322 73,719 130 271

papers citations h-index g-index

330 84,289 7.1 7.89

ext. papers ext. citations avg, IF L-index



321

£

D)

311

29

KAZUKO YAMAGUCHI-SHINOZAKI

Paper IF Citations

CIN-like TCP13 is essential for plant growth regulation under dehydration stress.. Plant Molecular
Biology, 2022, 108, 257

Affinity Purification Followed by Liquid Chromatography-Tandem Mass Spectrometry to Identify
Proteins Interacting with ABA Signaling Components.. Methods in Molecular Biology, 2022, 2462, 181-1 gd-4

TBP-ASSOCIATED FACTOR 12 ortholog NOBIROG6 controls root elongation with unfolded protein
response cofactor activity.. Proceedings of the National Academy of Sciences of the United States of 11.5
America, 2022, 119,

The overexpression of NCED results in waterlogging sensitivity in soybean. Plant Stress, 2022, 3, 100047 0

Inter-tissue and inter-organ signaling in drought stress response and phenotyping of drought
tolerance. Plant Journal, 2021,

Metabolic engineering: Towards water deficiency adapted crop plants. Journal of Plant Physiology,
2021, 258-259, 153375

Posttranslational regulation of multiple clock-related transcription factors triggers cold-inducible
gene expression in. Proceedings of the National Academy of Sciences of the United States of America,
2021, 118,

Cytosolic HSC70s repress heat stress tolerance and enhance seed germination under salt stress 3
conditions. Plant, Cell and Environment, 2021, 44, 1788-1801 45

Cellular Phosphorylation Signaling and Gene Expression in Drought Stress Responses:
ABA-Dependent and ABA-Independent Regulatory Systems. Plants, 2021, 10,

Constitutive expression of Arabidopsis bZIP transcription fFactor AREB1 activates cross-signaling 6
responses in soybean under drought and flooding stresses. Journal of Plant Physiology, 2021, 257, 153338 7

How utilizing the genes involved in drought tolerance could tackle the climate change-related food
crisis?. Molecular Plant, 2021, 14, 1601-1603

Plant Raf-like kinases regulate the mRNA population upstream of ABA-unresponsive SnRK2 kinases L
under drought stress. Nature Communications, 2020, 11, 1373 74 45

Is Repressed by Transgene-Induced DNA Methylation in the Arabidopsis Mutant. Plant Cell, 2020,
32,1035-1048

Genetic engineering approaches to understanding drought tolerance in plants. Plant Biotechnology
Reports, 2020, 14, 151-162 25 20
Expression of the CCCH-tandem zinc finger protein gene OsTZF5 under a stress-inducible promoter

mitigates the effect of drought stress on rice grain yield under field conditions. Plant Biotechnology

Journal, 2020, 18, 1711-1721

Overexpression of ALENCED3 gene improved drought tolerance in soybean in greenhouse and field 5
conditions. Genetics and Molecular Biology, 2020, 43, €20190292 7

DNA demethylase ROS1 prevents inheritable DREB1A/CBF3 repression by transgene-induced

promoter methylation in the Arabidopsis ice1-1 mutant. Plant Molecular Biology, 2020, 104, 575-582




(2017-2020)

° Drought Stress Responses and Resistance in Plants: From Cellular Responses to Long-Distance
395 Intercellular Communication. Frontiers in Plant Science, 2020, 11, 556972

NF-YB2 and NF-YB3 Have Functionally Diverged and Differentially Induce Drought and Heat
Stress-Specific Genes. Plant Physiology, 2019, 180, 1677-1690

303 Triazine Probes Target Ascorbate Peroxidases in Plants. Plant Physiology, 2019, 180, 1848-1859 66 1

Revisiting the Basal Role of ABA - Roles Outside of Stress. Trends in Plant Science, 2019, 24, 625-635

Field evaluation of AtDREB2A CA overexpressing sugarcane for drought tolerance. Journal of

301 Agronomy and Crop Science, 2019, 205, 545-553 39 6

Metabolic alterations in conventional and genetically modified soybean plants with GmDREB2A;2
FL and GmDREB2A;2 CA transcription factors during water deficit. Plant Physiology and
Biochemistry, 2019, 140, 122-135

5 Casein kinase 1 family regulates PRR5 and TOC1 in the Arabidopsis circadian clock. Proceedings of 1
99 the National Academy of Sciences of the United States of America, 2019, 116, 11528-11536 S5 43

ABA-responsive gene expression in response to drought stress: cellular regulation and
long-distance signaling. Advances in Botanical Research, 2019, 83-113
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Structure and function of abscisic acid receptors. Trends in Plant Science, 2013, 18, 259-66

Sensing the environment: key roles of membrane-localized kinases in plant perception and 5
response to abiotic stress. Journal of Experimental Botany, 2013, 64, 445-58 7 74

Osmotic stress responses and plant growth controlled by potassium transporters in Arabidopsis.
Plant Cell, 2013, 25, 609-24

Metabolic profiling of transgenic potato tubers expressing Arabidopsis dehydration response

element-binding protein 1A (DREB1A). Journal of Agricultural and Food Chemistry, 2013, 61, 893-900 7 26

v

ABA signaling in stress-response and seed development. Plant Cell Reports, 2013, 32, 959-70

Characterization of the promoter region of an Arabidopsis gene for 9-cis-epoxycarotenoid
dioxygenase involved in dehydration-inducible transcription. DNA Research, 2013, 20, 315-24 4-5

Genome-wide analysis of ZmDREB genes and their association with natural variation in drought

tolerance at seedling stage of Zea mays L. PLoS Genetics, 2013, 9, e1003790




(2012-2013)

The auxin response factor transcription factor family in soybean: genome-wide identification and

233 expression analyses during development and water stress. DNA Research, 2013, 20, 511-24 45 101

OsTZF1, a CCCH-tandem zinc finger protein, confers delayed senescence and stress tolerance in
rice by regulating stress-related genes. Plant Physiology, 2013, 161, 1202-16

TreeTFDB: an integrative database of the transcription factors from six economically important
231  tree crops for functional predictions and comparative and functional genomics. DNA Research, 2013 4.5 23
,20,151-62

HsfA1d, a protein identified via FOX hunting using Thellungiella salsuginea cDNAs improves heat
tolerance by regulating heat-stress-responsive gene expression. Molecular Plant, 2013, 6, 411-22

Introduction of the rd29A:AtDREB2A CA gene into soybean (Glycine max L. Merril) and its
229 molecular characterization in leaves and roots during dehydration. Genetics and Molecular Biology, 2 26
2013, 36, 556-65

GmDREB2A;2, a canonical DEHYDRATION-RESPONSIVE ELEMENT-BINDING PROTEIN2-type
transcription factor in soybean, is posttranslationally regulated and mediates
dehydration-responsive element-dependent gene expression. Plant Physiology, 2013, 161, 346-61

Stabilization of Arabidopsis DREB2A is required but not sufficient for the induction of target genes L
under conditions of stress. PLoS ONE, 2013, 8, e80457 37 4

Purification, crystallization and preliminary X-ray analysis of OSAREBS8 from rice, a member of the
AREB/ABF family of bZIP transcription factors, in complex with its cognate DNA. Acta
Crystallographica Section F: Structural Biology Communications, 2012, 68, 491-4

Abiotic stress-inducible receptor-like kinases negatively control ABA signaling in Arabidopsis. Plant

Journal, 2012, 70, 599-613 69 130

225

Overexpression of Arabidopsis and rice stress genesllinducible transcription factor confers drought
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