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48 FullglengthQtranscriptomeQassemblyQfromQRNAgSeqQdataQwithoutQaQreferenceQgenomehQNaturer
BiotechnologyfQ2011fQlsfQpnngol 44.5 11785

47 AbQinitioQreconstructionQofQcellQtypegspecificQtranscriptomesQinQmouseQrevealsQtheQconservedQ
multigexonicQstructureQofQlincRNAshQNaturerBiotechnologyfQ2010fQlrfQojmgkj 44.5 1030

46 SinglegcellQtranscriptomicsQrevealsQbimodalityQinQexpressionQandQsplicingQinQimmuneQcellshQNaturefQ
2013fQnsrfQlmpgnj 50.4 867

45 ComprehensiveQClassificationQofQRetinalQBipolarQNeuronsQbyQSinglegCellQTranscriptomicshQCellfQ2016fQ
kppfQkmjrgkmlmhemj 56.2 675

44 SystematicQidentificationQofQlongQnoncodingQRNAsQexpressedQduringQzebrafishQembryogenesishQ
GenomerResearchfQ2012fQllfQoqqgsk 9.7 590

43 ComprehensiveQcomparativeQanalysisQofQstrandgspecificQRNAQsequencingQmethodshQNaturerMethodsfQ
2010fQqfQqjsgko 21.6 562

42 RNAgSeQCtQRNAgseqQmetricsQforQqualityQcontrolQandQprocessQoptimizationhQBioinformaticsfQ2012fQlrfQkomjgl7.2 538

41 PeptidomicQdiscoveryQofQshortQopenQreadingQframegencodedQpeptidesQinQhumanQcellshQNaturer
ChemicalrBiologyfQ2013fQsfQosgpn 11.7 407

40 MetabolicQlabelingQofQRNAQuncoversQprinciplesQofQRNAQproductionQandQdegradationQdynamicsQinQ
mammalianQcellshQNaturerBiotechnologyfQ2011fQlsfQnmpgnl 44.5 406

39 ComparativeQfunctionalQgenomicsQofQtheQfissionQyeastshQSciencefQ2011fQmmlfQsmjgp 33.3 364

38 IndividualQbrainQorganoidsQreproduciblyQformQcellQdiversityQofQtheQhumanQcerebralQcortexhQNaturefQ
2019fQoqjfQolmgolq 50.4 349

37 ComparativeQanalysisQofQRNAQsequencingQmethodsQforQdegradedQorQlowginputQsampleshQNaturer
MethodsfQ2013fQkjfQplmgs 21.6 320

36 IntegrativeQanalysisQofQtheQmelanomaQtranscriptomehQGenomerResearchfQ2010fQljfQnkmglq 9.7 216

35 SystematicQcomparisonQofQsinglegcellQandQsinglegnucleusQRNAgsequencingQmethodshQNaturer
BiotechnologyfQ2020fQmrfQqmqgqnp 44.5 212

34 MicrosporidianQgenomeQanalysisQrevealsQevolutionaryQstrategiesQforQobligateQintracellularQgrowthhQ
GenomerResearchfQ2012fQllfQlnqrgrr 9.7 191

33 TBKkQSuppressesQRIPKkgDrivenQApoptosisQandQInflammationQduringQDevelopmentQandQinQAginghQCellfQ
2018fQkqnfQknqqgknskheks 56.2 175

32 AbQinitioQconstructionQofQaQeukaryoticQtranscriptomeQbyQmassivelyQparallelQmRNAQsequencinghQ
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericafQ2009fQkjpfQmlpngs 11.5 172
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31 RIPKkQmediatesQaQdiseasegassociatedQmicroglialQresponseQinQAlzheimerasQdiseasehQProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericafQ2017fQkknfQErqrrgErqsq 11.5 167

30 EfficientQandQrobustQRNAgseqQprocessQforQculturedQbacteriaQandQcomplexQcommunityQ
transcriptomeshQGenomerBiologyfQ2012fQkmfQRlm 18.3 165

29 SinglegcellQtranscriptomicQprofilingQofQtheQagingQmouseQbrainhQNaturerNeurosciencefQ2019fQllfQkpspgkqjr 25.5 152

28 TargetedQnextggenerationQsequencingQofQaQcancerQtranscriptomeQenhancesQdetectionQofQsequenceQ
variantsQandQnovelQfusionQtranscriptshQGenomerBiologyfQ2009fQkjfQRkko 18.3 150

27 DeQnovoQassemblyQofQhighlyQdiverseQviralQpopulationshQBMCrGenomicsfQ2012fQkmfQnqo 4.5 147

26 BenchmarkingQsinglegcellQRNAgsequencingQprotocolsQforQcellQatlasQprojectshQNaturerBiotechnologyfQ
2020fQmrfQqnqgqoo 44.5 142

25 DistinctiveQexpansionQofQpotentialQvirulenceQgenesQinQtheQgenomeQofQtheQoomyceteQfishQpathogenQ
SaprolegniaQparasiticahQPLoSrGeneticsfQ2013fQsfQekjjmlql 6 130

24 TranscriptomicQCharacterizationQofQSFmBkQMutationQRevealsQItsQPleiotropicQEffectsQinQChronicQ
LymphocyticQLeukemiahQCancerrCellfQ2016fQmjfQqojgqpm 24.3 115

23 StrandgspecificQRNAQsequencingQrevealsQextensiveQregulatedQlongQantisenseQtranscriptsQthatQareQ
conservedQacrossQyeastQspecieshQGenomerBiologyfQ2010fQkkfQRrq 18.3 110

22 GenomeQanalysisQofQthreeQPneumocystisQspeciesQrevealsQadaptationQmechanismsQtoQlifeQexclusivelyQ
inQmammalianQhostshQNaturerCommunicationsfQ2016fQqfQkjqnj 17.4 93

21 StructureQofQtheQgermlineQgenomeQofQandQrelationshipQtoQtheQmassivelyQrearrangedQsomaticQ
genomehQELifefQ2016fQofQ 8.9 87

20 TranscriptionalQconsequencesQofQkppkkhlQdeletionQandQduplicationQinQmouseQcortexQandQmultiplexQ
autismQfamilieshQAmericanrJournalrofrHumanrGeneticsfQ2014fQsnfQrqjgrm 11 78

19 CompleteQviralQRNAQgenomeQsequencingQofQultraglowQcopyQsamplesQbyQsequencegindependentQ
amplificationhQNucleicrAcidsrResearchfQ2013fQnkfQekm 20.1 68

18 ComparativeQAnalysisQHighlightsQVariableQGenomeQContentQofQWheatQRustsQandQDivergenceQofQtheQ
MatingQLocihQG3:rGenes,rGenomes,rGeneticsfQ2017fQqfQmpkgmqp 3.2 67

17 ComprehensiveQcomparativeQanalysisQofQoagendQRNAgsequencingQmethodshQNaturerMethodsfQ2018fQ
kofQojogokk 21.6 53

16 EffectsQofQmDQculturingQconditionsQonQtheQtranscriptomicQprofileQofQstemgcellgderivedQneuronshQ
NaturerBiomedicalrEngineeringfQ2018fQlfQonjgoon 19 52

15 InQvivoQPerturbgSeqQrevealsQneuronalQandQglialQabnormalitiesQassociatedQwithQautismQriskQgeneshQ
SciencefQ2020fQmqjfQ 33.3 45

14 SystematicQcomparativeQanalysisQofQsingleQcellQRNAgsequencingQmethods 43
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13
UseQofQtheQMSlQaptamerQandQcoatQproteinQforQRNAQlocalizationQinQyeasttQAQresponseQtoQSMSlQcoatQ
proteinsQboundQtoQyeastQmRNAsQblockQoaQtoQmaQdegradationQandQtrapQmRNAQdecayQproductstQ
implicationsQforQtheQlocalizationQofQmRNAsQbyQMSlgMCPQsystemShQRnafQ2016fQllfQppjgp

5.8 40

12 DistinctQsubnetworksQofQtheQthalamicQreticularQnucleushQNaturefQ2020fQormfQrksgrln 50.4 36

11 GenomeQSequencesQofQThreeQPhytopathogenicQSpeciesQofQtheQMagnaporthaceaeQFamilyQofQFungihQ
G3:rGenes,rGenomes,rGeneticsfQ2015fQofQlomsgno 3.2 26

10 ChemoproteomicQdiscoveryQofQcysteinegcontainingQhumanQshortQopenQreadingQframeshQJournalrofrther
AmericanrChemicalrSocietyfQ2013fQkmofQkpqojgm 16.4 22

9 BenchmarkingQSinglegCellQRNAQSequencingQProtocolsQforQCellQAtlasQProjects 13

8 AutismQgenesQconvergeQonQasynchronousQdevelopmentQofQsharedQneuronQclasseshhQNaturefQ2022fQ 50.4 10

7 AQRIPKkgregulatedQinflammatoryQmicroglialQstateQinQamyotrophicQlateralQsclerosishQProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericafQ2021fQkkrfQ 11.5 10

6 InQvivoQPerturbgSeqQrevealsQneuronalQandQglialQabnormalitiesQassociatedQwithQAutismQriskQgenes 7

5 TheQevolutionfQevolvabilityQandQengineeringQofQgeneQregulatoryQDNAhhQNaturefQ2022fQ 50.4 6

4 ComparativeQanalysisQhighlightsQvariableQgenomeQcontentQofQwheatQrustsQandQdivergenceQofQtheQ
matingQloci 4

3 SinglegcellQtranscriptomicsQofQtheQagedQmouseQbrainQrevealsQconvergentfQdivergentQandQuniqueQagingQsignatures4

2 SinglegcellQprofilesQofQretinalQneuronsQdifferingQinQresilienceQtoQinjuryQrevealQneuroprotectiveQgenes 1

1 PluripotentQstemQcellgderivedQmodelsQofQneurologicalQdiseasesQrevealQearlyQtranscriptionalQ
heterogeneityhQGenomerBiologyfQ2021fQllfQqm 18.3 0
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