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77 RetentionLofLsubcutaneousLabataceptLforLtheLtreatmentLofLrheumatoidLarthritisnLrealaworldLresultsL
fromLtheLuSwORyLstudynLanLinternationalLfayearLobservationalLstudybbLClinicalhRheumatologyXL2022XLe 3.9 1

76 LongitudinalLanalysisLofLbloodLxNuLmethylationLidentifiesLmechanismsLofLresponseLtoLtumorL
necrosisLfactorLinhibitorLtherapyLinLrheumatoidLarthritisbbLEBioMedicineXL2022XLldXLedhdig 8.8 0

75 zoodLgroupsLassociatedLwithLimmuneamediatedLinflammatoryLdiseasesnLaLMendelianLrandomizationL
andLdiseaseLseverityLstudybLEuropeanhJournalhofhClinicalhNutritionXL2021XLkiXLegjlaeglf 5.2 1

74 InteractionsLbetweenLrheumatoidLarthritisLantibodiesLareLassociatedLwithLtheLresponseLtoL
antiatumorLnecrosisLfactorLtherapybLBMChMusculoskeletalhDisordersXL2021XLffXLgkf 2.8 1

73 TargetingLofLtheLwxldcljLproinflammatoryLaxisLasLaLtherapeuticLstrategyLtoLpreventLsevereL
wOVIxaembLScientifichReportsXL2021XLeeXLeehjf 4.9 2

72 SharedLgeneticLriskLbetweenLeatingLdisorderaLandLsubstanceausearelatedLphenotypesnLyvidenceL
fromLgenomeawideLassociationLstudiesbLAddictionhBiologyXL2021XLfjXLeeflld 4.6 12

71 xietaryLhabitsLinLpatientsLwithLfibromyalgianLaLcrossasectionalLstudybLClinicalhandhExperimentalh
RheumatologyXL2021XLgmLSupplLegdXLekdaekg 2.2

70 uLquestionnaireabasedLstudyLonLcontraceptiveLpracticeLinLpatientsLwithLrheumaticLdiseaseLfoundLnoL
significantLdifferenceLinLageamatchedLhealthyLcontrolsbLRheumatologyhInternationalXL2020XLhdXLehkgaehld3.6

69 GenomewideLussociationLStudyLofLSevereLwovidaemLwithLRespiratoryLzailurebLNewhEnglandhJournalh
ofhMedicineXL2020XLglgXLeiffaeigh 59.2 913

68 uLcrossadiseaseLmetaaGWuSLidentifiesLfourLnewLsusceptibilityLlociLsharedLbetweenLsystemicL
sclerosisLandLwrohnSsLdiseasebLScientifichReportsXL2020XLedXLeljf 4.9 11

67
IncidenceLofLwOVIxaemLinLaLcohortLofLadultLandLpaediatricLpatientsLwithLrheumaticLdiseasesLtreatedL
withLtargetedLbiologicLandLsyntheticLdiseaseamodifyingLantiarheumaticLdrugsbLSeminarshinhArthritish
andhRheumatismXL2020XLidXLijhaikd

5.3 92

66 viosimilarLandLinterchangeablenLInseparableLscientificLconceptssbLBritishhJournalhofhClinicalh
PharmacologyXL2019XLliXLfhjdafhjg 3.8 9

65 zunctionalLrareLvariantsLinfluenceLtheLclinicalLresponseLtoLantiaTNzLtherapyLinLwrohnSsLdiseasebL
TherapeutichAdvanceshinhGastroenterologyXL2019XLefXLekijflhlemljklhl 4.7

64
ussociationsLvetweenLuttentionaxeficitcHyperactivityLxisorderLandLVariousLyatingLxisordersnLuL
SwedishLNationwideLPopulationLStudyLUsingLMultipleLGeneticallyLInformativeLupproachesbL
BiologicalhPsychiatryXL2019XLljXLikkailj

7.9 24

63 ProaLandLantiainflammatoryLeicosanoidsLinLpsoriaticLarthritisbLMetabolomicsXL2019XLeiXLji 4.7 30

62 GeneticLassociationLbetweenLwxmjLlocusLandLimmunogenicityLtoLantiaTNzLtherapyLinLwrohnSsL
diseasebLPharmacogenomicshJournalXL2019XLemXLihkaiii 3.5 2

61
PopulationabasedLidentityabyadescentLmappingLcombinedLwithLexomeLsequencingLtoLdetectLrareL
riskLvariantsLforLschizophreniabLAmericanhJournalhofhMedicalhGeneticshParthB:hNeuropsychiatrich
GeneticsXL2019XLeldXLffgafge

3.5 2
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60 wlinicalLandLtherapeuticLmanagementLofLrheumatoidLarthritisLwithLbiologicalLdiseaseamodifyingL
antirheumaticLdrugsnLRuxuRLstudybLRheumatologyhInternationalXL2019XLgmXLfdeiafdfh 3.6 2

59 GenomeawideLassociationLstudyLidentifiesLeightLriskLlociLandLimplicatesLmetaboapsychiatricLoriginsL
forLanorexiaLnervosabLNaturehGeneticsXL2019XLieXLefdkaefeh 36.3 303

58 uLwombinedLTranscriptomicLandLGenomicLunalysisLIdentifiesLaLGeneLSignatureLussociatedLWithLtheL
ResponseLtoLuntiaTNzLTherapyLinLRheumatoidLurthritisbLFrontiershinhImmunologyXL2019XLedXLehim 8.4 11

57 GeneticLvariationLatLtheLglycosaminoglycanLmetabolismLpathwayLcontributesLtoLtheLriskLofLpsoriaticL
arthritisLbutLnotLpsoriasisbLAnnalshofhthehRheumatichDiseasesXL2019XLklXL 2.4 25

56
xiscoidinLdomainLreceptorLeLgeneLvariantsLareLassociatedLwithLdecreasedLwhiteLmatterLfractionalL
anisotropyLandLdecreasedLprocessingLspeedLinLschizophreniabLJournalhofhPsychiatrichResearchXL2019XL
eedXLkhalf

5.2 8

55 GenomeawideLassociationLstudyLmetaaanalysisLidentifiesLfiveLnewLlociLforLsystemicLlupusL
erythematosusbLArthritishResearchhandhTherapyXL2018XLfdXLedd 5.7 47

54 ystimationLofLGeneticLworrelationLviaLLinkageLxisequilibriumLScoreLRegressionLandLGenomicL
RestrictedLMaximumLLikelihoodbLAmericanhJournalhofhHumanhGeneticsXL2018XLedfXLeeliaeemh 11 55

53
IntravenousLadministrationLofLexpandedLallogeneicLadiposeaderivedLmesenchymalLstemLcellsLinL
refractoryLrheumatoidLarthritisLTwxjeeUnLresultsLofLaLmulticentreXLdoseLescalationXLrandomisedXL
singleablindXLplaceboacontrolledLphaseLIbcIIaLclinicalLtrialbLAnnalshofhthehRheumatichDiseasesXL2017XLkjXLemjafdf

2.4 137

52 SignificantLLocusLandLMetabolicLGeneticLworrelationsLRevealedLinLGenomeaWideLussociationLStudyL
ofLunorexiaLNervosabLAmericanhJournalhofhPsychiatryXL2017XLekhXLlidalil 11.9 276

51 aRNupipenLaLbalancedXLefficientLandLdistributedLpipelineLforLprocessingLRNuaseqLdataLinL
highaperformanceLcomputingLenvironmentsbLBioinformaticsXL2017XLggXLekfkaekfm 7.2 18

50 GenomeawideLpathwayLanalysisLidentifiesLVyGzLpathwayLassociationLwithLoralLulcerationLinL
systemicLlupusLerythematosusbLArthritishResearchhandhTherapyXL2017XLemXLegl 5.7 11

49 wardiovascularLdiseaseLinLimmuneamediatedLinflammatoryLdiseasesnLuLcrossasectionalLanalysisLofLjL
cohortsbLMedicinehrUnitedhStatessXL2017XLmjXLekgdl 1.8 25

48 GeneticLvariationLassociatedLwithLcardiovascularLriskLinLautoimmuneLdiseasesbLPLoShONEXL2017XLefXLedelillm3.7 4

47 ypigenomeawideLassociationLstudyLofLrheumatoidLarthritisLidentifiesLdifferentiallyLmethylatedLlociL
inLvLcellsbLHumanhMolecularhGeneticsXL2017XLfjXLfldgaflee 5.6 37

46 IdentificationLofLIRXeLasLaLRiskLLocusLforLRheumatoidLzactorLPositivityLinLRheumatoidLurthritisLinLaL
GenomeaWideLussociationLStudybLArthritishandhRheumatologyXL2016XLjlXLeglhame 9.5 5

45 yvidenceLforLGeneticLOverlapLvetweenLSchizophreniaLandLugeLatLzirstLvirthLinLWomenbLJAMAh
PsychiatryXL2016XLkgXLhmkaidi 14.5 40

44 GenomeaWideLPathwayLunalysisLIdentifiesLGeneticLPathwaysLussociatedLwithLPsoriasisbLJournalhofh
InvestigativehDermatologyXL2016XLegjXLimgajdf 4.3 24

43 uLgenomeawideLassociationLstudyLidentifiesLSLwlugLasLaLsusceptibilityLlocusLforLuwPuapositiveL
rheumatoidLarthritisbLRheumatologyXL2016XLiiXLeedjaee 3.9 10
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42 UrineLmetabolomeLprofilingLofLimmuneamediatedLinflammatoryLdiseasesbLBMChMedicineXL2016XLehXLegg 11.4 67

41 uLfunctionalLvariantLofLTLRedLmodifiesLtheLactivityLofLNzkvLandLmayLhelpLpredictLaLworseLprognosisL
inLpatientsLwithLrheumatoidLarthritisbLArthritishResearchhandhTherapyXL2016XLelXLffe 5.7 24

40 ModelingLLinkageLxisequilibriumLIncreasesLuccuracyLofLPolygenicLRiskLScoresbLAmericanhJournalhofh
HumanhGeneticsXL2015XLmkXLikjamf 11 649

39 fdehLupdateLofLtheLwonsensusLStatementLofLtheLSpanishLSocietyLofLRheumatologyLonLtheLuseLofL
biologicalLtherapiesLinLrheumatoidLarthritisbLReumatologˆ›ahClˆ›nicaXL2015XLeeXLfkmamh 0.9 60

38 VariationLatLinterleukinajLreceptorLgeneLisLassociatedLtoLjointLdamageLinLrheumatoidLarthritisbL
ArthritishResearchhandhTherapyXL2015XLekXLfhf 5.7 10

37 unalyticalLmethodsLinLuntargetedLmetabolomicsnLstateLofLtheLartLinLfdeibLFrontiershinhBioengineeringh
andhBiotechnologyXL2015XLgXLfg 5.8 377

36 VariationLatLzwGRfuLandLfunctionallyLrelatedLgenesLisLassociatedLwithLtheLresponseLtoLantiaTNzL
therapyLinLrheumatoidLarthritisbLPLoShONEXL2015XLedXLedeffdll 3.7 26

35 uLdeletionLatLuxuMTSmaMuGIeLlocusLisLassociatedLwithLpsoriaticLarthritisLriskbLAnnalshofhtheh
RheumatichDiseasesXL2015XLkhXLelkiale 2.4 15

34 IdentificationLofLriskLlociLforLwrohnSsLdiseaseLphenotypesLusingLaLgenomeawideLassociationLstudybL
GastroenterologyXL2015XLehlXLkmhaldi 13.3 39

33 PartitioningLheritabilityLofLregulatoryLandLcellatypeaspecificLvariantsLacrossLeeLcommonLdiseasesbL
AmericanhJournalhofhHumanhGeneticsXL2014XLmiXLigiaif 11 411

32 uLgenomeawideLassociationLstudyLidentifiesLaLnovelLlocusLatLjqffbeLassociatedLwithLulcerativeL
colitisbLHumanhMolecularhGeneticsXL2014XLfgXLjmfkagh 5.6 31

31 zocusnLaLrobustLworkflowLforLoneadimensionalLNMRLspectralLanalysisbLAnalyticalhChemistryXL2014XLljXLeejdam7.8 33

30 RheumatologyLassistanceLcareLinLwataloniaLTSpainUnLyearLfdefbLReumatologˆ›ahClˆ›nicaXL2014XLedXLlial 0.9 9

29 NovelLinsightsLintoLtheLregulatoryLarchitectureLofLwxhWLTLcellsLinLrheumatoidLarthritisbLPLoShONEXL
2014XLmXLeeddjmd 3.7 14

28 MetabolomicsLinLrheumaticLdiseasesbLInternationalhJournalhofhClinicalhRheumatologyXL2014XLmXLgigagjm 1.5 5

27 PxyguaSLwOeweLlocusLisLassociatedLwithLresponseLtoLantiatumorLnecrosisLfactorLtherapyLinLpsoriaticL
arthritisbLPharmacogenomicsXL2014XLeiXLekjgaekjm 2.6 6

26 GeneticLcharacterizationLofLnortheasternLItalianLpopulationLisolatesLinLtheLcontextLofLbroaderL
yuropeanLgeneticLdiversitybLEuropeanhJournalhofhHumanhGeneticsXL2013XLfeXLjimaji 5.3 50

25 GenomeawideLtranscriptionalLanalysisLofLTLcellLactivationLrevealsLdifferentialLgeneLexpressionL
associatedLwithLpsoriasisbLBMChGenomicsXL2013XLehXLlfi 4.5 17

Sara Marsal

4



24 uLgenomeawideLassociationLstudyLonLaLsouthernLyuropeanLpopulationLidentifiesLaLnewLwrohnSsL
diseaseLsusceptibilityLlocusLatLRvXeayPgddbLGutXL2013XLjfXLehhdai 19.2 35

23 GWuSLreplicationLstudyLconfirmsLtheLassociationLofLPxyguaSLwOeweLwithLantiaTNzLtherapyL
responseLinLrheumatoidLarthritisbLPharmacogenomicsXL2013XLehXLkfkagh 2.6 52

22 TheLgeneticLarchitectureLofLrheumatoidLarthritisnLfromLsusceptibilityLtoLclinicalLsubphenotypeL
associationsbLCurrenthTopicshinhMedicinalhChemistryXL2013XLegXLkfdage 3 6

21 GStreamnLimprovingLSNPLandLwNVLcoverageLonLgenomeawideLassociationLstudiesbLPLoShONEXL2013XL
lXLejllff 3.7 3

20 UnveilingLcaseacontrolLrelationshipsLinLdesigningLaLsimpleLandLpowerfulLmethodLforLdetectingL
geneageneLinteractionsbLGenetichEpidemiologyXL2012XLgjXLkedaj 2.6 3

19 RiskLvariantsLforLpsoriasisLvulgarisLinLaLlargeLcaseacontrolLcollectionLandLassociationLwithLclinicalL
subphenotypesbLHumanhMolecularhGeneticsXL2012XLfeXLhihmaik 5.6 60

18 SynovialLlymphoidLneogenesisLisLassociatedLwithLILafgLexpressionLandLdiseaseLactivityLinLrheumatoidL
arthritisbLJournalhofhTranslationalhMedicineXL2011XLmXL 8.5 78

17 SynovialLfibroblastLhyperplasiaLinLrheumatoidLarthritisnLclinicopathologicLcorrelationsLandLpartialL
reversalLbyLantiatumorLnecrosisLfactorLtherapybLArthritishandhRheumatismXL2011XLjgXLfikialg 45

16 uStreamnLanLRLpackageLforLannotatingLLwcMSLmetabolomicLdatabLBioinformaticsXL2011XLfkXLeggmahd 7.2 41

15 LossLofLimprintingLofLIGzfLcharacterisesLhighLIGzfLmRNuaexpressingLtypeLofLfibroblastalikeL
synoviocytesLinLrheumatoidLarthritisbLAnnalshofhthehRheumatichDiseasesXL2010XLjmXLefgmahf 2.4 9

14 RheumatoidLarthritisLpharmacogenomicsbLPharmacogenomicsXL2010XLeeXLjekam 2.6 10

13 wNstreamnLaLmethodLforLtheLidentificationLandLgenotypingLofLcopyLnumberLpolymorphismsLusingL
IlluminaLmicroarraysbLBMChBioinformaticsXL2010XLeeXLfjh 3.6 13

12 xeletionLofLtheLlateLcornifiedLenvelopeLgenesXLLwygwLandLLwygvXLisLassociatedLwithLrheumatoidL
arthritisbLArthritishandhRheumatismXL2010XLjfXLefhjaie 23

11 GeneticLstructureLofLyuropeansnLaLviewLfromLtheLNorthayastbLPLoShONEXL2009XLhXLeihkf 3.7 237

10 ussociationLofLHLuLclassLIILgenesLwithLsystemicLsclerosisLinLSpanishLpatientsbLJournalhofh
RheumatologyXL2009XLgjXLfkggaj 4.1 35

9 xuSaflabasedLyULuRLresponseLandLHuQLimprovementLinLrheumatoidLarthritisLpatientsLswitchingL
betweenLTNzLantagonistsbLBMChMusculoskeletalhDisordersXL2009XLedXLme 2.8 21

8 IdentificationLofLcandidateLgenesLforLrituximabLresponseLinLrheumatoidLarthritisLpatientsLbyL
microarrayLexpressionLprofilingLinLbloodLcellsbLPharmacogenomicsXL2009XLedXLejmkakdl 2.6 18

7 unLeightageneLbloodLexpressionLprofileLpredictsLtheLresponseLtoLinfliximabLinLrheumatoidLarthritisbL
PLoShONEXL2009XLhXLekiij 3.7 81

(2009-2013)
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6 GenomeawideLassociationLstudyLofLrheumatoidLarthritisLinLtheLSpanishLpopulationnLKLzefLasLaLriskL
locusLforLrheumatoidLarthritisLsusceptibilitybLArthritishandhRheumatismXL2008XLilXLffkialj 88

5 IdentificationLofLaLtwoalociLepistaticLinteractionLassociatedLwithLsusceptibilityLtoLrheumatoidL
arthritisLthroughLreverseLengineeringLandLmultifactorLdimensionalityLreductionbLGenomicsXL2007XLmdXLjaeg4.3 30

4 untiangiogenicLeffectsLofLantiatumorLnecrosisLfactorLalphaLtherapyLwithLinfliximabLinLpsoriaticL
arthritisbLArthritishandhRheumatismXL2004XLidXLejgjahe 112

3 LackLofLassociationLbetweenLtheLcorticotropinareleasingLhormoneLlocusLandLrheumatoidLarthritisbL
ArthritishandhRheumatismXL2004XLidXLfkdjal 1

2 IncidenceLofLwOVIxaemLinLaLcohortLofLadultLandLpaediatricLpatientsLwithLrheumaticLdiseasesLtreatedL
withLtargetedLbiologicLandLsyntheticLdiseaseamodifyingLantiarheumaticLdrugs 4

1 aRNupipenLuLbalancedXLefficientLandLdistributedLpipelineLforLprocessingLRNuaseqLdataLinLhighL
performanceLcomputingLenvironments 2
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