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n Paper IF Citations

112 unNintegratedNencyclopediaNofNxNuNelementsNinNtheNhumanNgenomebNNatureZN2012ZNhlmZNikakh 50.4 11449

111 LandscapeNofNtranscriptionNinNhumanNcellsbNNatureZN2012ZNhlmZNedeal 50.4 3544

110 TheNGyNwOxyNvkNcatalogNofNhumanNlongNnoncodingNRNusnNanalysisNofNtheirNgeneNstructureZN
evolutionZNandNexpressionbNGenomekResearchZN2012ZNffZNekkialm 9.7 3408

109 PfamnNclansZNwebNtoolsNandNservicesbNNucleickAcidskResearchZN2006ZNghZNxfhkaie 20.1 1784

108 unNatlasNofNactiveNenhancersNacrossNhumanNcellNtypesNandNtissuesbNNatureZN2014ZNidkZNhiiahje 50.4 1595

107 uNpromoteralevelNmammalianNexpressionNatlasbNNatureZN2014ZNidkZNhjfakd 50.4 1301

106 uNuserUsNguideNtoNtheNencyclopediaNofNxNuNelementsNVyNwOxyWbNPLoSkBiologyZN2011ZNmZNeeddedhj 9.7 1060

105 TheNregulatedNretrotransposonNtranscriptomeNofNmammalianNcellsbNNaturekGeneticsZN2009ZNheZNijgake 36.3 601

104 unNatlasNofNhumanNlongNnonacodingNRNusNwithNaccurateNiUNendsbNNatureZN2017ZNihgZNemmafdh 50.4 581

103 unNatlasNofNcombinatorialNtranscriptionalNregulationNinNmouseNandNmanbNCellZN2010ZNehdZNkhhaif 56.2 555

102
MyogenicNgeneNexpressionNsignatureNestablishesNthatNbrownNandNwhiteNadipocytesNoriginateNfromN
distinctNcellNlineagesbNProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaZN2007ZNedhZNhhdeaj

11.5 550

101 KalignaaanNaccurateNandNfastNmultipleNsequenceNalignmentNalgorithmbNBMCkBioinformaticsZN2005ZNjZNfml 3.6 476

100 GatewaysNtoNtheNzuNTOMiNpromoterNlevelNmammalianNexpressionNatlasbNGenomekBiologyZN2015ZNejZNff 18.3 443

99 TranscribedNenhancersNleadNwavesNofNcoordinatedNtranscriptionNinNtransitioningNmammalianNcellsbN
ScienceZN2015ZNghkZNededah 33.3 384

98 TheNtranscriptionalNnetworkNthatNcontrolsNgrowthNarrestNandNdifferentiationNinNaNhumanNmyeloidN
leukemiaNcellNlinebNNaturekGeneticsZN2009ZNheZNiigajf 36.3 356

97 SmallNRNusNderivedNfromNsnoRNusbNRnaZN2009ZNeiZNefggahd 5.8 325

96 TinyNRNusNassociatedNwithNtranscriptionNstartNsitesNinNanimalsbNNaturekGeneticsZN2009ZNheZNikfal 36.3 302
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95 unNRNuadependentNRNuNpolymeraseNformedNbyNTyRTNandNtheNRMRPNRNubNNatureZN2009ZNhjeZNfgdai 50.4 287

94 unNintegratedNexpressionNatlasNofNmiRNusNandNtheirNpromotersNinNhumanNandNmousebNNaturek
BiotechnologyZN2017ZNgiZNlkfalkl 44.5 282

93 KalignfnNhighaperformanceNmultipleNalignmentNofNproteinNandNnucleotideNsequencesNallowingN
externalNfeaturesbNNucleickAcidskResearchZN2009ZNgkZNlilaji 20.1 214

92 InductionNofNmicroRNusZNmiraeiiZNmirafffZNmirahfhNandNmiraidgZNpromotesNmonocyticN
differentiationNthroughNcombinatorialNregulationbNLeukemiaZN2010ZNfhZNhjdaj 10.7 205

91 iUNendacenteredNexpressionNprofilingNusingNcapaanalysisNgeneNexpressionNandNnextagenerationN
sequencingbNNaturekProtocolsZN2012ZNkZNihfaje 18.8 182

90 GenomeawideNanalysisNofNpromoterNarchitectureNinNxrosophilaNmelanogasterbNGenomekResearchZN
2011ZNfeZNelfamf 9.7 178

89 TagxustaaaNprogramNtoNeliminateNartifactsNfromNnextNgenerationNsequencingNdatabNBioinformaticsZN
2009ZNfiZNflgmahd 7.2 173

88 yffectsNofNcytosineNmethylationNonNtranscriptionNfactorNbindingNsitesbNBMCkGenomicsZN2014ZNeiZNeem 4.5 156

87 UnamplifiedNcapNanalysisNofNgeneNexpressionNonNaNsingleamoleculeNsequencerbNGenomekResearchZN
2011ZNfeZNeeidam 9.7 143

86 UnderstandingNtranscriptionalNregulationNbyNintegrativeNanalysisNofNtranscriptionNfactorNbindingN
databNGenomekResearchZN2012ZNffZNejilajk 9.7 133

85 SuMStatnNmonitoringNbiasesNinNnextNgenerationNsequencingNdatabNBioinformaticsZN2011ZNfkZNegdae 7.2 130

84 RedefinitionNofNtheNhumanNmastNcellNtranscriptomeNbyNdeepawuGyNsequencingbNBloodZN2014ZNefgZNeilajk 2.2 126

83 LinkingNpromotersNtoNfunctionalNtranscriptsNinNsmallNsamplesNwithNnanowuGyNandNwuGyscanbNNaturek
MethodsZN2010ZNkZNiflagh 21.6 123

82 SystematicNassessmentNofNtissueNdissociationNandNstorageNbiasesNinNsingleacellNandNsingleanucleusN
RNuaseqNworkflowsbNGenomekBiologyZN2020ZNfeZNegd 18.3 117

81 wrossamappingNandNtheNidentificationNofNeditingNsitesNinNmatureNmicroRNusNinNhighathroughputN
sequencingNlibrariesbNGenomekResearchZN2010ZNfdZNfikajh 9.7 105

80 TheNhumanNPINKeNlocusNisNregulatedNinNvivoNbyNaNnonacodingNnaturalNantisenseNRNuNduringN
modulationNofNmitochondrialNfunctionbNBMCkGenomicsZN2007ZNlZNkh 4.5 104

79 uutomaticNassessmentNofNalignmentNqualitybNNucleickAcidskResearchZN2005ZNggZNkefdal 20.1 102

78 TranscriptionNandNenhancerNprofilingNinNhumanNmonocyteNsubsetsbNBloodZN2014ZNefgZNemdam 2.2 101

(2014-2009)
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77 QualityNassessmentNofNmultipleNalignmentNprogramsbNFEBSkLettersZN2002ZNifmZNefjagd 3.8 95

76 zuNTOMiNwuGyNprofilesNofNhumanNandNmouseNsamplesbNScientifickDataZN2017ZNhZNekdeef 8.2 88

75
xifferentialNrolesNofNepigeneticNchangesNandNzoxpgNexpressionNinNregulatoryNTNcellaspecificN
transcriptionalNregulationbNProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaZN2014ZNeeeZNiflmamh

11.5 85

74 SensitizationNtoNimmuneNcheckpointNblockadeNthroughNactivationNofNaNSTuTecNKNaxisNinNtheNtumorN
microenvironmentbNSciencekTranslationalkMedicineZN2019ZNeeZN 17.5 83

73 KalignZNKalignvuNandNMumsanNwebNserversNforNmultipleNsequenceNalignmentbNNucleickAcidskResearchZN
2006ZNghZNWimjam 20.1 79

72
unalysisNofNtheNhumanNmonocyteaderivedNmacrophageNtranscriptomeNandNresponseNtoN
lipopolysaccharideNprovidesNnewNinsightsNintoNgeneticNaetiologyNofNinflammatoryNbowelNdiseasebN
PLoSkGeneticsZN2017ZNegZNeeddjjhe

6 64

71 unalysisNofNtheNxNuNmethylomeNandNtranscriptomeNinNgranulopoiesisNrevealsNtimedNchangesNandN
dynamicNenhancerNmethylationbNBloodZN2014ZNefgZNekmalm 2.2 59

70 TheNenhancerNandNpromoterNlandscapeNofNhumanNregulatoryNandNconventionalNTacellN
subpopulationsbNBloodZN2014ZNefgZNejlakl 2.2 58

69 TranscriptomeNunalysisNofNRecurrentlyNxeregulatedNGenesNacrossNMultipleNwancersNIdentifiesNNewN
PanawancerNviomarkersbNCancerkResearchZN2016ZNkjZNfejafj 10.1 56

68 zuNTOMhNydgeyxpressxvnNanNintegratedNdatabaseNofNpromotersZNgenesZNmicroRNusZNexpressionN
dynamicsNandNregulatoryNinteractionsbNGenomekBiologyZN2009ZNedZNRgm 18.3 56

67 uNxiagnosisNforNullNRareNGeneticNxiseasesnNTheNHorizonNandNtheNNextNzrontiersbNCellZN2019ZNekkZNgfagk 56.2 53

66 MOIRuInNaNcompactNworkflowNsystemNforNwuGyNanalysisbNBMCkBioinformaticsZN2014ZNeiZNehh 3.6 49

65 weNwuGyNdetectsNtranscriptionNstartNsitesNandNenhancerNactivityNatNsingleacellNresolutionbNNaturek
CommunicationsZN2019ZNedZNgjd 17.4 45

64 TagxustfnNaNgenericNmethodNtoNextractNreadsNfromNsequencingNdatabNBMCkBioinformaticsZN2015ZNejZNfh 3.6 44

63 TranscriptionalNlandscapeNofNMycobacteriumNtuberculosisNinfectionNinNmacrophagesbNScientifick
ReportsZN2018ZNlZNjkil 4.9 41

62 xigitalNexpressionNprofilingNofNtheNcompartmentalizedNtranslatomeNofNPurkinjeNneuronsbNGenomek
ResearchZN2014ZNfhZNegmjahed 9.7 39

61 TheNrareNandNundiagnosedNdiseasesNdiagnosticNserviceNaNapplicationNofNmassivelyNparallelNsequencingN
inNaNstateawideNclinicalNservicebNOrphanetkJournalkofkRarekDiseasesZN2016ZNeeZNkk 4.2 39

60 RedefiningNtheNtranscriptionalNregulatoryNdynamicsNofNclassicallyNandNalternativelyNactivatedN
macrophagesNbyNdeepwuGyNtranscriptomicsbNNucleickAcidskResearchZN2015ZNhgZNjmjmalf 20.1 38
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59 RywLUnNaNpipelineNtoNdiscoverNreproducibleNtranscriptionalNstartNsitesNandNtheirNalternativeN
regulationNusingNcappedNanalysisNofNgeneNexpressionNVwuGyWbNBMCkGenomicsZN2014ZNeiZNfjm 4.5 37

58 weruloplasminNisNaNnovelNadipokineNwhichNisNoverexpressedNinNadiposeNtissueNofNobeseNsubjectsNandN
inNobesityaassociatedNcancerNcellsbNPLoSkONEZN2014ZNmZNeldfkh 3.7 36

57 TheNfrequentNevolutionaryNbirthNandNdeathNofNfunctionalNpromotersNinNmouseNandNhumanbNGenomek
ResearchZN2015ZNfiZNeihjaik 9.7 33

56 IntegrationNofNgeneticsNandNmiRNuatargetNgeneNnetworkNidentifiedNdiseaseNbiologyNimplicatedNinN
tissueNspecificitybNNucleickAcidskResearchZN2018ZNhjZNeelmlaeemdm 20.1 26

55 xeepwuGyNTranscriptomicsNRevealNanNImportantNRoleNofNtheNTranscriptionNzactorNMuzvNinNtheN
LymphaticNyndotheliumbNCellkReportsZN2015ZNegZNehmgaeidh 10.6 25

54 uNphenotypeNcentricNbenchmarkNofNvariantNprioritisationNtoolsbNNpjkGenomickMedicineZN2018ZNgZNi 6.2 24

53 PromoteralevelNexpressionNclusteringNidentifiesNtimeNdevelopmentNofNtranscriptionalNregulatoryN
cascadesNinitiatedNbyNyrbvNreceptorsNinNbreastNcancerNcellsbNScientifickReportsZN2015ZNiZNeemmm 4.9 24

52 SystematicNanalysisNofNtranscriptionNstartNsitesNinNavianNdevelopmentbNPLoSkBiologyZN2017ZNeiZNefddfllk 9.7 22

51 zunctionalNannotationNofNtheNvlincNclassNofNnonacodingNRNusNusingNsystemsNbiologyNapproachbN
NucleickAcidskResearchZN2016ZNhhZNgfggaif 20.1 21

50 IntegrativeNwuGyNandNxNuNMethylationNProfilingNIdentifyNypigeneticallyNRegulatedNGenesNinNNSwLwbN
MolecularkCancerkResearchZN2017ZNeiZNegihaegji 6.6 20

49 HighathroughputNtranscriptionNprofilingNidentifiesNputativeNepigeneticNregulatorsNofNhematopoiesisbN
BloodZN2014ZNefgZNehjaik 2.2 19

48 TranscriptionalNxynamicsNxuringNHumanNudipogenesisNandNItsNLinkNtoNudiposeNMorphologyNandN
xistributionbNDiabetesZN2017ZNjjZNfelafgd 0.9 19

47 ReferenceNgenotypeNandNexomeNdataNfromNanNuustralianNuboriginalNpopulationNforNhealthabasedN
researchbNScientifickDataZN2016ZNgZNejddfg 8.2 18

46 uutomatedNworkflowNforNpreparationNofNcxNuNforNcapNanalysisNofNgeneNexpressionNonNaNsingleN
moleculeNsequencerbNPLoSkONEZN2012ZNkZNegdldm 3.7 18

45 TechnicalNudvancenNTranscriptionNfactorZNpromoterZNandNenhancerNutilizationNinNhumanNmyeloidNcellsbN
JournalkofkLeukocytekBiologyZN2015ZNmkZNmliammi 6.5 17

44 KalignNgnNmultipleNsequenceNalignmentNofNlargeNdataNsetsbNBioinformaticsZN2019ZN 7.2 17

43 YYeNbindingNassociationNwithNsexabiasedNtranscriptionNrevealedNthroughNXalinkedNtranscriptNlevelsN
andNallelicNbindingNanalysesbNScientifickReportsZN2016ZNjZNgkgfh 4.9 16

42 TelomeraseNreverseNtranscriptaseNregulatesNmicroRNusbNInternationalkJournalkofkMolecularkSciencesZN
2015ZNejZNeemfafdl 6.3 15

(2015-2014)

5



41 TranscriptionalNdynamicsNrevealNcriticalNrolesNforNnonacodingNRNusNinNtheNimmediateaearlyNresponsebN
PLoSkComputationalkBiologyZN2015ZNeeZNeeddhfek 5 15

40 untisenseNTranscriptionNinNLociNussociatedNtoNHereditaryNNeurodegenerativeNxiseasesbNMoleculark
NeurobiologyZN2019ZNijZNigmfaihei 6.2 15

39 SpecificNmesothelialNsignatureNmarksNtheNheterogeneityNofNmesenchymalNstemNcellsNfromNhighagradeN
serousNovarianNcancerbNStemkCellsZN2014ZNgfZNfmmlagdee 5.8 14

38 TranscriptomeNanalysisNofNperiodontitisaassociatedNfibroblastsNbyNwuGyNsequencingNidentifiedNxLXiN
andNRUNXfNlongNvariantNasNnovelNregulatorsNinvolvedNinNperiodontitisbNScientifickReportsZN2016ZNjZNggjjj 4.9 14

37 TranscriptomeNunalysisNUncoversNaNGrowthaPromotingNuctivityNofNOrosomucoidaeNonNHepatocytesbN
EBioMedicineZN2017ZNfhZNfikafjj 8.8 13

36 womparativeNtranscriptomicsNofNprimaryNcellsNinNvertebratesbNGenomekResearchZN2020ZNgdZNmieamje 9.7 12

35 OnatheaflyNselectionNofNcellaspecificNenhancersZNgenesZNmiRNusNandNproteinsNacrossNtheNhumanNbodyN
usingNSlidevasebNDatabase:kthekJournalkofkBiologicalkDatabaseskandkCurationZN2016ZNfdejZN 5 12

34 wuGydaoPOSSUMnNmotifNenrichmentNanalysisNfromNwuGyaderivedNTSSsbNBioinformaticsZN2016ZNgfZNflilajd7.2 11

33 MappingNMammalianNwellatypeaspecificNTranscriptionalNRegulatoryNNetworksNUsingNKxawuGyNandN
whIPaseqNxataNinNtheNTwaYIKNwellNLinebNFrontierskinkGeneticsZN2015ZNjZNgge 4.5 11

32 OffatargetNeffectNofNendogenousNsiRNuNderivedNfromNRMRPNinNhumanNcellsbNInternationalkJournalkofk
MolecularkSciencesZN2013ZNehZNmgdiael 6.3 11

31 vuildingNpromoterNawareNtranscriptionalNregulatoryNnetworksNusingNsiRNuNperturbationNandN
deepwuGybNNucleickAcidskResearchZN2010ZNglZNleheal 20.1 11

30 xeepwuGyNtranscriptomicsNidentifyNHOXxedNasNaNtranscriptionNfactorNregulatingNlymphaticN
endothelialNresponsesNtoNVyGzawbNJournalkofkCellkScienceZN2016ZNefmZNfikgali 5.3 11

29 LinkingNzuNTOMiNwuGyNpeaksNtoNannotationsNwithNwuGyscanbNScientifickDataZN2017ZNhZNekdehk 8.2 10

28 SystematicNassessmentNofNtissueNdissociationNandNstorageNbiasesNinNsingleacellNandNsingleanucleusN
RNuaseqNworkflows 9

27 PersonalisedNanalyticsNforNrareNdiseaseNdiagnosticsbNNaturekCommunicationsZN2019ZNedZNifkh 17.4 9

26 SharedNactivityNpatternsNarisingNatNgeneticNsusceptibilityNlociNrevealNunderlyingNgenomicNandNcellularN
architectureNofNhumanNdiseasebNPLoSkComputationalkBiologyZN2018ZNehZNeeddimgh 5 8

25 wuGyadefinedNpromoterNregionsNofNtheNgenesNimplicatedNinNRettNSyndromebNBMCkGenomicsZN2014ZN
eiZNeekk 4.5 7

24 vilateralNmurineNtumorNmodelsNforNcharacterizingNtheNresponseNtoNimmuneNcheckpointNblockadebN
NaturekProtocolsZN2020ZNeiZNejflaejhl 18.8 6

Timo Lassmann

6



23 RhinovirusNInfectionNxrivesNwomplexNHostNuirwayNMolecularNResponsesNinNwhildrenNWithNwysticN
zibrosisbNFrontierskinkImmunologyZN2020ZNeeZNegfk 8.4 6

22 MonitoringNtranscriptionNinitiationNactivitiesNinNratNandNdogbNScientifickDataZN2017ZNhZNekdekg 8.2 4

21 uutomaticNextractionNofNreliableNregionsNfromNmultipleNsequenceNalignmentsbNBMCkBioinformaticsZN
2007ZNlNSupplNiZNSm 3.6 4

20 SingleacellNtranscriptomesNofNfluorescentZNubiquitinationabasedNcellNcycleNindicatorNcells 4

19 IdentificationNofNnovelNcerebellarNdevelopmentalNtranscriptionalNregulatorsNwithNmotifNactivityN
analysisbNBMCkGenomicsZN2019ZNfdZNkel 4.5 3

18 urylsulphataseNuNPseudodeficiencyNVuRSuaPxWZNhypertensionNandNchronicNrenalNdiseaseNinNuboriginalN
uustraliansbNScientifickReportsZN2018ZNlZNedmef 4.9 3

17 unNutlasNofNwombinatorialNTranscriptionalNRegulationNinNMouseNandNManbNCellZN2010ZNeheZNgjm 56.2 3

16 yxpressionNLevelsNofNTherapeuticNTargetsNasNIndicatorsNofNSensitivityNtoNTargetedNTherapeuticsbN
MolecularkCancerkTherapeuticsZN2019ZNelZNfhldafhlm 6.1 3

15 wonservedNtemporalNorderingNofNpromoterNactivationNimplicatesNcommonNmechanismsNgoverningN
theNimmediateNearlyNresponseNacrossNcellNtypesNandNstimulibNOpenkBiologyZN2018ZNlZN 7 3

14 zunctionalNgenomicsNinNcancerNimmunotherapynNcomputationalNapproachesNforNbiomarkerNandNdrugN
discoverybNMolecularkSystemskDesignkandkEngineeringZN2019ZNhZNjlmakdd 4.6 2

13 TranscriptionNstartNsiteNprofilingNofNeiNanatomicalNregionsNofNtheNMacacaNmulattaNcentralNnervousN
systembNScientifickDataZN2017ZNhZNekdejg 8.2 2

12
wRISPRNsingleNbaseNeditingZNneuronalNdiseaseNmodellingNandNfunctionalNgenomicsNforNgeneticNvariantN
analysisnNpipelineNvalidationNusingNKleefstraNsyndromeNyHMTeNhaploinsufficiencybbNStemkCellk
ResearchkandkTherapyZN2022ZNegZNjm

8.3 2

11 SharedNactivityNpatternsNarisingNatNgeneticNsusceptibilityNlociNrevealNunderlyingNgenomicNandNcellularN
architectureNofNhumanNdisease 2

10 ZikaNVirusNwhangesNMethylationNofNGenesNInvolvedNinNImmuneNResponseNandNNeuralNxevelopmentNinN
vrazilianNvabiesNvornNWithNwongenitalNMicrocephalybNJournalkofkInfectiouskDiseasesZN2021ZNffgZNhgiahhd 7 2

9 xiscoveryNofNTranscriptionNzactorsNNovelNtoNMouseNwerebellarNGranuleNwellNxevelopmentNThroughN
LaserawaptureNMicrodissectionbNCerebellumZN2018ZNekZNgdlagfi 4.3 1

8 upplicationNofNGeneNyxpressionNTrajectoriesNInitiatedNfromNyrbvNReceptorNuctivationNHighlightsNtheN
xynamicsNofNxivergentNPromoterNUsagebNPLoSkONEZN2015ZNedZNedehhekj 3.7 1

7 weNwuGyNdetectsNtranscriptionNstartNsitesNandNenhancerNactivityNatNsingleacellNresolution 1

6 uNflexibleNcomputationalNpipelineNforNresearchNanalysesNofNunsolvedNclinicalNexomeNcasesbNNpjk
GenomickMedicineZN2020ZNiZNih 6.2 1

(2020-2020)
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5 ylucidatingNtheNInteractionNofNwzNuirwayNypithelialNwellsNandNRhinovirusnNUsingNtheNHostaPathogenN
RelationshipNtoNIdentifyNzutureNTherapeuticNStrategiesbNFrontierskinkPharmacologyZN2018ZNmZNefkd 5.6 1

4 wommonNandNRareNGeneticNVariantsNThatNwouldNwontributeNtoNSevereNOtitisNMediaNinNanNuustralianN
uboriginalNPopulationbNClinicalkInfectiouskDiseasesZN2021ZNkgZNeljdaelkd 11.6 0

3 zunctionalNvalidationNofNvariantsNofNunknownNsignificanceNusingNwRISPRNgeneNeditingNandN
transcriptomicsnNuNKleefstraNsyndromeNcaseNstudybbNGeneZN2022ZNlfeZNehjflk 3.8 0

2 ReferenceNexomeNdataNforNuustralianNuboriginalNpopulationsNtoNsupportNhealthabasedNresearchbN
ScientifickDataZN2020ZNkZNefm 8.2

1 ReferenceNexomeNdataNforNaNNorthernNvrazilianNpopulationbNScientifickDataZN2020ZNkZNgjd 8.2
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