7

papers

9

all docs

1684188

780 5
citations h-index
9 9
docs citations times ranked

2053705

g-index

1587

citing authors



ARTICLE IF CITATIONS

Data Processing and Analysis for DIA-Based Phosphoproteomics Using Spectronaut. Methods in
Molecular Biology, 2021, 2361, 95-107.

Proteome activity landscapes of tumor cell lines determine drug responses. Nature Communications, 12.8 a7
2020, 11, 3639. :

Rapid and site-specific deep phosphoproteome profiling by data-independent acquisition without the
need for spectral libraries. Nature Communications, 2020, 11, 787.

Sweet google O3€™ minea€”The importance of online search engines for MS-facilitated,
database-independent identification of peptide-encoded book prefaces. EuPA Open Proteomics, 2019, 2.5 0
22-23, 14-18.

Benchmarking common quantification strategies for large-scale phosphoproteomics. Nature
Communications, 2018, 9, 1045.

Performance Evaluation of the Q Exactive HF-X for Shotgun Proteomics. Journal of Proteome

Research, 2018, 17, 727-738. 3.7 221

IsobaricQuant enables crossa€platform quantification, visualization, and filtering of

isobaricallya€tabeled peptides. Proteomics, 0, , 2100253.




