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j Paper IF Citations

133 uomputedKstructuresKofKcoreKeukaryoticKproteinKcomplexesYKScienceWK2021WKeifWKeabmfjbg 33.3 51

132 TheK†nteractionKwfficiencyKofKXPvXpffKWithKtulkyKv–sKvamagesKvependsKonKtheKStructureKofKtheK
vamageYKFrontierslinlCelllandlDevelopmentallBiologyWK2021WKkWKhcichb 5.7 0

131
sK“ongKResidenceKTimeKwnoylXReductaseK†nhibitorKwxploresKanKwxtendedKtindingKRegionKwithK
†soenzymeXvependentKTautomerKsdaptationKandKvifferentialKSubstrateXtindingK“oopKulosureYKACSl
InfectiouslDiseasesWK2021WKiWKifhXigj

5.5 0

130 uesiumKbasedKphasingKofKmacromoleculeslKaKgeneralKeasyKtoKuseKapproachKforKsolvingKtheKphaseK
problemYKScientificlReportsWK2021WKccWKcibej 4.9

129 ThreeKtargetsKinKoneKcomplexlKsKmolecularKperspectiveKofKTx††zKinKcancerKtherapyYKDNAlRepairWK2021
WKcbgWKcbecfe 4.3 1

128 SingleKmoleculeKanalysisKrevealsKmonomericKXPsKbendsKv–sKandKundergoesKepisodicKlinearK
diffusionKduringKdamageKsearchYKNaturelCommunicationsWK2020WKccWKcegh 17.4 8

127 †nKTx††zKtheKsrchKdomainKofKXPvKisKmechanisticallyKessentialKforKtranscriptionKandKv–sKrepairYK
NaturelCommunicationsWK2020WKccWKchhi 17.4 15

126 zowKtoKlimitKtheKspeedKofKaKmotorlKtheKintricateKregulationKofKtheKXPtKsTPaseKandKtranslocaseKinK
Tx††zYKNucleiclAcidslResearchWK2020WKfjWKcddjdXcddkh 20.1 5

125 StructuralKbasisKforKuvKiKactivationKbyK”sTcKandKuyclinKzYKProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaWK2020WKcciWKdhiekXdhifj 11.5 7

124 ylobalKdiscoveryKofKbacterialKR–sXbindingKproteinsKbyKR–aseXsensitiveKgradientKprofilesKreportsKaK
newKxin—KdomainKproteinYKRnaWK2020WKdhWKcffjXcfhe 5.8 21

123 TheKTx††zKsubunitsKpffaphdKactKasKaKdamageKsensorKduringKnucleotideKexcisionKrepairYKNucleiclAcidsl
ResearchWK2020WKfjWKcdhjkXcdhkh 20.1 7

122 vifferentialK—ligomerizationKofKtheKveubiquitinasesKUSPdgKandKUSPdjKRegulatesKTheirKsctivitiesYK
MolecularlCellWK2019WKifWKfdcXfegYecb 17.6 20

121 ”echanisticKinsightsKintoKtheKenzymaticKactivityKandKinhibitionKofKtheKreplicativeKpolymeraseK
exonucleaseKdomainKfromK”ycobacteriumKtuberculosisYKDNAlRepairWK2019WKifWKciXdg 4.3 2

120 RepurposingKaK“ibraryKofKzumanKuathepsinK“K“igandslK†dentificationKofK”acrocyclicK“actamsKasK
PotentKRhodesainKandKTrypanosomaKbruceiK†nhibitorsYKJournalloflMedicinallChemistryWK2018WKhcWKeegbXeehk8.3 15

119 StructuralKtasisKofKSubstrateKRecognitionKandKuovalentK†nhibitionKofKuducKfromKuhlamydiaK
trachomatisYKChemMedChemWK2018WKceWKdbcfXdbde 3.7 5

118 StructuralKtasisKforKtheKRecruitmentKofKutfcjXRxuKtoKtheKReplisomeYKStructureWK2018WKdhWKceiXcffYee 5.2 20

117 RationalizingKtheKtindingKKineticsKforKtheK†nhibitionKofKtheKturkholderiaKpseudomalleiKxab†cK
wnoylXsuPKReductaseYKBiochemistryWK2017WKghWKcjhgXcjij 3.2 5
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116 wvaluatingKtheKuontributionKofKTransitionXStateKvestabilizationKtoKuhangesKinKtheKResidenceKTimeK
ofKTriazoleXtasedK†nhsK†nhibitorsYKJournalloflthelAmericanlChemicallSocietyWK2017WKcekWKefciXefdk 16.4 37

115 TheKintricateKnetworkKbetweenKtheKpefKandKpffKsubunitsKisKcentralKtoKtheKactivityKofKtheK
transcriptionav–sKrepairKfactorKTx††zYKNucleiclAcidslResearchWK2017WKfgWKcbjidXcbjje 20.1 16

114 ThirdKwUXUSKworkshopKonKâ��–ucleotideKexcisionKrepairKandKcrosslinkKrepairâ��xromKmoleculesKtoK
mankindâ��WKSmoleniceKuastleWKSlovakKRepublicWK”ayKithâ��ccthKdbciYKDNAlRepairWK2017WKgjWKhdXhh 4.3

113 StructuralKbasisKforKtheKshieldingKfunctionKofKtheKdynamicKtrypanosomeKvariantKsurfaceKglycoproteinK
coatYKNaturelMicrobiologyWK2017WKdWKcgdeXcged 26.6 32

112 uatabolismKofKtheKuholesterolKSideKuhainKinK”ycobacteriumKtuberculosisK†sKuontrolledKbyKaK
RedoxXSensitiveKThiolKSwitchYKACSlInfectiouslDiseasesWK2017WKeWKhhhXhig 5.5 10

111
uonservedKsaltXbridgeKcompetitionKtriggeredKbyKphosphorylationKregulatesKtheKproteinK
interactomeYKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2017WK
ccfWKcefgeXcefgj

11.5 21

110 TheKstructuralKandKfunctionalKcharacterizationKofKhumanKRecQfKrevealsKinsightsKintoKitsKhelicaseK
mechanismYKNaturelCommunicationsWK2017WKjWKcgkbi 17.4 22

109 —mo”YuKbluntsKpromoterKinvasionKbyKoncogenicK”YuKtoKinhibitKgeneKexpressionKcharacteristicKofK
”YuXdependentKtumorsYKOncogeneWK2017WKehWKckccXckdf 9.2 57

108 XcontainingKvacuoleKservesKasKdeubiquitinationKplatformKtoKstabilizeK”clXcKandKtoKinterfereKwithKhostK
defenseYKELifeWK2017WKhWK 8.9 41

107 uonservationKandKvivergenceKinK–ucleotideKwxcisionKRepairK“esionKRecognitionYKJournallofl
BiologicallChemistryWK2016WKdkcWKcjkedXfh 5.4 20

106 xs–u”KinteractsKwithKPu–sKtoKpromoteKreplicationKtraverseKofKv–sKinterstrandKcrosslinksYKNucleicl
AcidslResearchWK2016WKffWKedckXed 20.1 38

105 vifferentKpromoterKaffinitiesKaccountKforKspecificityKinK”YuXdependentKgeneKregulationYKELifeWK2016
WKgWK 8.9 90

104 RoleKofKXPvKinKcellularKfunctionslKToKTx††zKandKbeyondYKDNAlRepairWK2016WKffWKcehXcfd 4.3 43

103 SelectivityKofKPyridoneXKandKviphenylKwtherXtasedK†nhibitorsKforKtheKYersiniaKpestisKxabVKwnoylXsuPK
ReductaseYKBiochemistryWK2016WKggWKdkkdXebbh 3.2 5

102 uorrelatingKvrugXTargetKKineticsKandKPharmacodynamicslK“ongKResidenceKTimeK†nhibitorsKofKtheK
xab†KwnoylXsuPKReductaseYKChemicallScienceWK2016WKiWKgkfgXgkgf 9.4 19

101 StructuralKinsightsKintoKtheKrecognitionKofKcisplatinKandKssxXdyKlesionKbyKRadcfKSXPsTYKProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2015WKccdWKjdidXi 11.5 38

100 snKorderedKwaterKchannelKinKStaphylococcusKaureusKxab†lKunravelingKtheKmechanismKofKsubstrateK
recognitionKandKreductionYKBiochemistryWK2015WKgfWKckfeXgg 3.2 18

99 xadsgKaKthiolaseKfromK”ycobacteriumKtuberculosislKaKsteroidXbindingKpocketKrevealsKtheKpotentialK
forKdrugKdevelopmentKagainstKtuberculosisYKStructureWK2015WKdeWKdcXee 5.2 31

(2015-2017)
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98 urystallizingKtheKhSKandKjSKspliceosomalKassemblyKintermediateslKaKcomplexKprojectYKActal
CrystallographicalSectionlD:lBiologicallCrystallographyWK2015WKicWKdbfbXge 2

97 StrandXspecificKrecognitionKofKv–sKdamagesKbyKXPvKprovidesKinsightsKintoKnucleotideKexcisionK
repairKsubstrateKversatilityYKJournalloflBiologicallChemistryWK2014WKdjkWKehceXdf 5.4 36

96 uonstitutiveKactivationKofKPKsKcatalyticKsubunitKinKadrenalKuushingRsKsyndromeYKNewlEnglandl
JournalloflMedicineWK2014WKeibWKcbckXdj 59.2 284

95 RationalKdesignKofKbroadKspectrumKantibacterialKactivityKbasedKonKaKclinicallyKrelevantKenoylXacylK
carrierKproteinKSsuPTKreductaseKinhibitorYKJournalloflBiologicallChemistryWK2014WKdjkWKcgkjiXhbbg 5.4 39

94 TheKstructureKofKtheKTx††zKpefKsubunitKrevealsKaKvonKWillebrandKfactorKsKlikeKfoldYKPLoSlONEWK2014WK
kWKecbdejk 3.7 10

93 †mpactKofKageXassociatedKcyclopurineKlesionsKonKv–sKrepairKhelicasesYKPLoSlONEWK2014WKkWKeccedke 3.7 19

92 TranscriptionalKpausingKtoKscoutKaheadKforKv–sKdamageYKProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaWK2014WKcccWKekbgXh 11.5 2

91
–ovelKsomaticKmutationsKinKtheKcatalyticKsubunitKofKtheKproteinKkinaseKsKasKaKcauseKofKadrenalK
uushingRsKsyndromelKaKwuropeanKmulticentricKstudyYKJournalloflClinicallEndocrinologylandl
MetabolismWK2014WKkkWKwdbkeXcbb

5.6 67

90 PKsKcatalyticKsubunitKmutationsKinKadrenocorticalKuushingRsKadenomaKimpairKassociationKwithKtheK
regulatoryKsubunitYKNaturelCommunicationsWK2014WKgWKghjb 17.4 49

89 †nKTx††zWKXPvKhelicaseKisKexclusivelyKdevotedKtoKv–sKrepairYKPLoSlBiologyWK2014WKcdWKecbbckgf 9.7 57

88 StructuralKbasisKofKassemblyKchaperoneXKmediatedKsnR–PKformationYKMolecularlCellWK2013WKfkWKhkdXibe 17.6 67

87 StructuralKbasisKforKtheKrecognitionKofKmycolicKacidKprecursorsKbyKKassWKaKcondensingKenzymeKandK
drugKtargetKfromK”ycobacteriumKtuberculosisYKJournalloflBiologicallChemistryWK2013WKdjjWKefckbXefdbf 5.4 23

86 v–sKzelicasesKinK–wRWKtwRWKandK””RYKAdvanceslinlExperimentallMedicinelandlBiologyWK2013WKihiWKdbeXdf 3.6 17

85 ProkaryoticKnucleotideKexcisionKrepairYKColdlSpringlHarborlPerspectiveslinlBiologyWK2013WKgWKabcdgkc 10.2 116

84 RationalKoptimizationKofKdrugXtargetKresidenceKtimelKinsightsKfromKinhibitorKbindingKtoKtheK
StaphylococcusKaureusKxab†KenzymeXproductKcomplexYKBiochemistryWK2013WKgdWKfdciXdj 3.2 50

83
†nteractionKbetweenKsaltXinducibleKkinaseKdKSS†KdTKandKpkiavalosinXcontainingKproteinKSVuPTK
regulatesKendoplasmicKreticulumKSwRTXassociatedKproteinKdegradationKinKmammalianKcellsYKJournall
oflBiologicallChemistryWK2013WKdjjWKeejhcXeejid

5.4 10

82 SpecializationKamongKironXsulfurKclusterKhelicasesKtoKresolveKyXquadruplexKv–sKstructuresKthatK
threatenKgenomicKstabilityYKJournalloflBiologicallChemistryWK2013WKdjjWKdjdciXdk 5.4 89

81 XPtKhelicaseKregulatesKv–sKincisionKbyKtheKThermoplasmaKacidophilumKendonucleaseKtaxcYKDNAl
RepairWK2012WKccWKdjhXke 4.3 16
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80 vamageKrecognitionKinKnucleotideKexcisionKv–sKrepairYKCurrentlOpinionlinlStructurallBiologyWK2012WK
ddWKjjXke 8.1 31

79 StructureKofKtheKYersiniaKpestisKxabVKenoylXsuPKreductaseKandKitsKinteractionKwithKtwoKdXpyridoneK
inhibitorsYKStructureWK2012WKdbWKjkXcbb 5.2 15

78 StaphylococcusKaureusKxab†lKinhibitionWKsubstrateKrecognitionWKandKpotentialKimplicationsKforKinKvivoK
essentialityYKStructureWK2012WKdbWKjbdXce 5.2 68

77 RafKkinaseKinhibitorKproteinKSRK†PTKdimerKformationKcontrolsKitsKtargetKswitchKfromKRafcKtoKyK
proteinXcoupledKreceptorKkinaseKSyRKTKdYKJournalloflBiologicallChemistryWK2012WKdjiWKdefbiXci 5.4 50

76 xunctionalKandKstructuralKstudiesKofKtheKnucleotideKexcisionKrepairKhelicaseKXPvKsuggestKaKpolarityK
forKv–sKtranslocationYKEMBOlJournalWK2012WKecWKfkfXgbd 13 95

75 TheKQKmotifKofKxanconiKanemiaKgroupKJKproteinKSxs–uJTKv–sKhelicaseKregulatesKitsKdimerizationWK
v–sKbindingWKandKv–sKrepairKfunctionYKJournalloflBiologicallChemistryWK2012WKdjiWKdchkkXich 5.4 28

74
tiophysicalKandKfunctionalKanalysesKsuggestKthatKadenovirusKwfX—RxeKproteinKrequiresKhigherXorderK
multimerizationKtoKfunctionKagainstKpromyelocyticKleukemiaKproteinKnuclearKbodiesYKJournallofl
BiologicallChemistryWK2012WKdjiWKddgieXje

5.4 13

73 ”olecularKdynamicsKofK”ycobacteriumKtuberculosisKKasslKimplicationsKforKinhibitorKandKsubstrateK
bindingKandKconsequencesKforKdrugKdesignYKJournalloflComputer-AidedlMolecularlDesignWK2011WKdgWKcbgeXhk4.2 5

72 zighKaccuracyKx†—–sXsx”KhybridKimagingYKUltramicroscopyWK2011WKcccWKegbXg 3.1 25

71 ”echanismKofKtheKintramolecularKulaisenKcondensationKreactionKcatalyzedKbyK”entWKaKcrotonaseK
superfamilyKmemberYKBiochemistryWK2011WKgbWKkgedXff 3.2 41

70 wlucidationKofKtheKprotonationKstatesKofKtheKcatalyticKresiduesKinKmtKasslKimplicationsKforKinhibitorK
designYKBiochemistryWK2011WKgbWKgifeXgh 3.2 14

69 –ucleotideKwxcisionKRepairKfromKtacteriaKtoKzumanslKStructureâ��xunctionKStudiesK2011WKdhiXdkh 7

68 v–sKdamageWKmutagenesisWKandKv–sKrepairYKJournalloflNucleiclAcidsWK2010WKdbcbWKcjdjkf 2.3 26

67 TheKXPvKhelicaselKXPanvingKarchaealKXPvKstructuresKtoKgetKaKgripKonKhumanKv–sKrepairYKBiologicall
ChemistryWK2010WKekcWKihcXg 4.5 17

66 SlowKonsetKinhibitionKofKbacterialKbetaXketoacylXacylKcarrierKproteinKsynthasesKbyKthiolactomycinYK
JournalloflBiologicallChemistryWK2010WKdjgWKhchcXk 5.4 30

65 TheKstructuresKofKtheKucjgSKandKucjgsKmutantsKofKsulfiteKoxidaseKrevealKrearrangementKofKtheK
activeKsiteYKBiochemistryWK2010WKfkWKekjkXfbbb 3.2 25

64 v–sKbindingKcooperativityKofKpgeKmodulatesKtheKdecisionKbetweenKcellXcycleKarrestKandKapoptosisYK
MolecularlCellWK2010WKejWKeghXhj 17.6 69

63 sKslowWKtightKbindingKinhibitorKofK†nhsWKtheKenoylXacylKcarrierKproteinKreductaseKfromK”ycobacteriumK
tuberculosisYKJournalloflBiologicallChemistryWK2010WKdjgWKcfeebXi 5.4 126

(2010-2012)
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62 ”ichaelKacceptorKbasedKantiplasmodialKandKantitrypanosomalKcysteineKproteaseKinhibitorsKwithK
unusualKaminoKacidsYKJournalloflMedicinallChemistryWK2010WKgeWKckgcXhe 8.3 43

61 taxcKisKaKnovelKendonucleaselKimplicationsKforKarchaealKnucleotideKexcisionKrepairYKJournallofl
BiologicallChemistryWK2009WKdjfWKeddidXj 5.4 11

60 ”echanismKofKSubstrateKandK†nhibitorKtindingKofKRhodobacterKcapsulatusKXanthineK
vehydrogenaseYKJournalloflBiologicallChemistryWK2009WKdjfWKjihjXih 5.4 33

59 urystalKstructuresKofK”ycobacteriumKtuberculosisKKassKshowKmodeKofKactionKwithinKcellKwallK
biosynthesisKandKitsKinhibitionKbyKthiolactomycinYKStructureWK2009WKciWKcbbfXce 5.2 51

58 SlowXonsetKinhibitionKofKtheKxab†KenoylKreductaseKfromKfrancisellaKtularensislKresidenceKtimeKandKinK
vivoKactivityYKACSlChemicallBiologyWK2009WKfWKddcXec 4.9 98

57
—nXbeadKscreeningKofKaKcombinatorialKfumaricKacidKderivedKpeptideKlibraryKyieldsKantiplasmodialK
cysteineKproteaseKinhibitorsKwithKunusualKpeptideKsequencesYKJournalloflMedicinallChemistryWK2009WK
gdWKghhdXid

8.3 15

56 uharacterizingKseptumKinhibitionKinK”ycobacteriumKtuberculosisKforKnovelKdrugKdiscoveryYK
TuberculosisWK2008WKjjWKfdbXk 2.6 25

55 urystalKstructureKofKtheKxeSKclusterXcontainingKnucleotideKexcisionKrepairKhelicaseKXPvYKPLoSlBiology
WK2008WKhWKecfk 9.7 177

54 TargetingKtheKwnoylXReductaseKwnzymeKSxab†TlK”odernKvrugKviscoveryKwffectsKtoKuombatK
TularemiaYKFASEBlJournalWK2008WKddWKikcYh 0.9

53 “ysineKckbKisKtheKcatalyticKbaseKinK”enxWKtheKmenaquinoneXspecificKisochorismateKsynthaseKfromK
wscherichiaKcolilKimplicationsKforKanKenzymeKfamilyYKBiochemistryWK2007WKfhWKkfhXge 3.2 47

52 StructureKandKmechanismKofK”bt†WKtheKsalicylateKsynthaseKfromK”ycobacteriumKtuberculosisYK
BiochemistryWK2007WKfhWKkgfXhf 3.2 54

51 StructureKofKtheKuXterminalKhalfKofKUvruKrevealsKanKR–aseKzKendonucleaseKdomainKwithKanK
srgonauteXlikeKcatalyticKtriadYKEMBOlJournalWK2007WKdhWKhceXdd 13 46

50 TheKw”KstructureKofKhumanKv–sKpolymeraseKgammaKrevealsKaKlocalizedKcontactKbetweenKtheK
catalyticKandKaccessoryKsubunitsYKEMBOlJournalWK2007WKdhWKfdjeXkc 13 18

49 WhenKoneKproteinKdoesKtheKjobKofKmanyYKStructureWK2007WKcgWKccheXg 5.2 2

48 vevelopmentKofKmodernK†nhsKinhibitorsKtoKcombatKdrugKresistantKstrainsKofK”ycobacteriumK
tuberculosisYKCurrentlTopicslinlMedicinallChemistryWK2007WKiWKfjkXkj 3 37

47 xunctionalKhumanKmitochondrialKv–sKpolymeraseKgammaKformsKaKheterotrimerYKJournallofl
BiologicallChemistryWK2006WKdjcWKeifXjd 5.4 117

46
StructureKofKtheKmouseKpeptideK–XglycanaseXzRdeKcomplexKsuggestsKcoXevolutionKofKtheK
endoplasmicKreticulumXassociatedKdegradationKandKv–sKrepairKpathwaysYKJournalloflBiologicall
ChemistryWK2006WKdjcWKceigcXceihc

5.4 33

45 StructureKofKacylKcarrierKproteinKboundKtoKxab†WKtheKxsS††KenoylKreductaseKfromKwscherichiaKcoliYK
JournalloflBiologicallChemistryWK2006WKdjcWKekdjgXekdke 5.4 87
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44 zighKaffinityK†nhsKinhibitorsKwithKactivityKagainstKdrugXresistantKstrainsKofK”ycobacteriumK
tuberculosisYKACSlChemicallBiologyWK2006WKcWKfeXge 4.9 210

43 ProkaryoticKnucleotideKexcisionKrepairlKtheKUvrstuKsystemYKChemicallReviewsWK2006WKcbhWKdeeXgd 68.1 239

42 StructuralKbasisKforKv–sKrecognitionKandKprocessingKbyKUvrtYKNaturelStructurallandlMolecularl
BiologyWK2006WKceWKehbXf 17.6 91

41 StructuralKanalysisKofKmissenseKmutationsKcausingKisolatedKsulfiteKoxidaseKdeficiencyYKDaltonl
TransactionsWK2005WKefgkXhe 4.3 11

40 StructuralKinsightsKintoKtheKfirstKincisionKreactionKduringKnucleotideKexcisionKrepairYKEMBOlJournalWK
2005WKdfWKjjgXkf 13 68

39 RuloseXfittingKsleevesRlKv–sKdamageKrecognitionKbyKtheKUvrstuKnucleaseKsystemYKMutationlResearchl
-lFundamentallandlMolecularlMechanismsloflMutagenesisWK2005WKgiiWKkdXcci 3.3 106

38 StructuralKinsightsKintoKsulfiteKoxidaseKdeficiencyYKJournalloflBiologicallChemistryWK2005WKdjbWKeegbhXcg 5.4 66

37 †dentificationKofKresiduesKwithinKUvrtKthatKareKimportantKforKefficientKv–sKbindingKandKdamageK
processingYKJournalloflBiologicallChemistryWK2004WKdikWKgcgifXjb 5.4 29

36 “esionKSinTtoleranceKrevealsKinsightsKintoKv–sKreplicationKfidelityYKEMBOlJournalWK2004WKdeWKcfkfXgbg 13 110

35 †nteractionsKbetweenKUvrsKandKUvrtlKtheKroleKofKUvrtRsKdomainKdKinKnucleotideKexcisionKrepairYK
EMBOlJournalWK2004WKdeWKdfkjXgbk 13 52

34 TheKcrystalKstructureKofKplantKsulfiteKoxidaseKprovidesKinsightsKintoKsulfiteKoxidationKinKplantsKandK
animalsYKStructureWK2003WKccWKcdgcXhe 5.2 116

33 TheKcYdKsKstructureKofKtheKhumanKsulfiteKoxidaseKcytochromeKbSgTKdomainYKActalCrystallographical
SectionlD:lBiologicallCrystallographyWK2003WKgkWKccjeXkc 16

32 ”ouseKRevcKproteinKinteractsKwithKmultipleKv–sKpolymerasesKinvolvedKinKtranslesionKv–sK
synthesisYKEMBOlJournalWK2003WKddWKhhdcXeb 13 288

31 urystallographicKcharacterizationKofKanKexocyclicKv–sKadductlKeW–fXethenoXdRXdeoxycytidineKinKtheK
dodecamerKgRXuyuyssTTepsilonuyuyXeRYKJournalloflMolecularlBiologyWK2003WKedkWKhjgXki 6.5 11

30 urystalKstructureKofK”ycobacteriumKtuberculosisK”entWKaKkeyKenzymeKinKvitaminKKdKbiosynthesisYK
JournalloflBiologicallChemistryWK2003WKdijWKfdegdXhb 5.4 75

29 urystalKstructuresKofKtheKactiveKandKalloxanthineXinhibitedKformsKofKxanthineKdehydrogenaseKfromK
RhodobacterKcapsulatusYKStructureWK2002WKcbWKccgXdg 5.2 165

28 †solatedKsulfiteKoxidaseKdeficiencylKidentificationKofKcdKnovelKSU—XKmutationsKinKcbKpatientsYKHumanl
MutationWK2002WKdbWKif 4.7 66

27 StereoselectivityKofKenoylXuosKhydrataseKresultsKfromKpreferentialKactivationKofKoneKofKtwoKboundK
substrateKconformersYKChemistrylandlBiologyWK2002WKkWKcdfiXgg 27

(2002-2006)
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26 TheKbetaKXhairpinKmotifKofKUvrtKisKessentialKforKv–sKbindingWKdamageKprocessingWKandK
UvruXmediatedKincisionsYKJournalloflBiologicallChemistryWK2002WKdiiWKcggeXk 5.4 86

25 ”olybdopterinKfromKmolybdenumKandKtungstenKenzymesYKAdvanceslinlProteinlChemistryWK2001WKgjWKfiXkf 47

24 urystalKstructureKandKdeletionKanalysisKshowKthatKtheKaccessoryKsubunitKofKmammalianKv–sK
polymeraseKgammaWKPolKgammaKtWKfunctionsKasKaKhomodimerYKMolecularlCellWK2001WKiWKfeXgf 17.6 126

23 wrrorXproneKv–sKpolymeraseslKnovelKstructuresKandKtheKbenefitsKofKinfidelityYKCellWK2001WKcbiWKkXcd 56.2 109

22 TheKTetracyclineKRepressorXsKParadigmKforKaKtiologicalKSwitchYKAngewandtelChemiel-lInternationall
EditionWK2000WKekWKdbfdXdbgd 16.4 98

21 TheKnucleotideKexcisionKrepairKproteinKUvrtWKaKhelicaseXlikeKenzymeKwithKaKcatchYKMutationlResearchl
DNAlRepairWK2000WKfhbWKdiiXebb 57

20
sKcloserKlookKatKtheKactiveKsiteKofKgammaXclassKcarbonicKanhydraseslKhighXresolutionK
crystallographicKstudiesKofKtheKcarbonicKanhydraseKfromK”ethanosarcinaKthermophilaYKBiochemistryWK
2000WKekWKkdddXec

3.2 149

19 uomparingKcrystallographicKandKsolutionKstructuresKofKnitrogenaseKcomplexesYKActal
CrystallographicalSectionlD:lBiologicallCrystallographyWK1999WKggWKidiXj 12

18 urystalKstructureKofKUvrtWKaKv–sKhelicaseKadaptedKforKnucleotideKexcisionKrepairYKEMBOlJournalWK
1999WKcjWKhjkkXkbi 13 156

17 XXrayKsbsorptionKSpectroscopyKofKuhickenKSulfiteK—xidaseKurystalsYKInorganiclChemistryWK1999WKejWKdgekXdgfb5.1 50

16 StructuralKbasisKandKmechanismKofKenoylKreductaseKinhibitionKbyKtriclosanYKJournalloflMolecularl
BiologyWK1999WKdkbWKjgkXhg 6.5 179

15 sKstructuralKcomparisonKofKmolybdenumKcofactorXcontainingKenzymesYKFEMSlMicrobiologylReviewsWK
1998WKddWKgbeXdc 15.1 95

14 sKcrystallographicKviewKofKtheKmolybdenumKcofactorâ� YKJournalloflthelChemicallSocietylDaltonl
TransactionsWK1997WKekbkXekcf 28

13 ”olybdenumXcofactorXcontainingKenzymeslKstructureKandKmechanismYKAnnuallReviewlofl
BiochemistryWK1997WKhhWKdeeXhi 29.1 423

12 ”olecularKbasisKofKsulfiteKoxidaseKdeficiencyKfromKtheKstructureKofKsulfiteKoxidaseYKCellWK1997WKkcWKkieXje 56.2 438

11 StructureKofKsvPKxKs†xfSXTXstabilizedKnitrogenaseKcomplexKandKitsKimplicationsKforKsignalK
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