
GeneticsXL2011XLcaXLgabYh 5.6 58

88 yedgehog^NotchYinducedLprematureLgliogenesisLrepresentsLaLnewLdiseaseLmechanismLforL
yirschsprungLdiseaseLinLmiceLandLhumansZLJournalloflClinicallInvestigationXL2011XLbcbXLdeghYhi 15.9 60

87 wineLmappingLofLtheLNRxbLyirschsprungSsLdiseaseLlocusZLPLoSlONEXL2011XLgXLebgbib 3.7 27

86 yaplotypeLanalysisLrevealsLaLpossibleLfounderLeffectLofLRvTLmutationLRbbeyLforLyirschsprungSsL
diseaseLinLtheLthineseLpopulationZLPLoSlONEXL2010XLfXLebajbi 3.7 18

85 rLknowledgeYbasedLweightingLframeworkLtoLboostLtheLpowerLofLgenomeYwideLassociationLstudiesZL
PLoSlONEXL2010XLfXLebeeia 3.7 39

84 rLgeneticLvariantLinLtheLgeneLencodingLfibrinogenLbetaLchainLpredictedLdevelopmentLofL
hypertensionLinLthineseLmenZLThrombosislandlHaemostasisXL2010XLbadXLhciYdf 7 5

83 rssociationLofLgeneticLvariantsLinLtheLadiponectinLgeneLwithLadiponectinLlevelLandLhypertensionLinL
yongL’ongLthineseZLEuropeanlJournalloflEndocrinologyXL2010XLbgdXLcfbYh 6.5 62

82 UsingLglycosylatedLhemoglobinLtoLdefineLtheLmetabolicLsyndromeLinLUnitedLStatesLadultsZLDiabetesl
CareXL2010XLddXLbifgYi 14.6 28

81 xenomeYwideLassociationLstudyLidentifiesLaLsusceptibilityLlocusLforLbiliaryLatresiaLonLbaqceZcZL
HumanlMolecularlGeneticsXL2010XLbjXLcjbhYcf 5.6 90

80
zdentificationLofLneuroglycanLtLandLinteractingLpartnersLasLpotentialLsusceptibilityLgenesLforL
schizophreniaLinLaLSouthernLthineseLpopulationZLAmericanlJournalloflMedicallGeneticslPartlB:l
NeuropsychiatriclGeneticsXL2010XLbfdsXLbadYbd

3.5 16

79 zmpairedLintellectLandLmemorykLaLmissingLlinkLbetweenLgeneticLriskLandLschizophreniapZLArchiveslofl
GenerallPsychiatryXL2010XLghXLjafYbd 94

78 rssociationLofL‘rxbLwithLboneLmineralLdensityLandLosteoporoticLfractureskLaLgenomeYwideL
associationLstudyLandLfollowYupLreplicationLstudiesZLAmericanlJournalloflHumanlGeneticsXL2010XLigXLccjYdj11 156

77 wineLmappingLofLtheLjqdbLyirschsprungSsLdiseaseLlocusZLHumanlGeneticsXL2010XLbchXLghfYid 6.3 17

76 vuropeanLboneLmineralLdensityLlociLareLalsoLassociatedLwithLsMuLinLvastYrsianLpopulationsZLPLoSl
ONEXL2010XLfXLebdcbh 3.7 67

75 xenomeYwideLassociationLstudyLidentifiesLNRxbLasLaLsusceptibilityLlocusLforLyirschsprungSsLdiseaseZL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2009XLbagXLcgjeYj 11.5 146

74 vlevatedLplasmaLlevelLofLsolubleLwbbLreceptor^junctionalLadhesionLmoleculeYrLTwbbR^‘rMYrULinL
hypertensionZLAmericanlJournalloflHypertensionXL2009XLccXLfaaYf 2.3 24

73
rLgermlineLmutationLTrddjVULinLthyroidLtranscriptionLfactorYbLTTzTwYb^N’XcZbULinLpatientsLwithL
multinodularLgoiterLandLpapillaryLthyroidLcarcinomaZLJournalloflthelNationallCancerlInstituteXL2009XL
babXLbgcYhf

9.7 88

(2009-2011)
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72 RepeatLinstabilityLinLtheLchYdjLtrxLrangeLofLtheLyuLgeneLinLtheLVenezuelanLkindredskLtounselingL
implicationsZLAmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatriclGeneticsXL2009XLbfasXLecfYj 3.5 25

71 NovelLsibLpairLselectionLstrategyLincreasesLpowerLinLquantitativeLassociationLanalysisZLBehaviorl
GeneticsXL2009XLdjXLfhbYj 3.2 4

70 rpplicationLofLgenomeYwideLSNPLdataLforLuncoveringLpairwiseLrelationshipsLandLquantitativeLtraitL
lociZLGeneticaXL2009XLbdgXLcdhYed 1.5 17

69 uiabetesLprevalenceLandLtherapeuticLtargetLachievementLinLtheLUnitedLStatesXLbjjjLtoLcaagZL
AmericanlJournalloflMedicineXL2009XLbccXLeedYfd 2.4 277

68 QTLLMethodologyLinLsehaviorLxeneticsL2009XLdfYef 0

67 MappingLofLaLyirschsprungSsLdiseaseLlocusLinLdpcbZLEuropeanlJournalloflHumanlGeneticsXL2008XLbgXLiddYea5.3 15

66 xeneticLinfluencesLonLtheLdifferenceLinLvariabilityLofLheightXLweightLandLbodyLmassLindexLbetweenL
taucasianLandLvastLrsianLadolescentLtwinsZLInternationallJournalloflObesityXL2008XLdcXLbeffYgh 5.5 47

65 rssociationLofLwbbLreceptorLgeneLpolymorphismsLwithLcentralLobesityLandLbloodLpressureZLJournall
oflInternallMedicineXL2008XLcgdXLdccYdc 10.8 17

64 OpenrurMkLanLopenLsourceLgenomeYwideLassociationLdataLmanagementLsystemLforLrffymetrixL
SNPLarraysZLBMClGenomicsXL2008XLjXLgdg 4.5 8

63 rssociationLofLaLpolymorphismLinLtheLlipinLbLgeneLwithLsystolicLbloodLpressureLinLmenZLAmericanl
JournalloflHypertensionXL2008XLcbXLfdjYef 2.3 26

62 VarianceLtomponentsLandLRelatedLMethodsLforLMappingLQuantitativeLTraitLLociZLSociologicall
MethodslandlResearchXL2008XLdhXLcchYcfa 2.9 3

61 TiiiULWholeYgenomeLassociationLstudiesLofLcomplexLdiseasesZLOrthopaedicslandlTraumaXL2008XLccXLcfbYcfi 2

60 xenomewideLlinkageLscanLrevealsLnovelLlociLmodifyingLageLofLonsetLofLyuntingtonSsLdiseaseLinLtheL
VenezuelanLyuLkindredsZLGeneticlEpidemiologyXL2008XLdcXLeefYfd 2.6 50

59 MutationalLanalysisLofLSyyLandLxLzdLinLanorectalLmalformationsZLBirthlDefectslResearchlPartlA:l
ClinicallandlMolecularlTeratologyXL2008XLicXLgeeYi 15

58
rLfirstLstageLgenomeYwideLscreenLforLregionsLsharedLidenticalYbyYdescentLinLyutteriteLfamiliesLwithL
multipleLsclerosisZLAmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatriclGeneticsXL2008XL
behsXLeghYhc

3.5 4

57 TheLrelationshipLbetweenLtrxLrepeatLlengthLandLageLofLonsetLdiffersLforLyuntingtonSsLdiseaseL
patientsLwithLjuvenileLonsetLorLadultLonsetZLAnnalsloflHumanlGeneticsXL2007XLhbXLcjfYdab 2.2 89

56 rLgenomeYwideLscanLinLfortyLlargeLpedigreesLwithLmultipleLsclerosisZLJournalloflHumanlGeneticsXL
2007XLfcXLjffYjgc 4.3 28

55 ReplicationLofLtwelveLassociationLstudiesLforLyuntingtonSsLdiseaseLresidualLageLofLonsetLinLlargeL
VenezuelanLkindredsZLJournalloflMedicallGeneticsXL2007XLeeXLeeYfa 5.8 65
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54 yeritabilityLofLlongitudinalLmeasuresLofLbodyLmassLindexLandLlipidLandLlipoproteinLlevelsLinLagingL
twinsZLTwinlResearchlandlHumanlGeneticsXL2007XLbaXLhadYbb 2.2 56

53 rLgenomeYwideLscanLforLlociLinfluencingLadolescentLcannabisLdependenceLsymptomskLevidenceLforL
linkageLonLchromosomesLdLandLjZLDruglandlAlcohollDependenceXL2007XLijXLdeYeb 4.9 39

52 zntroductionLtoLtheLspecialLissuekLhumanLlinkageLstudiesLforLbehavioralLtraitsZLBehaviorlGeneticsXL
2006XLdgXLbYd 3.2 5

51 tholeskyLuecompositionL2005XL 2

50 xenomeYwideLlinkageLanalysisLofLaLcompositeLindexLofLneuroticismLandLmoodYrelatedLscalesLinL
extremeLselectedLsibshipsZLHumanlMolecularlGeneticsXL2004XLbdXLcbhdYic 5.6 90

49 xeneticLandLenvironmentalLcontributionsLtoLgeneralLcognitiveLabilityLthroughLtheLfirstLbgLyearsLofL
lifeZLDevelopmentallPsychologyXL2004XLeaXLiafYbc 3.7 85

48
VenezuelanLkindredsLrevealLthatLgeneticLandLenvironmentalLfactorsLmodulateLyuntingtonSsLdiseaseL
ageLofLonsetZLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2004XL
babXLdejiYfad

11.5 572

47 zntroductionLtoLtheLSpecialLzssueLonLVarianceLtomponentsLMethodsLforLMappingLQuantitativeLTraitL
LociZLBehaviorlGeneticsXL2004XLdeXLbcfYbcg 3.2 6

46 uevelopmentLgeneticLanalysisLofLgeneralLcognitiveLabilityLfromLbLtoLbcLyearsLinLaLsampleLofL
adopteesXLbiologicalLsiblingsXLandLtwinsZLIntelligenceXL2003XLdbXLdbYej 3 41

45 UseLofLmultivariateLlinkageLanalysisLforLdissectionLofLaLcomplexLcognitiveLtraitZLAmericanlJournallofl
HumanlGeneticsXL2003XLhcXLfgbYha 11 110

44 xeneticLPowerLtalculatorkLdesignLofLlinkageLandLassociationLgeneticLmappingLstudiesLofLcomplexL
traitsZLBioinformaticsXL2003XLbjXLbejYfa 7.2 1845

43 SignificantLlinkageLtoLmigraineLwithLauraLonLchromosomeLbbqceZLHumanlMolecularlGeneticsXL2003XL
bcXLcfbbYh 5.6 67

42 uevelopmentalLrnalysisLofLzQL2003XLbdYch 2

41 xeneticLznfluencesLonLTemperamentLinLvarlyLrdolescenceL2003XLbggYbie 4

40 MerlinYYrapidLanalysisLofLdenseLgeneticLmapsLusingLsparseLgeneLflowLtreesZLNaturelGeneticsXL2002XL
daXLjhYbab 36.3 2878

39 OptimalLselectionLstrategiesLforLQTLLmappingLusingLpooledLuNrLsamplesZLEuropeanlJournallofl
HumanlGeneticsXL2002XLbaXLbcfYdc 5.3 36

38 PowerfulLregressionYbasedLquantitativeYtraitLlinkageLanalysisLofLgeneralLpedigreesZLAmericanl
JournalloflHumanlGeneticsXL2002XLhbXLcdiYfd 11 250

37 rssociationLanalysisLinLaLvarianceLcomponentsLframeworkZLGeneticlEpidemiologyXL2001XLcbLSupplLbXLSdebYg2.6 37

(2001-2007)
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36 TheLeffectLofLgenotypeLandLpedigreeLerrorLonLlinkageLanalysiskLanalysisLofLthreeLasthmaLgenomeL
scansZLGeneticlEpidemiologyXL2001XLcbLSupplLbXLSbbhYcc 2.6 17

35 TheLimpactLofLgenotypingLerrorLonLfamilyYbasedLanalysisLofLquantitativeLtraitsZLEuropeanlJournallofl
HumanlGeneticsXL2001XLjXLbdaYe 5.3 112

34 LifeLeventsLandLdepressionLinLaLcommunityLsampleLofLsiblingsZLPsychologicallMedicineXL2001XLdbXLeabYba 6.9 52

33 xRRkLgraphicalLrepresentationLofLrelationshipLerrorsZLBioinformaticsXL2001XLbhXLhecYd 7.2 356

32 uewriesYwulkerLmultipleLregressionLanalysisLofLsibshipLQTLLdatakLaLSrSLmacroZLBioinformaticsXL2001XL
bhXLdhbYc 7.2 15

31 OptimalLsibshipLselectionLforLgenotypingLinLquantitativeLtraitLlocusLlinkageLanalysisZLHumanlHeredity
XL2001XLfcXLbYbd 1.1 25

30 rLpowerfulLandLrapidLapproachLtoLhumanLgenomeLscanningLusingLsmallLquantitiesLofLgenomicLuNrZL
GeneticallResearchXL2001XLhhXLbcjYde 1.1 11

29 xvNvSiSkLcreatingLaLcompositeLindexLofLtheLvulnerabilityLtoLanxietyLandLdepressionLinLaL
communityYbasedLsampleLofLsiblingsZLTwinlResearchlandlHumanlGeneticsXL2000XLdXLdbgYcc 34

28 VarianceYtomponentsLQTLLlinkageLanalysisLofLselectedLandLnonYnormalLsampleskLconditioningLonL
traitLvaluesZLGeneticlEpidemiologyXL2000XLbjLSupplLbXLSccYi 2.6 30

27 PowerLofLlinkageLversusLassociationLanalysisLofLquantitativeLtraitsXLbyLuseLofLvarianceYcomponentsL
modelsXLforLsibshipLdataZLAmericanlJournalloflHumanlGeneticsXL2000XLggXLbgbgYda 11 214

26 ParentLratingsLofLtemperamentLinLtwinskLexplainingLtheLStooLlowSLuZLcorrelationsZLTwinlResearchlandl
HumanlGeneticsXL2000XLdXLcceYdd 48

25 yighYresolutionLmappingLofLquantitativeLtraitLlociLinLoutbredLmiceZLNaturelGeneticsXL1999XLcbXLdafYi 36.3 200

24 uistinguishingLPopulationLStratificationLfromLxenuineLrllelicLvffectsLwithLMxkLrssociationLofLruycL
withLrlcoholLtonsumptionZLBehaviorlGeneticsXL1999XLcjXLcddYced 3.2 23

23 QuantitativeYtraitLlocusLforLspecificLlanguageLandLreadingLdeficitsLonLchromosomeLgpZLAmericanl
JournalloflHumanlGeneticsXL1999XLgeXLbfhYge 11 217

22 tombinedLlinkageLandLassociationLsibYpairLanalysisLforLquantitativeLtraitsZLAmericanlJournallofl
HumanlGeneticsXL1999XLgeXLcfjYgh 11 387

21 zncreaseLinLpowerLthroughLmultivariateLanalysesZLBehaviorlGeneticsXL1998XLciXLdfhYgd 3.2 81

20 vxploringLtheLxeneticLandLvnvironmentalLvtiologyLofLyighLxeneralLtognitiveLrbilityLinLwourteenYLtoL
ThirtyYSixYMonthYOldLTwinsZLChildlDevelopmentXL1998XLgjXLgiYhe 4.9 18

19 vxploringLtheLgeneticLandLenvironmentalLetiologyLofLhighLgeneralLcognitiveLabilityLinLfourteenYLtoL
thirtyYsixYmonthYoldLtwinsZLChildlDevelopmentXL1998XLgjXLgiYhe 4.9 9
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18 vxploringLtheLgeneticLetiologyLofLlowLgeneralLcognitiveLabilityLfromLbeLtoLdgLmonthsZZL
DevelopmentallPsychologyXL1997XLddXLfeeYfei 3.7 22

17 TheLfamilialLaggregationLofLdepressiveLsymptomsXLantisocialLbehaviorXLandLalcoholLabuseZLAmericanl
JournalloflMedicallGeneticslPartlAXL1997XLheXLbidYjb 27

16 vxploringLtheLgeneticLetiologyLofLlowLgeneralLcognitiveLabilityLfromLbeLtoLdgLmonthsZL
DevelopmentallPsychologyXL1997XLddXLfeeYi 3.7 1

15 rnLimprovedLmultipointLsibYpairLanalysisLofLquantitativeLtraitsZLBehaviorlGeneticsXL1996XLcgXLfchYdc 3.2 132

14 xeneticLandLenvironmentalLinfluencesLonLcognitionLduringLchildhoodZLPopulationlResearchlandl
PolicylReviewXL1995XLbeXLcidYdaa 1.6 4

13 LinkageLbetweenLsexualLorientationLandLchromosomeLXqciLinLmalesLbutLnotLinLfemalesZLNaturel
GeneticsXL1995XLbbXLceiYfg 36.3 208

12 LinkageLanalysisLofLaLcommonLoligogenicLdiseaseLusingLselectedLsibLpairsZLGeneticlEpidemiologyXL
1995XLbcXLhebYg 2.6 2

11 MultipointLintervalLmappingLofLquantitativeLtraitLlociXLusingLsibLpairsZLAmericanlJournalloflHumanl
GeneticsXL1995XLfgXLbcceYdd 11 111

10 rLuevelopmentalYxeneticLrnalysisLofLtontinuityLandLthangeLinLtheLsayleyLMentalLuevelopmentL
zndexLfromLbeLtoLceLMonthskLTheLMacrrthurLLongitudinalLTwinLStudyZLPsychologicallScienceXL1994XLfXLdfeYdga7.9 26

9 tontinuityLandLchangeLinLinfantLshynessLfromLbeLtoLcaLmonthsZLBehaviorlGeneticsXL1994XLceXLdgfYhj 3.2 46

8 xeneticLandLenvironmentalLinfluencesLonLearlyLchildhoodLbehaviorZLBehaviorlGeneticsXL1994XLceXLcfYde 3.2 39

7 xenderYcontrolledLmeasuresLofLsociallyLdesirableLrespondingZLJournalloflClinicallPsychologyXL1994XL
faXLhegYfc 2.8 12

6 RapidLassessmentLofLinfantLpredictorsLofLadultLzQkLMidtwin^midparentLanalysesZZLDevelopmentall
PsychologyXL1993XLcjXLedeYeeh 3.7 27

5 rLmaximumYlikelihoodLmodelYfittingLapproachLtoLconductingLaLyaymanLanalysisLofLdiallelLtablesL
withLcompleteLorLmissingLdataZLBehaviorlGeneticsXL1993XLcdXLgjYhg 3.2 2

4 rLwzVvYwrtTORLNUtLvrRLMOuvLLOwLSOtzrLLYLuvSzRrsLvLRvSPONuzNxZLSociallBehaviorlandl
PersonalityXL1992XLcaXLbgdYbjb 1.2 9

3 MultipleLregressionLanalysisLofLtwinLdatakLaLmodelYfittingLapproachZLBehaviorlGeneticsXL1992XLccXLeijYjh 3.2 55

2 uifferentialLheritabilityLacrossLlevelsLofLcognitiveLabilityZLBehaviorlGeneticsXL1992XLccXLbfdYgc 3.2 58

1 ParentLratingsLofLtemperamentLinLtwinskLexplainingLtheLâ��tooLlowâ��LuZLcorrelations 6

(-1997)
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