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k Paper IF Citations

259 qssociationLofLmilkLintakeLwithLhayLfeverXLasthmaXLandLlungLfunctionjLaL×endelianLrandomizationL
analysisZZLEuropeanhJournalhofhEpidemiologyXL2022XLa 12.1 0

258 TheLqrghbsysLPolymorphismLofLtheLProteinLβepmucinLympliesLaLRoleLinLxt L×etabolismZZLJournalhofh
thehEndocrinehSocietyXL2022XLfXLbvac]cd 0.4 0

257 ×ultiYancestryLgeneticLstudyLofLtypeLbLdiabetesLhighlightsLtheLpowerLofLdiverseLpopulationsLforL
discoveryLandLtranslationZZLNaturehGeneticsXL2022XL 36.3 7

256 TheLpowerLofLgeneticLdiversityLinLgenomeYwideLassociationLstudiesLofLlipidsZLNatureXL2021XL 50.4 24

255 teepvakeLelectrocardiogramsLusingLgenerativeLadversarialLnetworksLareLtheLbeginningLofLtheLendL
forLprivacyLissuesLinLmedicineZLScientifichReportsXL2021XLaaXLbahif 4.9 6

254 RecessiveLwenomeYwideL×etaYanalysisLylluminatesLweneticLqrchitectureLofLTypeLbLtiabetesZL
DiabetesXL2021XL 0.9 0

253
 ossLofLvunctionLwlucoseYtependentLynsulinotropicLPolypeptideLReceptorLVariantsLqreLqssociatedL
WithLqlterationsLinLr×yXLroneLStrengthLandLsardiovascularLλutcomesZLFrontiershinhCellhandh
DevelopmentalhBiologyXL2021XLiXLgdif]g

5.7 0

252 βonYlinearLinteractionLbetweenLphysicalLactivityLandLpolygenicLriskLscoreLofLbodyLmassLindexLinL
tanishLandLRussianLpopulationsZLPLoShONEXL2021XLafXLe]behgdh 3.7

251 PhysicalLactivityLattenuatesLpostprandialLhyperglycaemiaLinLhomozygousLTrsatdLlossYofYfunctionL
mutationLcarriersZLDiabetologiaXL2021XLfdXLagieYah]d 10.3 3

250 TheLgeneticLhistoryLofLwreenlandicYuuropeanLcontactZLCurrenthBiologyXL2021XLcaXLbbadYbbaiZed 6.3 1

249 uxplainingLdeepLneuralLnetworksLforLknowledgeLdiscoveryLinLelectrocardiogramLanalysisZLScientifich
ReportsXL2021XLaaXLa]idi 4.9 9

248 vw aLasLaLmodulatorLofLplasmaLtYdimerLlevelsjLuxomeYwideLmarkerLanalysisLofLplasmaLtPqXLPqyYaXL
andLtYdimerZLJournalhofhThrombosishandhHaemostasisXL2021XLaiXLb]aiYb]bh 15.4 1

247 weneticLmarkersLofLabdominalLobesityLandLweightLlossLafterLgastricLbypassLsurgeryZLPLoShONEXL2021
XLafXLe]bebebe 3.7 0

246 TheLtransYancestralLgenomicLarchitectureLofLglycemicLtraitsZLNaturehGeneticsXL2021XLecXLhd]Yhf] 36.3 44

245  ipolysisLdrivesLexpressionLofLtheLconstitutivelyLactiveLreceptorLwPRcLtoLinduceLadiposeL
thermogenesisZLCellXL2021XLahdXLce]bYceahZecc 56.2 23

244 ynsulinLresistanceLgeneticLriskLscoreLandLburdenLofLcoronaryLarteryLdiseaseLinLpatientsLreferredLforL
coronaryLangiographyZLPLoShONEXL2021XLafXLe]bebhee 3.7 0

243 teterminantsLofLpenetranceLandLvariableLexpressivityLinLmonogenicLmetabolicLconditionsLacrossL
ggXahdLexomesZLNaturehCommunicationsXL2021XLabXLce]e 17.4 5
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242 qbdominalLandLgluteofemoralLfatLdepotsLshowLopposingLassociationsLwithLpostprandialLlipemiaZL
AmericanhJournalhofhClinicalhNutritionXL2021XLaadXLadfgYadge 7 2

241 TheLuffectLofL×elatoninLonLyncretinLxormonesjLResultsLvromLuxperimentalLandLRandomizedLslinicalL
StudiesZLJournalhofhClinicalhEndocrinologyhandhMetabolismXL2021XLa]fXLeea]iYeeabc 5.6 0

240 qcuteLmetabolicLeffectsLofLmelatoninYqLrandomizedLcrossoverLstudyLinLhealthyLyoungLmenZLJournalh
ofhPinealhResearchXL2021XLg]XLeabg]f 10.4 7

239 ynvestigatingLtheLcausalLeffectLofLmaternalLvitaminLrabLandLfolateLlevelsLonLoffspringLbirthweightZL
InternationalhJournalhofhEpidemiologyXL2021XLe]XLagiYahi 7.8 1

238 wenomeYWideLqssociationLqnalysisLofLPancreaticLretaYsellLwlucoseLSensitivityZLJournalhofhClinicalh
EndocrinologyhandhMetabolismXL2021XLa]fXLh]Yi] 5.6 2

237 wenomeYwideLassociationLstudyLofLcirculatingLlevelsLofLglucagonLduringLanLoralLglucoseLtoleranceL
testZLBMChMedicalhGenomicsXL2021XLadXLc 3.7 0

236 SkeletalLmuscleLenhancerLinteractionsLidentifyLgenesLcontrollingLwholeYbodyLmetabolismZLNatureh
CommunicationsXL2020XLaaXLbfie 17.4 14

235 TheLderivedLalleleLofLaLnovelLintergenicLvariantLatLchromosomeLaaLassociatesLwithLlowerLbodyLmassL
indexLandLaLfavorableLmetabolicLphenotypeLinLwreenlandersZLPLoShGeneticsXL2020XLafXLea]]hedd 6 1

234 ustimatingLnarrowYsenseLheritabilityLusingLfamilyLdataLfromLadmixedLpopulationsZLHeredityXL2020XL
abdXLgeaYgfb 3.6 1

233 w PYaLReceptorLqgonistLTreatmentLinL×orbidLλbesityLandLTypeLbLtiabetesLtueLtoLPathogenicL
xomozygousL×elanocortinYdLReceptorL×utationjLqLsaseLReportZLCellhReportshMedicineXL2020XLaXLa]]]]f 18 8

232 vUTbYqrλLepistasisLincreasesLtheLriskLofLearlyLchildhoodLasthmaLandLStreptococcusLpneumoniaeL
respiratoryLillnessesZLNaturehCommunicationsXL2020XLaaXLfcih 17.4 4

231 TheLeffectLofLdiabetesLandLtheLcommonLdiabetogenicLTrsatdLpZqrgfhdTerLvariantLonL
cardiovascularLriskLinLynuitLinLwreenlandZLScientifichReportsXL2020XLa]XLbb]ha 4.9 3

230 qbdominalLvisceralLandLsubcutaneousLadiposeLtissueLandLassociationsLwithLcardiometabolicLriskLinL
ynuitXLqfricansLandLuuropeansjLaLcrossYsectionalLstudyZLBMJhOpenXL2020XLa]XLe]ch]ga 3 8

229 TheLPolygenicLandL×onogenicLrasisLofLrloodLTraitsLandLtiseasesZLCellXL2020XLahbXLabadYabcaZeaa 56.2 96

228 βovelLlociLforLchildhoodLbodyLmassLindexLandLsharedLheritabilityLwithLadultLcardiometabolicLtraitsZL
PLoShGeneticsXL2020XLafXLea]]hgah 6 25

227 tiscoveryLofLrareLvariantsLassociatedLwithLbloodLpressureLregulationLthroughLmetaYanalysisLofLaZcL
millionLindividualsZLNaturehGeneticsXL2020XLebXLacadYaccb 36.3 26

226 TransYethnicLandLqncestryYSpecificLrloodYsellLweneticsLinLgdfXffgLyndividualsLfromLeLwlobalL
PopulationsZLCellXL2020XLahbXLaaihYabacZead 56.2 88

225 weneticLStudiesLofL eptinLsoncentrationsLymplicateL eptinLinLtheLRegulationLofLuarlyLqdiposityZL
DiabetesXL2020XLfiXLbh]fYbhah 0.9 10

(2020-2021)
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224 weneticLteterminantsLofLulectrocardiographicLPYWaveLturationLandLRelationLtoLqtrialLvibrillationZL
CirculationhGenomichandhPrecisionhMedicineXL2020XLacXLchgYcie 5.2 4

223 λbesityXLunfavourableLlifestyleLandLgeneticLriskLofLtypeLbLdiabetesjLaLcaseYcohortLstudyZL
DiabetologiaXL2020XLfcXLacbdYaccb 10.3 46

222 qbdominalLadiposityLandLcardiometabolicLriskLfactorsLinLchildrenLandLadolescentsjLaL×endelianL
randomizationLanalysisZLAmericanhJournalhofhClinicalhNutritionXL2019XLaa]XLa]giYa]hg 7 16

221 ScreeningLofLcaLgenesLinvolvedLinLmonogenicLformsLofLobesityLinLbcLPakistaniLprobandsLwithL
earlyYonsetLchildhoodLobesityjLaLcaseLreportZLBMChMedicalhGeneticsXL2019XLb]XLaeb 2.1 0

220 wenomeYwideLassociationLmetaYanalysisLofLc]X]]]LsamplesLidentifiesLsevenLnovelLlociLforL
quantitativeLuswLtraitsZLEuropeanhJournalhofhHumanhGeneticsXL2019XLbgXLiebYifb 5.3 18

219 PolygenicLpredispositionLtoLbreastLcancerLandLtheLriskLofLcoronaryLarteryLdiseaseZLInternationalh
JournalhofhCardiologyXL2019XLbiaXLadeYaea 3.2 0

218 uxomeYterivedLqdiponectinYqssociatedLVariantsLymplicateLλbesityLandL ipidLriologyZLAmericanh
JournalhofhHumanhGeneticsXL2019XLa]eXLaeYbh 11 12

217 uxomeLsequencingLofLb]Xgia´ casesLofLtypeLbLdiabetesLandLbdXdd]´ controlsZLNatureXL2019XLeg]XLgaYgf 50.4 129

216 weneticLteterminantsLofLWeightL ossLqfterLrariatricLSurgeryZLObesityhSurgeryXL2019XLbiXLbeedYbefa 3.7 10

215 ×aternalLandLfetalLgeneticLeffectsLonLbirthLweightLandLtheirLrelevanceLtoLcardioYmetabolicLriskL
factorsZLNaturehGeneticsXL2019XLeaXLh]dYhad 36.3 181

214 TheLuarlyLwrowthLweneticsLTuwwULandLuqrlyLweneticsLandL ifecourseLupidemiologyLTuqw uUL
consortiajLdesignXLresultsLandLfutureLprospectsZLEuropeanhJournalhofhEpidemiologyXL2019XLcdXLbgiYc]] 12.1 18

213 xaploinsufficiencyLofLqRxwqPdbLisLassociatedLwithLhypertensionZLEuropeanhJournalhofhHumanh
GeneticsXL2019XLbgXLabifYac]c 5.3 6

212 tysregulationLofLaLlongLnoncodingLRβqLreducesLleptinLleadingLtoLaLleptinYresponsiveLformLofL
obesityZLNaturehMedicineXL2019XLbeXLe]gYeaf 50.5 49

211 qssociationsLbetweenLbirthLweightLandLglucoseLintoleranceLinLadulthoodLamongLwreenlandicLynuitZL
DiabeteshResearchhandhClinicalhPracticeXL2019XLae]XLabiYacg 7.4 3

210 qssociationLofLgeneticLvariantsLpreviouslyLimplicatedLinLcoronaryLarteryLdiseaseLwithLageLatLonsetLofL
coronaryLarteryLdiseaseLrequiringLrevascularizationsZLPLoShONEXL2019XLadXLe]baafi] 3.7 2

209
weneticLdeterminantsLofLbloodLpressureLtraitsLareLassociatedLwithLcarotidLarterialLthickeningLandL
plaqueLformationLinLpatientsLwithLtypeLbLdiabetesZLDiabeteshandhVascularhDiseasehResearchXL2019XL
afXLacYba

3.3 1

208 yncreasedLfrequencyLofLrareLmissenseLPPPaRcrLvariantsLamongLtanishLpatientsLwithLtypeLbL
diabetesZLPLoShONEXL2019XLadXLe]ba]aad 3.7 6

207 SequencingLrevealsLprotectiveLandLpathogenicLeffectsLonLdevelopmentLofLdiabetesLofLrareLw yScL
variantsZLPLoShONEXL2019XLadXLe]bb]h]e 3.7 2
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206 qLtransYancestralLmetaYanalysisLofLgenomeYwideLassociationLstudiesLrevealsLlociLassociatedLwithL
childhoodLobesityZLHumanhMolecularhGeneticsXL2019XLbhXLccbgYccch 5.6 30

205 weneticLpredispositionLtoLhigherLbodyLfatLyetLlowerLcardiometabolicLriskLinLchildrenLandL
adolescentsZLInternationalhJournalhofhObesityXL2019XLdcXLb]]gYb]af 5.5 5

204 QualityLofLdietaryLfatLandLgeneticLriskLofLtypeLbLdiabetesjLindividualLparticipantLdataLmetaYanalysisZL
BMJwhTheXL2019XLcffXLldbib 5.9 23

203 xumanLpancreaticLisletLthreeYdimensionalLchromatinLarchitectureLprovidesLinsightsLintoLtheL
geneticsLofLtypeLbLdiabetesZLNaturehGeneticsXL2019XLeaXLaacgYaadh 36.3 111

202 uffectsLofLsalciumXL×agnesiumXLandLPotassiumLsoncentrationsLonLVentricularLRepolarizationLinL
UnselectedLyndividualsZLJournalhofhthehAmericanhCollegehofhCardiologyXL2019XLgcXLcaahYcaca 15.1 12

201 PhenomeYwideLassociationLanalysisLofL t YcholesterolLloweringLgeneticLvariantsLinLPsS–iZLBMCh
CardiovascularhDisordersXL2019XLaiXLbd] 2.3 8

200  inkingLglycemicLdysregulationLinLdiabetesLtoLsymptomsXLcomorbiditiesXLandLgeneticsLthroughLuxRL
dataLminingZLELifeXL2019XLhXL 8.9 5

199 ProteinYcodingLvariantsLimplicateLnovelLgenesLrelatedLtoLlipidLhomeostasisLcontributingLtoLbodyYfatL
distributionZLNaturehGeneticsXL2019XLeaXLdebYdfi 36.3 44

198 qssociationLofLalcoholLconsumptionLwithLallergicLdiseaseLandLasthmajLaLmultiYcentreL×endelianL
randomizationLanalysisZLAddictionXL2019XLaadXLbafYbbe 4.6 7

197 qLnovelLrareLsUrβLvariantLandLthreeLadditionalLgenesLidentifiedLinLuuropeansLwithLandLwithoutL
diabetesjLresultsLfromLanLexomeYwideLassociationLstudyLofLalbuminuriaZLDiabetologiaXL2019XLfbXLbibYc]e 10.3 17

196 qssociationsLofL×itochondrialLandLβuclearL×itochondrialLVariantsLandLwenesLwithLSevenL×etabolicL
TraitsZLAmericanhJournalhofhHumanhGeneticsXL2019XLa]dXLaabYach 11 54

195 weneticLqspectsLofLβonYalcoholicLvattyL iverLtiseaseLTβqv tUL2019XLaieYb]f 1

194 qtq×TSiLRegulatesLSkeletalL×uscleLynsulinLSensitivityLThroughLuxtracellularL×atrixLqlterationsZL
DiabetesXL2019XLfhXLe]bYead 0.9 11

193 weneticLarchitectureLofLobesityLandLrelatedLmetabolicLtraitsYrecentLinsightsLfromLisolatedL
populationsZLCurrenthOpinionhinhGeneticshandhDevelopmentXL2018XLe]XLgdYgh 4.9 3

192 weneticLdeterminantsLofLglycatedLhemoglobinLlevelsLinLtheLwreenlandicLynuitLpopulationZLEuropeanh
JournalhofhHumanhGeneticsXL2018XLbfXLhfhYhge 5.3 3

191 RefiningLtheLaccuracyLofLvalidatedLtargetLidentificationLthroughLcodingLvariantLfineYmappingLinLtypeL
bLdiabetesZLNaturehGeneticsXL2018XLe]XLeeiYega 36.3 221

190 qLsommonLqlleleLinLvwvbaLqssociatedLwithLSugarLyntakeLysLqssociatedLwithLrodyLShapeXL owerL
TotalLrodyYvatLPercentageXLandLxigherLrloodLPressureZLCellhReportsXL2018XLbcXLcbgYccf 10.6 48

189 ProspectiveLStudiesLuxploringLtheLPossibleLympactLofLanLytcLPolymorphismLonLshangesLinLλbesityL
×easuresZLObesityXL2018XLbfXLgdgYged 8 1

(2018-2019)
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188 ReYanalysisLofLpublicLgeneticLdataLrevealsLaLrareLXYchromosomalLvariantLassociatedLwithLtypeLbL
diabetesZLNaturehCommunicationsXL2018XLiXLcba 17.4 50

187
qssociationsLofLgeneticLdeterminantsLofLserumLvitaminLrabLandLfolateLconcentrationsLwithLhayL
feverLandLasthmajLaL×endelianLrandomizationLmetaYanalysisZLEuropeanhJournalhofhClinicalhNutritionXL
2018XLgbXLbfdYbga

5.2 6

186  ossYofYfunctionLvariantsLinLqtsYcLincreaseLriskLofLobesityLandLtypeLbLdiabetesZLNaturehGeneticsXL
2018XLe]XLagbYagd 36.3 97

185 qLwenomeYWideLqssociationLStudyLofLtiabeticL–idneyLtiseaseLinLSubjectsLWithLTypeLbLtiabetesZL
DiabetesXL2018XLfgXLadadYadbg 0.9 71

184 ustimatingLtheLcausalLeffectLofLbodyLmassLindexLonLhayLfeverXLasthmaLandLlungLfunctionLusingL
×endelianLrandomizationZLAllergy:hEuropeanhJournalhofhAllergyhandhClinicalhImmunologyXL2018XLgcXLaecYafd9.3 28

183 ydentificationLofLnovelLhighYimpactLrecessivelyLinheritedLtypeLbLdiabetesLriskLvariantsLinLtheL
wreenlandicLpopulationZLDiabetologiaXL2018XLfaXLb]]eYb]ae 10.3 11

182 uxomeYchipLmetaYanalysisLidentifiesLnovelLlociLassociatedLwithLcardiacLconductionXLincludingL
qtq×TSfZLGenomehBiologyXL2018XLaiXLhg 18.3 25

181
sommonLvariantsLinLtheLhuRwLT–sβxbULvoltageYgatedLpotassiumLchannelLareLassociatedLwithL
alteredLfastingLandLglucoseYstimulatedLplasmaLincretinLandLglucagonLresponsesZLBMChGeneticsXL
2018XLaiXLae

2.6 8

180 ×etaYanalysisLofLexomeLarrayLdataLidentifiesLsixLnovelLgeneticLlociLforLlungLfunctionZLWellcomehOpenh
ResearchXL2018XLcXLd 4.8 16

179 ProteinYalteringLvariantsLassociatedLwithLbodyLmassLindexLimplicateLpathwaysLthatLcontrolLenergyL
intakeLandLexpenditureLinLobesityZLNaturehGeneticsXL2018XLe]XLbfYda 36.3 186

178 weneticLriskLscoresLforLbodyLfatLdistributionLattenuateLweightLlossLinLwomenLduringLdietaryL
interventionZLInternationalhJournalhofhObesityXL2018XLdbXLcg]Ycge 5.5 12

177 ydentificationLofLnovelL uPRLmutationsLinLPakistaniLfamiliesLwithLmorbidLchildhoodLobesityZLBMCh
MedicalhGeneticsXL2018XLaiXLaii 2.1 4

176 weneticLSusceptibilityLforLshildhoodLr×yLhasLnoLympactLonLWeightL ossLvollowingL ifestyleL
ynterventionLinLtanishLshildrenZLObesityXL2018XLbfXLaiaeYaibb 8 7

175 xypertensionLgeneticLriskLscoreLisLassociatedLwithLburdenLofLcoronaryLheartLdiseaseLamongL
patientsLreferredLforLcoronaryLangiographyZLPLoShONEXL2018XLacXLe]b]hfde 3.7 6

174 vineYmappingLtypeLbLdiabetesLlociLtoLsingleYvariantLresolutionLusingLhighYdensityLimputationLandL
isletYspecificLepigenomeLmapsZLNaturehGeneticsXL2018XLe]XLae]eYaeac 36.3 675

173 virstLwenomeYWideLqssociationLStudyLofL atentLqutoimmuneLtiabetesLinLqdultsLRevealsLβovelL
ynsightsL inkingLymmuneLandL×etabolicLtiabetesZLDiabeteshCareXL2018XLdaXLbcifYbd]c 14.6 57

172 uxomeshipYWideLqnalysisLofLieLfbfLyndividualsLydentifiesLa]LβovelL ociLqssociatedLWithLQTLandLzTL
yntervalsZLCirculationhGenomichandhPrecisionhMedicineXL2018XLaaXLe]]ageh 5.2 14

171 wenomeYwideLanalysesLidentifyLaLroleLforLS sagqdLandLqqtqTLinLthyroidLhormoneLregulationZL
NaturehCommunicationsXL2018XLiXLddee 17.4 75
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170 sommonLandLRareLsodingLweneticLVariationLUnderlyingLtheLulectrocardiographicLPRLyntervalZL
CirculationhGenomichandhPrecisionhMedicineXL2018XLaaXLe]]b]cg 5.2 11

169 sardiolipinLSynthesisLinLrrownLandLreigeLvatL×itochondriaLysLussentialLforLSystemicLunergyL
xomeostasisZLCellhMetabolismXL2018XLbhXLaeiYagdZeaa 24.6 67

168
qnLadultYbasedLinsulinLresistanceLgeneticLriskLscoreLassociatesLwithLinsulinLresistanceXLmetabolicL
traitsLandLalteredLfatLdistributionLinLtanishLchildrenLandLadolescentsLwhoLareLoverweightLorLobeseZL
DiabetologiaXL2018XLfaXLagfiYaggi

10.3 8

167 weneticLVariationsLinLtheLxumanLwLProteinYcoupledLReceptorLslassLsXLwroupLfXL×emberLqLTwPRsfqUL
sontrolLsellLSurfaceLuxpressionLandLvunctionZLJournalhofhBiologicalhChemistryXL2017XLbibXLaebdYaecd 5.4 16

166 RareLandLlowYfrequencyLcodingLvariantsLalterLhumanLadultLheightZLNatureXL2017XLedbXLahfYai] 50.4 412

165 weneticLevidenceLofLaLcausalLeffectLofLinsulinLresistanceLonLbranchedYchainLaminoLacidLlevelsZL
DiabetologiaXL2017XLf]XLhgcYhgh 10.3 79

164 tiscoveryLofLnovelLheartLrateYassociatedLlociLusingLtheLuxomeLshipZLHumanhMolecularhGeneticsXL2017
XLbfXLbcdfYbcfc 5.6 17

163 SelectionLinLuuropeansLonLvattyLqcidLtesaturasesLqssociatedLwithLtietaryLshangesZLMolecularh
BiologyhandhEvolutionXL2017XLcdXLac]gYacah 8.3 50

162 sarriersLofLaLenhancerLpolymorphismLselectivelyLbindingLsxλP[ttyTcLareLpredisposedLtoLincreasedL
circulatingLlevelsLofLthyroidYstimulatingLhormoneZLJournalhofhMedicalhGeneticsXL2017XLedXLaffYage 5.8 8

161 qLwenomeYWideLqssociationLStudyLofLyVwTTYrasedL×easuresLofLvirstYPhaseLynsulinLSecretionL
RefinesLtheLUnderlyingLPhysiologyLofLTypeLbLtiabetesLVariantsZLDiabetesXL2017XLffXLbbifYbc]i 0.9 69

160 vwvbaLysLaLSugarYynducedLxormoneLqssociatedLwithLSweetLyntakeLandLPreferenceLinLxumansZLCellh
MetabolismXL2017XLbeXLa]deYa]ecZef 24.6 123

159 wenomeYwideLmetaYanalysisLofLbdaXbehLadultsLaccountingLforLsmokingLbehaviourLidentifiesLnovelL
lociLforLobesityLtraitsZLNaturehCommunicationsXL2017XLhXLadigg 17.4 105

158 TheLuffectLofLanLuxtremeLandLProlongedLPopulationLrottleneckLonLPatternsLofLteleteriousL
VariationjLynsightsLfromLtheLwreenlandicLynuitZLGeneticsXL2017XLb]eXLghgYh]a 4 31

157 PsS–iLgeneticLvariantsLandLriskLofLtypeLbLdiabetesjLaLmendelianLrandomisationLstudyZLLanceth
DiabeteshandhEndocrinologywtheXL2017XLeXLigYa]e 18.1 225

156 qnLuxpandedLwenomeYWideLqssociationLStudyLofLTypeLbLtiabetesLinLuuropeansZLDiabetesXL2017XLffXLbhhhYbi]b0.9 414

155 qL owYvrequencyLynactivatingLVariantLunrichedLinLtheLvinnishLPopulationLysLqssociatedLWithLvastingL
ynsulinL evelsLandLTypeLbLtiabetesLRiskZLDiabetesXL2017XLffXLb]aiYb]cb 0.9 29

154 andL ociLydentifiedLthroughL argeYScaleLuxomeLshipLqnalysisLRegulateL–idneyLtevelopmentLandL
vunctionZLJournalhofhthehAmericanhSocietyhofhNephrology:hJASNXL2017XLbhXLihaYiid 12.7 30

153 weneticLdeterminantsLofLserumLvitaminLrabLandLtheirLrelationLtoLbodyLmassLindexZLEuropeanhJournalh
ofhEpidemiologyXL2017XLcbXLabeYacd 12.1 22

(2017-2018)
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152 uxomeYwideLassociationLstudyLofLplasmaLlipidsLinLnc]]X]]]LindividualsZLNaturehGeneticsXL2017XLdiXLagehYagff36.3 310

151 βewLrloodLPressureYqssociatedL ociLydentifiedLinL×etaYqnalysesLofLdgeL]]]LyndividualsZLCirculation:h
CardiovascularhGeneticsXL2017XLa]XL 33

150 UrinaryLmetabolomicsLrevealsLglycemicLandLcoffeeLassociatedLsignaturesLofLthyroidLfunctionLinLtwoL
populationYbasedLcohortsZLPLoShONEXL2017XLabXLe]agc]gh 3.7 15

149 sausalLrelationshipLbetweenLobesityLandLserumLtestosteroneLstatusLinLmenjLqLbiYdirectionalL
mendelianLrandomizationLanalysisZLPLoShONEXL2017XLabXLe]agfbgg 3.7 47

148 qLfunctionalLyvβY˛»dYgeneratingLtβqLpolymorphismLcouldLprotectLolderLasthmaticLwomenLfromL
aeroallergenLsensitizationLandLassociateLwithLclinicalLfeaturesLofLasthmaZLScientifichReportsXL2017XLgXLa]e]]4.9 5

147  argeYscaleLwWqSLidentifiesLmultipleLlociLforLhandLgripLstrengthLprovidingLbiologicalLinsightsLintoL
muscularLfitnessZLNaturehCommunicationsXL2017XLhXLaf]ae 17.4 80

146 ynvestigatingLtheLcausalLeffectLofLsmokingLonLhayLfeverLandLasthmajLaL×endelianLrandomizationL
metaYanalysisLinLtheLsqRTqLconsortiumZLScientifichReportsXL2017XLgXLbbbd 4.9 24

145
qssociationLstudiesLofLgeneticLscoresLofLserumLvitaminLrabLandLfolateLlevelsLwithLsymptomsLofL
depressionLandLanxietyLinLtwoLdanishLpopulationLstudiesZLEuropeanhJournalhofhClinicalhNutritionXL
2017XLgaXLa]edYa]f]

5.2 5

144
βumerousLrrugadaLsyndromeYassociatedLgeneticLvariantsLhaveLnoLeffectLonLzYpointLelevationXL
syncopeLsusceptibilityXLmalignantLcardiacLarrhythmiaXLandLallYcauseLmortalityZLGeneticshinhMedicineXL
2017XLaiXLebaYebh

8.1 20

143 SequenceLdataLandLassociationLstatisticsLfromLabXid]LtypeLbLdiabetesLcasesLandLcontrolsZLScientifich
DataXL2017XLdXLag]agi 8.2 22

142 xighLPrevalenceLofLtiabetesYPredisposingLVariantsLinL×λtYLwenesLqmongLtanishLWomenLWithL
westationalLtiabetesL×ellitusZLJournalhofhthehEndocrinehSocietyXL2017XLaXLfhaYfi] 0.4 23

141 wenomeYwideLphysicalLactivityLinteractionsLinLadiposityLYLqLmetaYanalysisLofLb]]XdebLadultsZLPLoSh
GeneticsXL2017XLacXLea]]febh 6 103

140 qLgenomeYwideLassociationLstudyLofLthyroidLstimulatingLhormoneLandLfreeLthyroxineLinLtanishL
childrenLandLadolescentsZLPLoShONEXL2017XLabXLe]agdb]d 3.7 14

139 weneticLinvestigationsLofLsuddenLunexpectedLdeathsLinLinfancyLusingLnextYgenerationLsequencingL
ofLa]]LgenesLassociatedLwithLcardiacLdiseasesZLEuropeanhJournalhofhHumanhGeneticsXL2016XLbdXLhagYbb 5.3 44

138 TheLassociationLbetweenLcandidateLmigraineLsusceptibilityLlociLandLsevereLmigraineLphenotypeLinLaL
clinicalLsampleZLCephalalgiaXL2016XLcfXLfaeYbc 6.1 18

137 qLprincipalLcomponentLmetaYanalysisLonLmultipleLanthropometricLtraitsLidentifiesLnovelLlociLforL
bodyLshapeZLNaturehCommunicationsXL2016XLgXLacceg 17.4 46

136 TransYancestryLmetaYanalysesLidentifyLrareLandLcommonLvariantsLassociatedLwithLbloodLpressureL
andLhypertensionZLNaturehGeneticsXL2016XLdhXLaaeaYaafa 36.3 181

135 wenomeYWideLqssociationLStudyLofLtheL×odifiedLStumvollLynsulinLSensitivityLyndexLydentifiesLrs bL
andLvq×aiqbLasLβovelLynsulinLSensitivityL ociZLDiabetesXL2016XLfeXLcb]]Yaa 0.9 47
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134 qLgenomicLapproachLtoLtherapeuticLtargetLvalidationLidentifiesLaLglucoseYloweringLw PaRLvariantL
protectiveLforLcoronaryLheartLdiseaseZLSciencehTranslationalhMedicineXL2016XLhXLcdaragf 17.5 77

133 yncreasingLinsulinLresistanceLaccentuatesLtheLeffectLofLtriglycerideYassociatedLlociLonLserumL
triglyceridesLduringLeLyearsZLJournalhofhLipidhResearchXL2016XLegXLbaicYbaii 6.3 2

132 wenomeYwideLassociationLstudiesLinLtheLzapaneseLpopulationLidentifyLsevenLnovelLlociLforLtypeLbL
diabetesZLNaturehCommunicationsXL2016XLgXLa]eca 17.4 99

131 βewLlociLforLbodyLfatLpercentageLrevealLlinkLbetweenLadiposityLandLcardiometabolicLdiseaseLriskZL
NaturehCommunicationsXL2016XLgXLa]die 17.4 180

130 wenomeYwideLmetaYanalysisLuncoversLnovelLlociLinfluencingLcirculatingLleptinLlevelsZLNatureh
CommunicationsXL2016XLgXLa]did 17.4 107

129
×endelianLrandomisationLstudyLofLtheLassociationsLofLvitaminLrabLandLfolateLgeneticLriskLscoresL
withLbloodLpressureLandLfastingLserumLlipidLlevelsLinLthreeLtanishLpopulationYbasedLstudiesZL
EuropeanhJournalhofhClinicalhNutritionXL2016XLg]XLfacYi

5.2 3

128 wenomeYwideLassociationLanalysisLidentifiesLthreeLnewLsusceptibilityLlociLforLchildhoodLbodyLmassL
indexZLHumanhMolecularhGeneticsXL2016XLbeXLchiYd]c 5.6 202

127 ydentificationLofLβovelLweneticLteterminantsLofLurythrocyteL×embraneLvattyLqcidLsompositionL
amongLwreenlandersZLPLoShGeneticsXL2016XLabXLea]]faai 6 16

126 weneticLsorrelationLbetweenLrodyLvatLPercentageLandLsardiorespiratoryLvitnessLSuggestsL
sommonLweneticLutiologyZLPLoShONEXL2016XLaaXLe]affgch 3.7 8

125 TheLgeneticLarchitectureLofLtypeLbLdiabetesZLNatureXL2016XLecfXLdaYdg 50.4 704

124 ×etaYanalysisLofLrareLandLcommonLexomeLchipLvariantsLidentifiesLSaPRdLandLotherLlociLinfluencingL
bloodLcellLtraitsZLNaturehGeneticsXL2016XLdhXLhfgYgf 36.3 34

123 uxomeLwenotypingLydentifiesLPleiotropicLVariantsLqssociatedLwithLRedLrloodLsellLTraitsZLAmericanh
JournalhofhHumanhGeneticsXL2016XLiiXLhYba 11 47

122 weneticLriskLscoresLlinkLbodyLfatLdistributionLwithLspecificLcardiometabolicLprofilesZLObesityXL2016XL
bdXLagghYhe 8 2

121 vunctionalLandLgeneticLepidemiologicalLcharacterisationLofLtheLvvqRdLTwPRab]ULpZRbg]xLvariantLinL
theLtanishLpopulationZLJournalhofhMedicalhGeneticsXL2016XLecXLfafYbc 5.8 14

120 VariantLqSwRaLqssociatedLwithLaLReducedLRiskLofLsoronaryLqrteryLtiseaseZLNewhEnglandhJournalhofh
MedicineXL2016XLcgdXLbacaYda 59.2 94

119 weneticsLofLTypeLbLtiabetesjLtheLPowerLofLysolatedLPopulationsZLCurrenthDiabeteshReportsXL2016XLafXLfe 5.6 17

118 wenomeYwideLassociationsLforLbirthLweightLandLcorrelationsLwithLadultLdiseaseZLNatureXL2016XLechXLbdhYbeb50.4 266

117 wenomewideLmetaYanalysisLidentifiesLlociLassociatedLwithLywvYyLandLywvrPYcLlevelsLwithLimpactLonL
ageYrelatedLtraitsZLAginghCellXL2016XLaeXLhaaYbd 9.9 71

(2016-2016)
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116 tiscoveryLofLcodingLgeneticLvariantsLinfluencingLdiabetesYrelatedLserumLbiomarkersLandLtheirL
impactLonLriskLofLtypeLbLdiabetesZLJournalhofhClinicalhEndocrinologyhandhMetabolismXL2015XLa]]XLuffdYga 5.6 17

115 RareLgeneticLvariantsLpreviouslyLassociatedLwithLcongenitalLformsLofLlongLQTLsyndromeLhaveLlittleL
orLnoLeffectLonLtheLQTLintervalZLEuropeanhHearthJournalXL2015XLcfXLbebcYi 9.5 45

114 weneYunvironmentLynteractionsLofLsircadianYRelatedLwenesLforLsardiometabolicLTraitsZLDiabetesh
CareXL2015XLchXLadefYff 14.6 36

113 ydentificationLandLfunctionalLcharacterizationLofLwfPsbLcodingLvariantsLinfluencingLglycemicLtraitsL
defineLanLeffectorLtranscriptLatLtheLwfPsbYqrsraaLlocusZLPLoShGeneticsXL2015XLaaXLea]]dhgf 6 76

112 weneticLandLphenotypicLcorrelationsLbetweenLsurrogateLmeasuresLofLinsulinLreleaseLobtainedLfromL
λwTTLdataZLDiabetologiaXL2015XLehXLa]]fYab 10.3 6

111 qLgeneticLriskLscoreLofLdeLcoronaryLarteryLdiseaseLriskLvariantsLassociatesLwithLincreasedLriskLofL
myocardialLinfarctionLinLf]daLtanishLindividualsZLAtherosclerosisXL2015XLbd]XLc]eYa] 3.1 50

110 TransYancestryLgenomeYwideLassociationLstudyLidentifiesLabLgeneticLlociLinfluencingLbloodLpressureL
andLimplicatesLaLroleLforLtβqLmethylationZLNaturehGeneticsXL2015XLdgXLabhbYabic 36.3 223

109 ×ultiYancestryLgenomeYwideLassociationLstudyLofLbaX]]]LcasesLandLieX]]]LcontrolsLidentifiesLnewL
riskLlociLforLatopicLdermatitisZLNaturehGeneticsXL2015XLdgXLaddiYadef 36.3 329

108 wenomeYwideLassociationLstudiesLofLhumanLadiposityjLZoomingLinLonLsynapsesZLMolecularhandh
CellularhEndocrinologyXL2015XLdahLPtLbXLi]Ya]] 4.4 7

107
ReducedLstc]] wLmRβqLtissueLexpressionXLincreasedLintramyocellularLlipidLcontentLandLimpairedL
glucoseLmetabolismLinLhealthyLmaleLcarriersLofLqrghbsysLinLstc]] wjLaLnovelLgenometabolicL
crossYlinkLbetweenLstc]] wLandLcommonLmetabolicLphenotypesZLBMJhOpenhDiabeteshResearchhandh
CareXL2015XLcXLe]]]]ie

4.5 8

106 wreenlandicLynuitLshowLgeneticLsignaturesLofLdietLandLclimateLadaptationZLScienceXL2015XLcdiXLacdcYg 33.3 298

105 weneticLfineLmappingLandLgenomicLannotationLdefinesLcausalLmechanismsLatLtypeLbLdiabetesL
susceptibilityLlociZLNaturehGeneticsXL2015XLdgXLadaeYbe 36.3 292

104 qLglycogeneLmutationLmapLforLdiscoveryLofLdiseasesLofLglycosylationZLGlycobiologyXL2015XLbeXLbaaYbd 5.8 38

103 xabitualLsleepLdurationLisLassociatedLwithLr×yLandLmacronutrientLintakeLandLmayLbeLmodifiedLbyL
s λs–LgeneticLvariantsZLAmericanhJournalhofhClinicalhNutritionXL2015XLa]aXLaceYdc 7 75

102 sommonLvariantsLinL uPRXLy fXLq×taXLandLβq×PTLdoLnotLassociateLwithLriskLofLjuvenileLandL
childhoodLobesityLinLtanesjLaLcaseYcontrolLstudyZLBMChMedicalhGeneticsXL2015XLafXLa]e 2.1 7

101 TheLynfluenceLofLqgeLandLSexLonLweneticLqssociationsLwithLqdultLrodyLSizeLandLShapejLqL
 argeYScaleLwenomeYWideLynteractionLStudyZLPLoShGeneticsXL2015XLaaXLea]]ecgh 6 220

100 qLSpliceLRegionLVariantLinL t RL owersLβonYhighLtensityL ipoproteinLsholesterolLandLProtectsL
againstLsoronaryLqrteryLtiseaseZLPLoShGeneticsXL2015XLaaXLea]]ecgi 6 17

99 ynteractionsLofL ipidLweneticLRiskLScoresLWithLustimatesLofL×etabolicLxealthLinLaLtanishLPopulationZL
Circulation:hCardiovascularhGeneticsXL2015XLhXLdfeYgb 25
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98 UncoveringLtheLgeneticLhistoryLofLtheLpresentYdayLwreenlandicLpopulationZLAmericanhJournalhofh
HumanhGeneticsXL2015XLifXLedYfi 11 61

97  owYfrequencyLandLrareLexomeLchipLvariantsLassociateLwithLfastingLglucoseLandLtypeLbLdiabetesL
susceptibilityZLNaturehCommunicationsXL2015XLfXLehig 17.4 147

96 TheLtypeLbLdiabetesLriskLalleleLofLT×u×aedYrsfhacaieLassociatesLwithLdecreasedLbetaLcellLfunctionL
inLaLstudyLofLfXdhfLtanesZLPLoShONEXL2015XLa]XLe]ab]hi] 3.7 15

95 somparativeLqnalysesLofLQT sLynfluencingLλbesityLandL×etabolicLPhenotypesLinLPigsLandLxumansZL
PLoShONEXL2015XLa]XLe]acgcef 3.7 15

94 tiabetesLinLPopulationLysolatesjL essonsLfromLwreenlandZLReviewhofhDiabetichStudiesXL2015XLabXLcb]Yi 3.6 4

93 ydentificationLofLlowYfrequencyLandLrareLsequenceLvariantsLassociatedLwithLelevatedLorLreducedLriskL
ofLtypeLbLdiabetesZLNaturehGeneticsXL2014XLdfXLbidYh 36.3 241

92 ×TxvRLsfggTLgenotypeLandLcardiovascularLriskLinLaLgeneralLpopulationLwithoutLmandatoryLfolicL
acidLfortificationZLEuropeanhJournalhofhNutritionXL2014XLecXLaediYei 5.2 23

91 WholeYuxomeLSequencingLofLbX]]]LtanishLyndividualsLandLtheLRoleLofLRareLsodingLVariantsLinLTypeL
bLtiabetesZLAmericanhJournalhofhHumanhGeneticsXL2014XLidXLdgi 11 78

90  everagingLcrossYspeciesLtranscriptionLfactorLbindingLsiteLpatternsjLfromLdiabetesLriskLlociLtoL
diseaseLmechanismsZLCellXL2014XLaefXLcdcYeh 56.2 96

89 qLcommonLwreenlandicLTrsatdLvariantLconfersLmuscleLinsulinLresistanceLandLtypeLbLdiabetesZL
NatureXL2014XLeabXLai]Yc 50.4 258

88  ossYofYfunctionLmutationsLinLS sc]qhLprotectLagainstLtypeLbLdiabetesZLNaturehGeneticsXL2014XLdfXLcegYfc36.3 351

87 weneticLsusceptibilityLtoLtypeLbLdiabetesLandLobesityjLfromLgenomeYwideLassociationLstudiesLtoLrareL
variantsLandLbeyondZLDiabetologiaXL2014XLegXLaebhYda 10.3 135

86 SexYspecificLeffectsLofLnaturallyLoccurringLvariantsLinLtheLdopamineLreceptorLtbLlocusLonLinsulinL
secretionLandLtypeLbLdiabetesLsusceptibilityZLDiabetichMedicineXL2014XLcaXLa]]aYh 3.5 10

85 rloodLpressureLlevelsLinLmaleLcarriersLofLqrghbsysLinLstc]] wZLPLoShONEXL2014XLiXLea]ifdf 3.7 2

84 ympactLofLtypeLbLdiabetesLsusceptibilityLvariantsLonLquantitativeLglycemicLtraitsLrevealsLmechanisticL
heterogeneityZLDiabetesXL2014XLfcXLbaehYga 0.9 235

83 VariationLandLassociationLtoLdiabetesLinLb]]]LfullLmttβqLsequencesLminedLfromLanLexomeLstudyLinL
aLtanishLpopulationZLEuropeanhJournalhofhHumanhGeneticsXL2014XLbbXLa]d]Ye 5.3 23

82 ux×TyY]ch]ZLTheLassociationLofLmigraineLsusceptibilityLlociLwithLsevereLmigraineLcharacteristicsLinLaL
clinicYbasedLmigraineLsampleZLJournalhofhHeadachehandhPainXL2014XLaeXL 8.8 78

81 uxomeLsequencingYdrivenLdiscoveryLofLcodingLpolymorphismsLassociatedLwithLcommonLmetabolicL
phenotypesZLDiabetologiaXL2013XLefXLbihYca] 10.3 102

(2013-2015)
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80 RichnessLofLhumanLgutLmicrobiomeLcorrelatesLwithLmetabolicLmarkersZLNatureXL2013XLe]]XLedaYf 50.4 2584

79 WholeYexomeLsequencingLofLbX]]]LtanishLindividualsLandLtheLroleLofLrareLcodingLvariantsLinLtypeLbL
diabetesZLAmericanhJournalhofhHumanhGeneticsXL2013XLicXLa]gbYhf 11 109

78 StudiesLofLassociationLofLqwPqTfLvariantsLwithLtypeLbLdiabetesLandLrelatedLmetabolicLphenotypesL
inLabX]fhLtanesZLBMChMedicalhGeneticsXL2013XLadXLaac 2.1 2

77
TypeLbLdiabetesLriskLallelesLnearLrsqRaLandLinLqβ–aLassociateLwithLdecreasedL˛†YcellLfunctionL
whereasLriskLallelesLnearLqβ–RteeLandLwRradLassociateLwithLdecreasedLinsulinLsensitivityLinLtheL
tanishLynteriiLcohortZLJournalhofhClinicalhEndocrinologyhandhMetabolismXL2013XLihXLuh]aYf

5.6 46

76 weneLˆ�LphysicalLactivityLinteractionsLinLobesityjLcombinedLanalysisLofLaaaXdbaLindividualsLofL
uuropeanLancestryZLPLoShGeneticsXL2013XLiXLea]]cf]g 6 145

75 weneticLarchitectureLofLvitaminLrabLandLfolateLlevelsLuncoveredLapplyingLdeeplyLsequencedLlargeL
datasetsZLPLoShGeneticsXL2013XLiXLea]]cec] 6 72

74 ReplicationLandLmetaYanalysisLofLcommonLvariantsLidentifiesLaLgenomeYwideLsignificantLlocusLinL
migraineZLEuropeanhJournalhofhNeurologyXL2013XLb]XLgfeYgb 6 59

73 WhatLisLtheLcontributionLofLtwoLgeneticLvariantsLregulatingLVuwvLlevelsLtoLtypeLbLdiabetesLriskLandL
toLmicrovascularLcomplicationsoZLPLoShONEXL2013XLhXLeeeiba 3.7 32

72 qssociationLstudiesLofLnovelLobesityYrelatedLgeneLvariantsLwithLquantitativeLmetabolicLphenotypesL
inLaLpopulationYbasedLsampleLofLfX]ciLtanishLindividualsZLDiabetologiaXL2012XLeeXLa]eYac 10.3 31

71 sommonLvariationLinLoxidativeLphosphorylationLgenesLisLnotLaLmajorLcauseLofLinsulinLresistanceLorL
typeLbLdiabetesZLDiabetologiaXL2012XLeeXLcd]Yh 10.3 5

70
qpolipoproteinTaULgeneticLsequenceLvariantsLassociatedLwithLsystemicLatherosclerosisLandLcoronaryL
atheroscleroticLburdenLbutLnotLwithLvenousLthromboembolismZLJournalhofhthehAmericanhCollegehofh
CardiologyXL2012XLf]XLgbbYi

15.1 118

69 qLgenomeYwideLassociationLsearchLforLtypeLbLdiabetesLgenesLinLqfricanLqmericansZLPLoShONEXL2012XL
gXLebib]b 3.7 138

68 TheLPβP qcLrsgchd]iLwYalleleLassociatesLwithLreducedLfastingLserumLtriglycerideLandLserumL
cholesterolLinLtanesLwithLimpairedLglucoseLregulationZLPLoShONEXL2012XLgXLed]cgf 3.7 25

67 weneticLvariantLS sbqbL[corrected]LysLassociatedLwithLriskLofLcardiovascularLdiseaseLâ��LassessingLtheL
individualLandLcumulativeLeffectLofLdfLtypeLbLdiabetesLrelatedLgeneticLvariantsZLPLoShONEXL2012XLgXLee]dah3.7 16

66 βovelLlociLforLadiponectinLlevelsLandLtheirLinfluenceLonLtypeLbLdiabetesLandLmetabolicLtraitsjLaL
multiYethnicLmetaYanalysisLofLdeXhiaLindividualsZLPLoShGeneticsXL2012XLhXLea]]bf]g 6 326

65 βoLinteractionsLbetweenLpreviouslyLassociatedLbYhourLglucoseLgeneLvariantsLandLphysicalLactivityLorL
r×yLonLbYhourLglucoseLlevelsZLDiabetesXL2012XLfaXLabiaYf 0.9 21

64 rioinformaticsYdrivenLidentificationLandLexaminationLofLcandidateLgenesLforLnonYalcoholicLfattyL
liverLdiseaseZLPLoShONEXL2011XLfXLeafedb 3.7 19

63 wenomeYwideLpopulationYbasedLassociationLstudyLofLextremelyLoverweightLyoungLadultsYYtheL
wλYqLstudyZLPLoShONEXL2011XLfXLebdc]c 3.7 90
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62 TheLbirthLweightLloweringLsYalleleLofLrsi]]d]]LnearL u–RaLandLssβ aLassociatesLwithLelevatedL
insulinLreleaseLfollowingLanLoralLglucoseLchallengeZLPLoShONEXL2011XLfXLebg]if 3.7 12

61
sarriersLofLtheLTsvg bLrsgi]cadfLTTLgenotypeLhaveLelevatedLlevelsLofLplasmaLglucoseXLserumL
proinsulinLandLplasmaLgastricLinhibitoryLpolypeptideLTwyPULduringLaLmealLtestZLDiabetologiaXL2011XL
edXLa]cYa]

10.3 22

60 TheLdiabetogenicLVPSacs[sbstdq[sbstdrLrsgagbdcbLvariantLimpairsLglucoseYstimulatedLinsulinL
responseLinLeXgbbLnonYdiabeticLtanishLindividualsZLDiabetologiaXL2011XLedXLghiYid 10.3 26

59 wlucoseLtoleranceXLinsulinLsensitivityLandLinsulinLreleaseLinLuuropeanLnonYdiabeticLcarriersLofLaL
polymorphismLupstreamLofLst–βbqLandLst–βbrZLDiabetologiaXL2011XLedXLgieYh]b 10.3 26

58 TypeLbLdiabetesLriskLalleleLnearLsuβTtbLisLassociatedLwithLdecreasedLglucoseYstimulatedLinsulinL
releaseZLDiabetologiaXL2011XLedXLa]ebYf 10.3 34

57
xomozygousLcarriersLofLtheLwLalleleLofLrsdffdddgLofLtheLglucagonLgeneLTwswULareLcharacterisedLbyL
decreasedLfastingLandLstimulatedLlevelsLofLinsulinXLglucagonLandLglucagonYlikeLpeptideLTw PUYaZL
DiabetologiaXL2011XLedXLbhb]Yca

10.3 14

56 ustimationLofLalleleLfrequencyLandLassociationLmappingLusingLnextYgenerationLsequencingLdataZL
BMChBioinformaticsXL2011XLabXLbca 3.6 126

55 βaturalLselectionLaffectsLmultipleLaspectsLofLgeneticLvariationLatLputativelyLneutralLsitesLacrossLtheL
humanLgenomeZLPLoShGeneticsXL2011XLgXLea]]bcbf 6 107

54 StudiesLofLtheLassociationLofLqrggbProLofLtumorLsuppressorLproteinLpecLwithLtypeLbLdiabetesLinLaL
combinedLanalysisLofLeeXebaLuuropeansZLPLoShONEXL2011XLfXLeaehac 3.7 41

53 weneticLvariationLinLwyPRLinfluencesLtheLglucoseLandLinsulinLresponsesLtoLanLoralLglucoseLchallengeZL
NaturehGeneticsXL2010XLdbXLadbYh 36.3 527

52 TwelveLtypeLbLdiabetesLsusceptibilityLlociLidentifiedLthroughLlargeYscaleLassociationLanalysisZLNatureh
GeneticsXL2010XLdbXLegiYhi 36.3 1449

51 wenomeYwideLassociationLstudyLidentifiesLaLsequenceLvariantLwithinLtheLtqrbyPLgeneLconferringL
susceptibilityLtoLabdominalLaorticLaneurysmZLNaturehGeneticsXL2010XLdbXLfibYg 36.3 155

50 qLgenomeYwideLassociationLstudyLinLtheLzapaneseLpopulationLidentifiesLsusceptibilityLlociLforLtypeLbL
diabetesLatLUrububLandLsbstdqYsbstdrZLNaturehGeneticsXL2010XLdbXLhfdYh 36.3 214

49 ResequencingLofLb]]LhumanLexomesLidentifiesLanLexcessLofLlowYfrequencyLnonYsynonymousLcodingL
variantsZLNaturehGeneticsXL2010XLdbXLifiYgb 36.3 264

48 ×TβRarLwbduLvariantLassociatesLWithLr×yLandLfastingLplasmaLglucoseLinLtheLgeneralLpopulationLinL
studiesLofLbbXadbLuuropeansZLDiabetesXL2010XLeiXLaeciYdh 0.9 37

47 sombinedLanalysesLofLb]LcommonLobesityLsusceptibilityLvariantsZLDiabetesXL2010XLeiXLaffgYgc 0.9 51

46 ympactLofLrscfa]gbLinLtheLphosphoinositideLcYkinaseLpaa]betaLgeneLonLwholeYbodyLglucoseL
metabolismLandLsubunitLproteinLexpressionLinLskeletalLmuscleZLDiabetesXL2010XLeiXLaa]hYab 0.9 3

45 βewLgeneticLlociLimplicatedLinLfastingLglucoseLhomeostasisLandLtheirLimpactLonLtypeLbLdiabetesLriskZL
NaturehGeneticsXL2010XLdbXLa]eYaf 36.3 1673

(2010-2011)
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44 ydentificationLofL–sβzaeLasLaLsusceptibilityLgeneLinLqsianLpatientsLwithLtypeLbLdiabetesLmellitusZL
AmericanhJournalhofhHumanhGeneticsXL2010XLhfXLedYfd 11 45

43 VariantsLatLtw–r[T×u×aieXLqtRqbqXLw yScLandLsbstdrLlociLareLassociatedLwithLreducedL
glucoseYstimulatedLbetaLcellLfunctionLinLmiddleYagedLtanishLpeopleZLDiabetologiaXL2010XLecXLafdgYee 10.3 76

42 TypeLbLdiabetesLriskLallelesLnearLqtsYeXLst–q aLandLxxuXYytuLareLassociatedLwithLreducedL
birthweightZLDiabetologiaXL2010XLecXLai]hYaf 10.3 56

41 PhysiologicLcharacterizationLofLtypeLbLdiabetesYrelatedLlociZLCurrenthDiabeteshReportsXL2010XLa]XLdheYig 5.6 41

40 toLgeneLvariantsLinfluencingLadultLadiposityLaffectLbirthLweightoLqLpopulationYbasedLstudyLofLbdL
lociLinLdXgddLtanishLindividualsZLPLoShONEXL2010XLeXLeadai] 3.7 20

39
wYalleleLofLintronicLrsa]hc]ifcLinL×TβRarLconfersLincreasedLriskLofLimpairedLfastingLglycemiaLandL
typeLbLdiabetesLthroughLanLimpairedLglucoseYstimulatedLinsulinLreleasejLstudiesLinvolvingLaiXf]eL
uuropeansZLDiabetesXL2009XLehXLade]Yf

0.9 111

38 UnderlyingLgeneticLmodelsLofLinheritanceLinLestablishedLtypeLbLdiabetesLassociationsZLAmericanh
JournalhofhEpidemiologyXL2009XLag]XLecgYde 3.8 60

37 sommonLtypeLbLdiabetesLriskLgeneLvariantsLassociateLwithLgestationalLdiabetesZLJournalhofhClinicalh
EndocrinologyhandhMetabolismXL2009XLidXLadeYe] 5.6 169

36 VariantsLnearL×sdRLareLassociatedLwithLobesityLandLinfluenceLobesityYrelatedLquantitativeLtraitsLinL
aLpopulationLofLmiddleYagedLpeoplejLstudiesLofLadXid]LtanesZLDiabetesXL2009XLehXLgegYfd 0.9 69

35 sombinedLanalysisLofLaiLcommonLvalidatedLtypeLbLdiabetesLsusceptibilityLgeneLvariantsLshowsL
moderateLdiscriminativeLvalueLandLnoLevidenceLofLgeneYgeneLinteractionZLDiabetologiaXL2009XLebXLac]hYad10.3 51

34
qLvariantLinLtheLwfPsb[qrsraaLlocusLisLassociatedLwithLincreasedLfastingLplasmaLglucoseXLincreasedL
basalLhepaticLglucoseLproductionLandLincreasedLinsulinLreleaseLafterLoralLandLintravenousLglucoseL
loadsZLDiabetologiaXL2009XLebXLbabbYi

10.3 28

33 VariantLnearLqtq×TSiLknownLtoLassociateLwithLtypeLbLdiabetesLisLrelatedLtoLinsulinLresistanceLinL
offspringLofLtypeLbLdiabetesLpatientsYYuUwuβubLstudyZLPLoShONEXL2009XLdXLegbcf 3.7 43

32 ×etaYanalysisLofLgenomeYwideLassociationLdataLandLlargeYscaleLreplicationLidentifiesLadditionalL
susceptibilityLlociLforLtypeLbLdiabetesZLNaturehGeneticsXL2008XLd]XLfchYde 36.3 1496

31
TheLYbe]wnqLpromoterLvariantLinLhepaticLlipaseLassociatesLwithLelevatedLfastingLserumLhighYdensityL
lipoproteinLcholesterolLmodulatedLbyLinteractionLwithLphysicalLactivityLinLaLstudyLofLafXaefLtanishL
subjectsZLJournalhofhClinicalhEndocrinologyhandhMetabolismXL2008XLicXLbbidYi

5.6 27

30 qssociationLofLvariantsLinLtheLsterolLregulatoryLelementYbindingLfactorLaLTSRurvaULgeneLwithLtypeLbL
diabetesXLglycemiaXLandLinsulinLresistancejLaLstudyLofLaeXgcdLtanishLsubjectsZLDiabetesXL2008XLegXLaacfYdb0.9 36

29
qssociationLtestingLofLnovelLtypeLbLdiabetesLriskLallelesLinLtheLzqZvaXLstsabc[sq×–atXLTSPqβhXL
TxqtqXLqtq×TSiXLandLβλTsxbLlociLwithLinsulinLreleaseXLinsulinLsensitivityXLandLobesityLinLaL
populationYbasedLsampleLofLdXeafLglucoseYtolerantLmiddleYagedLtanesZLDiabetesXL2008XLegXLbecdYd]

0.9 116

28 TheL–sβ×raLwlufe ysLpolymorphismLassociatesLwithLreducedLsystolicLandLdiastolicLbloodLpressureL
inLtheLynteriiLstudyLofLegbiLtanesZLJournalhofhHypertensionXL2008XLbfXLbadbYf 1.9 20

27 weneticLanalysisLofLtheLestrogenYrelatedLreceptorLalphaLandLstudiesLofLassociationLwithLobesityLandL
typeLbLdiabetesZLInternationalhJournalhofhObesityXL2007XLcaXLcfeYg] 5.5 12
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26 VariationLinLtheLperoxisomeLproliferatorYactivatedLreceptorLdeltaLgeneLinLrelationLtoLcommonL
metabolicLtraitsLinLgXdieLmiddleYagedLwhiteLpeopleZLDiabetologiaXL2007XLe]XLab]aYh 10.3 37

25 StudiesLofLtheLcommonLtyλbLThribqlaLpolymorphismLandLmetabolicLphenotypesLinLgcdbLtanishL
whiteLsubjectsZLJournalhofhClinicalhEndocrinologyhandhMetabolismXL2007XLibXLcfcYf 5.6 51

24 weneYenvironmentLinteractionsLinLtheLpathogenesisLofLtypeLbLdiabetesLandLmetabolismZLCurrenth
OpinionhinhClinicalhNutritionhandhMetabolichCareXL2007XLa]XLdb]Yf 3.8 48

23
sommonLvariationLinL ×βqLincreasesLsusceptibilityLtoLtypeLbLdiabetesLandLassociatesLwithLelevatedL
fastingLglycemiaLandLestimatesLofLbodyLfatLandLheightLinLtheLgeneralLpopulationjLstudiesLofLgXdieL
tanishLwhitesZLDiabetesXL2007XLefXLfidYh

0.9 30

22
StudiesLofLassociationLofLvariantsLnearLtheLxxuXXLst–βbq[rXLandLywvbrPbLgenesLwithLtypeLbL
diabetesLandLimpairedLinsulinLreleaseLinLa]Xg]eLtanishLsubjectsjLvalidationLandLextensionLofL
genomeYwideLassociationLstudiesZLDiabetesXL2007XLefXLca]eYaa

0.9 207

21 StudiesLofLtheLrelationshipLbetweenLtheLuβPPaL–abaQLpolymorphismLandLtypeLbLdiabetesXLinsulinL
resistanceLandLobesityLinLgXcccLtanishLwhiteLsubjectsZLDiabetologiaXL2006XLdiXLb]igYa]d 10.3 91

20 PsYaLaminoLacidLvariantLT–abaQULhasLnoLimpactLonLprogressionLofLdiabeticLnephropathyLinLtypeLaL
diabeticLpatientsZLNephrologyhDialysishTransplantationXL2002XLagXLad]hYab 4.3 16

19
tiabeticLmicrovascularLcomplicationsLareLnotLassociatedLwithLtwoLpolymorphismsLinLtheLw UTYaLandL
PsYaLgenesLregulatingLglucoseLmetabolismLinLsaucasianLtypeLaLdiabeticLpatientsZLNephrologyh
DialysishTransplantationXL2001XLafXLafecYf

4.3 30

18 weneticLvariabilityLofLtheLSURaLpromoterLinLrelationLtoLbetaYcellLfunctionLandLTypeLyyLdiabetesL
mellitusZLDiabetologiaXL2001XLddXLacc]Yd 10.3 21

17
StudiesLofLtheLvariabilityLofLtheLhepatocyteLnuclearLfactorYabetaLTxβvYabetaL[LTsvbULandLtheL
dimerizationLcofactorLofLxβvYaLTtcoxL[LPsrtULgenesLinLrelationLtoLtypeLbLdiabetesLmellitusLandL
betaYcellLfunctionZLHumanhMutationXL2001XLahXLcefYg

4.7 5

16 ×etaYanalysisLofLexomeLarrayLdataLidentifiesLsixLnovelLgeneticLlociLforLlungLfunctionZLWellcomehOpenh
ResearchXcXLd 4.8 6

15 ×etaYanalysisLofLexomeLarrayLdataLidentifiesLsixLnovelLgeneticLlociLforLlungLfunctionZLWellcomehOpenh
ResearchXcXLd 4.8 1

14 RefiningLtheLaccuracyLofLvalidatedLtargetLidentificationLthroughLcodingLvariantLfineYmappingLinLtypeL
bLdiabetes 4

13 TheLPolygenicLandL×onogenicLrasisLofLrloodLTraitsLandLtiseases 3

12 teterminantsLofLpenetranceLandLvariableLexpressivityLinLmonogenicLmetabolicLconditionsLacrossL
ggXahdLexomes 1

11 TransYancestryLgeneticLstudyLofLtypeLbLdiabetesLhighlightsLtheLpowerLofLdiverseLpopulationsLforL
discoveryLandLtranslation 10

10 RareLcodingLvariantsLinLceLgenesLassociateLwithLcirculatingLlipidLlevelsLâ��LaLmultiYancestryLanalysisLofL
ag]X]]]Lexomes 2

9 qLcommonLalleleLinLvwvbaLassociatedLwithLpreferenceLforLsugarLconsumptionLlowersLbodyLfatLinLtheL
lowerLbodyLandLincreasesLbloodLpressure 2
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8 vineYmappingLofLanLexpandedLsetLofLtypeLbLdiabetesLlociLtoLsingleYvariantLresolutionLusingL
highYdensityLimputationLandLisletYspecificLepigenomeLmaps 18

7 ProteinYsodingLVariantsLymplicateLβovelLwenesLRelatedLtoL ipidLxomeostasisLsontributingLtoLrodyL
vatLtistribution 1

6 weneticLdiscoveryLandLtranslationalLdecisionLsupportLfromLexomeLsequencingLofLb]XgiaLtypeLbL
diabetesLcasesLandLbdXdd]LcontrolsLfromLfiveLancestries 2

5 xumanLpancreaticLisletLctLchromatinLarchitectureLprovidesLinsightsLintoLtheLgeneticsLofLtypeLbLdiabetes 7

4 TissueYSpecificLqlterationLofL×etabolicLPathwaysLynfluencesLwlycemicLRegulation 4

3 SelectionLonLtheLvqtSLregionLinLuuropeans 2

2 teepvakeLelectrocardiogramsjLtheLkeyLforLopenLscienceLforLartificialLintelligenceLinLmedicine 2

1 uxplainingLteepLβeuralLβetworksLforL–nowledgeLtiscoveryLinLulectrocardiogramLqnalysis 2
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