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59 VocalNfoldNmucusNlayerpNyomparisonNofNhistologicalNprotocolsNforNvisualizationNinNmiceddNLaryngoscopei
InvestigativeiOtolaryngologybN2022bNmbNjjjcjki 2.8 1

58 TheNhumanNgutNmicrobiotaNcontributesNtoNtypechNdiabetesNnoncresolutionNkcyearsNafterNRouxcencYN
gastricNbypassddNGutiMicrobesbN2022bNgjbNhfkflik 8.8 1

57 GutNmicrobiomeNvariationNmodulatesNtheNeffectsNofNdietaryNfiberNonNhostNmetabolismdNMicrobiomebN
2021bNobNggm 16.6 14

56 ExtractionNoptimizationNforNcombinedNmetabolomicsbNpeptidomicsbNandNproteomicsNanalysisNofNgutN
microbiotaNsamplesdNJournaliofiMassiSpectrometrybN2021bNklbNejlhk 2.2 3

55 GutNmicrobesNimpactNstrokeNseverityNviaNtheNtrimethylamineNNcoxideNpathwaydNCelliHostiandiMicrobebN
2021bNhobNggoocghfndek 23.4 17

54 wroniaNberryNpolyphenolsNhaveNmatrixcdependentNeffectsNonNtheNgutNmicrobiotadNFoodiChemistrybN
2021bNikobNghonig 8.5 9

53 wNyardiovascularNziseasecLinkedNGutNMicrobialNMetaboliteNwctsNviaNwdrenergicNReceptorsdNCellbN2020
bNgnfbNnlhcnmmdehh 56.2 146

52 GutcderivedNFlavonifractorNspeciesNvariantsNareNdifferentiallyNenrichedNduringNinNvitroNincubationN
withNquercetindNPLoSiONEbN2020bNgkbNefhhmmhj 3.7 2

51 SelectiveNxacterialNyolonizationNofNtheNMurineNLarynxNinNaNGnotobioticNModeldNFrontiersiini
MicrobiologybN2020bNggbNkojlgm 5.7 2

50
IntegratedNLabelcFreeNandNgfcPlexNziLeuNIsobaricNTagNQuantitativeNMethodsNforNProfilingNyhangesN
inNtheNMouseNHypothalamicNNeuropeptidomeNandNProteomepNwssessmentNofNtheNImpactNofNtheNGutN
MicrobiomedNAnalyticaliChemistrybN2020bNohbNgjfhgcgjfif

7.8 6

49 EffectsNofNSmokingNandNSmokingNyessationNonNtheNIntestinalNMicrobiotadNJournaliofiClinicaliMedicinebN
2020bNobN 5.1 10

48 zifferentialNyatabolismNofNanNwnthocyanincRichNElderberryNExtractNbyNThreeNGutNMicrobiotaN
xacterialNSpeciesdNJournaliofiAgriculturaliandiFoodiChemistrybN2020bNlnbNgnimcgnji 5.7 9

47 GeneticNdeterminantsNofNgutNmicrobiotaNcompositionNandNbileNacidNprofilesNinNmicedNPLoSiGeneticsbN
2019bNgkbNegffnfmi 6 32

46 TrimethylamineNNcOxideNxindsNandNwctivatesNPERKNtoNPromoteNMetabolicNzysfunctiondNCelli
MetabolismbN2019bNifbNggjgcggkgdek 24.6 98

45 yloseNsocialNrelationshipsNcorrelateNwithNhumanNgutNmicrobiotaNcompositiondNScientificiReportsbN2019
bNobNmfi 4.9 81

44 StarchNUtilizationNPromotesNQuercetinNzegradationNandNxutyrateNProductionNbydNFrontiersiini
MicrobiologybN2019bNgfbNggjk 5.7 17

43 wutometapNautomatedNextractionNofNmicrobialNgenomesNfromNindividualNshotgunNmetagenomesdN
NucleiciAcidsiResearchbN2019bNjmbNekm 20.1 27
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42
yriticalNsymbiontNsignalsNdriveNbothNlocalNandNsystemicNchangesNinNdielNandNdevelopmentalNhostNgeneN
expressiondNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2019bN
gglbNmoofcmooo

11.5 24

41 TheNemergingNroleNofNgutNmicrobialNmetabolismNonNcardiovascularNdiseasedNCurrentiOpinioniini
MicrobiologybN2019bNkfbNljcmf 7.9 19

40 LossNofNGutNMicrobiotaNwltersNImmuneNSystemNyompositionNandNyripplesNPostinfarctionNyardiacN
RepairdNCirculationbN2019bNgiobNljmclko 16.7 85

39 FecalNwliquotNStrawNTechniqueNVFwSTWNallowsNforNeasyNandNreproducibleNsubsamplingpNassessingN
interpersonalNvariationNinNtrimethylaminecNcoxideNVTMwOWNaccumulationdNMicrobiomebN2018bNlbNog 16.6 8

38 IsNmaternalNmicrobialNmetabolismNanNearlyclifeNdeterminantNofNhealthudNLabiAnimalbN2018bNjmbNhiochji 0.4 7

37 SexualNdimorphismNofNcardiometabolicNdysfunctionpNGutNmicrobiomeNinNtheNplayudNMoleculari
MetabolismbN2018bNgkbNmfcng 8.8 28

36 UntargetedNmetabolomicsNidentifiesNtrimethyllysinebNaNTMwOcproducingNnutrientNprecursorbNasNaN
predictorNofNincidentNcardiovascularNdiseaseNriskdNJCIiInsightbN2018bNibN 9.9 78

35 GutNMicrobialNandNMetabolicNResponsesNtoNSalmonellaNentericaNSerovarNTyphimuriumNandNyandidaN
albicansdNMBiobN2018bNobN 7.8 21

34 TheNgutNmicrobiotacderivedNmetaboliteNtrimethylamineNNcoxideNisNelevatedNinNwlzheimerUsNdiseasedN
AlzheimerssiResearchiandiTherapybN2018bNgfbNghj 9 156

33 InteractionsNbetweenNRoseburiaNintestinalisNandNdietNmodulateNatherogenesisNinNaNmurineNmodeldN
NatureiMicrobiologybN2018bNibNgjlgcgjmg 26.6 170

32 SocialNandNpopulationNhealthNscienceNapproachesNtoNunderstandNtheNhumanNmicrobiomedNNaturei
HumaniBehaviourbN2018bNhbNnfncngk 12.8 25

31 MicrobialNTransplantationNWithNHumanNGutNyommensalsNyontainingNyutyNIsNSufficientNtoNTransmitN
EnhancedNPlateletNReactivityNandNThrombosisNPotentialdNCirculationiResearchbN2018bNghibNggljcggml 15.7 68

30 wNcommonNantimicrobialNadditiveNincreasesNcolonicNinflammationNandNcolitiscassociatedNcolonN
tumorigenesisNinNmicedNScienceiTranslationaliMedicinebN2018bNgfbN 17.5 62

29 HostNGenotypeNandNGutNMicrobiomeNModulateNInsulinNSecretionNandNzietcInducedNMetabolicN
PhenotypesdNCelliReportsbN2017bNgnbNgmiocgmkf 10.6 91

28 yhemicalNsignalingNbetweenNgutNmicrobiotaNandNhostNchromatinpNWhatNisNyourNgutNreallyNsayingudN
JournaliofiBiologicaliChemistrybN2017bNhohbNnknhcnkoi 5.4 27

27 GutNmicrobiomeNalterationsNinNwlzheimerUsNdiseasedNScientificiReportsbN2017bNmbNgikim 4.9 712

26
TheNInfluenceNofNSocialNyonditionsNwcrossNtheNLifeNyourseNonNtheNHumanNGutNMicrobiotapNwNPilotN
ProjectNWithNtheNWisconsinNLongitudinalNStudydNJournalsiofiGerontologyi-iSeriesiBiPsychologicali
SciencesiandiSocialiSciencesbN2017bNmibNghjcgii

4.6 10

25 MetabolicbNEpigeneticbNandNTransgenerationalNEffectsNofNGutNxacterialNyholineNyonsumptiondNCelli
HostiandiMicrobebN2017bNhhbNhmochofdem 23.4 100
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24 zietcMicrobiotaNInteractionsNMediateNGlobalNEpigeneticNProgrammingNinNMultipleNHostNTissuesdN
MoleculariCellbN2016bNljbNonhcooh 17.6 280

23 TheNPlotNThickenspNzietNMicrobeNInteractionsNMayNModulateNThrombosisNRiskdNCelliMetabolismbN2016bN
hibNkmick 24.6 7

22 IntestinalNmicrobiotaNcompositionNmodulatesNcholineNbioavailabilityNfromNdietNandNaccumulationNofN
theNproatherogenicNmetaboliteNtrimethylaminecNcoxidedNMBiobN2015bNlbNefhjng 7.8 389

21 xacteriaNfromNdiverseNhabitatsNcolonizeNandNcompeteNinNtheNmouseNgutdNCellbN2014bNgkobNhkicll 56.2 226

20 GutNmicrobiotaNfromNtwinsNdiscordantNforNobesityNmodulateNmetabolismNinNmicedNSciencebN2013bNijgbNghjghgj33.3 2251

19
OlfactoryNreceptorNrespondingNtoNgutNmicrobiotacderivedNsignalsNplaysNaNroleNinNreninNsecretionNandN
bloodNpressureNregulationdNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericabN2013bNggfbNjjgfck

11.5 640

18 MetabolicNnicheNofNaNprominentNsulfatecreducingNhumanNgutNbacteriumdNProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2013bNggfbNgiknhcm 11.5 239

17 FattyNacidNsynthaseNmodulatesNintestinalNbarrierNfunctionNthroughNpalmitoylationNofNmucinNhdNCelli
HostiandiMicrobebN2012bNggbNgjfckh 23.4 103

16 HumanNgutNmicrobiomeNviewedNacrossNageNandNgeographydNNaturebN2012bNjnlbNhhhcm 50.4 4616

15 PredictingNaNhumanNgutNmicrobiotaUsNresponseNtoNdietNinNgnotobioticNmicedNSciencebN2011bNiiibNgfgcj 33.3 391

14 FixKbNaNglobalNregulatorNofNmicroaerobicNgrowthbNcontrolsNphotosynthesisNinNRhodopseudomonasN
palustrisdNMoleculariMicrobiologybN2010bNmkbNgffmchf 4.1 40

13 yreatingNandNcharacterizingNcommunitiesNofNhumanNgutNmicrobesNinNgnotobioticNmicedNISMEiJournalbN
2010bNjbNgfojcn 11.9 91

12 zissectingNtheNinNvivoNmetabolicNpotentialNofNtwoNhumanNgutNacetogensdNJournaliofiBiologicali
ChemistrybN2010bNhnkbNhhfnhcof 5.4 225

11 yharacterizingNaNmodelNhumanNgutNmicrobiotaNcomposedNofNmembersNofNitsNtwoNdominantNbacterialN
phyladNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2009bNgflbNknkoclj11.5 478

10 TheNeffectNofNdietNonNtheNhumanNgutNmicrobiomepNaNmetagenomicNanalysisNinNhumanizedNgnotobioticN
micedNScienceiTranslationaliMedicinebN2009bNgbNlragj 17.5 1977

9
EffectsNofNtheNgutNmicrobiotaNonNhostNadiposityNareNmodulatedNbyNtheNshortcchainNfattycacidNbindingN
GNproteinccoupledNreceptorbNGprjgdNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericabN2008bNgfkbNglmlmcmh

11.5 1070

8 RedirectionNofNmetabolismNforNbiologicalNhydrogenNproductiondNAppliediandiEnvironmentali
MicrobiologybN2007bNmibNgllkcmg 4.8 121

7 HydrogenNproductionNbyNphotoreactiveNnanoporousNlatexNcoatingsNofNnongrowingN
RhodopseudomonasNpalustrisNyGwffodNBiotechnologyiProgressbN2007bNhibNghjcif 2.8 55
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6 RegulationNofNuptakeNhydrogenaseNandNeffectsNofNhydrogenNutilizationNonNgeneNexpressionNinN
RhodopseudomonasNpalustrisdNJournaliofiBacteriologybN2006bNgnnbNlgjickh 3.5 90

5 FunctionalNgenomicNanalysisNofNthreeNnitrogenaseNisozymesNinNtheNphotosyntheticNbacteriumN
RhodopseudomonasNpalustrisdNJournaliofiBacteriologybN2005bNgnmbNmmnjcoj 3.5 126

4 PerivascularNsuperoxideNanionNcontributesNtoNimpairmentNofNendotheliumcdependentNrelaxationpN
roleNofNgpogVphoxWdNCirculationbN2002bNgflbNhjomckfh 16.7 99

3 TheNreactiveNadventitiapNfibroblastNoxidaseNinNvascularNfunctiondNArteriosclerosisziThrombosisziandi
VasculariBiologybN2002bNhhbNgolhcmg 9.4 140

2 VascularNeffectsNfollowingNhomozygousNdisruptionNofNpjmVphoxWNpNwnNessentialNcomponentNofN
NwzPHNoxidasedNCirculationbN2000bNgfgbNghijcl 16.7 140

1 SocialNrelationshipsbNsocialNisolationbNandNtheNhumanNgutNmicrobiota 2
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