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j Paper IF Citations

86 ProductionNofNRecombinantNLaccaseNFromNandNItsNβffectNinNMediatorNPromotedNLigninNOxidationNatN
NeutralNpHdNFrontiershinhBioengineeringhandhBiotechnologybN2021bNpbNnmngip 5.8 2

85 βnhancedNLignocellulolyticNβnzymeNxctivitiesNonNHardwoodNandNSoftwoodNduringNInterspecificN
InteractionsNofNWhitecNandNyrowncRotNFungidNJournalhofhFungihsBaselwhSwitzerlandtbN2021bNnbN 5.6 3

84  epolymerizationNofNbiorefineryNligninNbyNimprovedNlaccasesNofNtheNwhitecrotNfungusNObbaNrivulosadN
MicrobialhBiotechnologybN2021bNgkbNhgkfchglg 6.3 4

83 FungalNLignincModifyingNPeroxidasesNandNHhOhcProducingNβnzymesN2021bNhknchlp 6

82  iscoveryNandNFunctionalNxnalysisNofNaNSalicylicNxcidNHydroxylaseNfromNxspergillusNnigerdNAppliedhandh
EnvironmentalhMicrobiologybN2021bNonbN 4.8 8

81 LaccaseNasNaNToolNinNyuildingNxdvancedNLignincyasedNMaterialsdNChemSusChembN2021bNgkbNkmglckmil 8.3 11

80 zonservedNwhitecrotNenzymaticNmechanismNforNwoodNdecayNinNtheNyasidiomycotaNgenusN
PycnoporusdNDNAhResearchbN2020bNhnbN 4.5 13

79 FungalNTreatmentNModifiesNKraftNLigninNforNLignincNandNzellulosecyasedNzarbonNFiberNPrecursorsdN
ACShOmegabN2020bNlbNmgifcmgkf 3.9 7

78 xpplicabilityNofNRecombinantNLaccasesNFromNtheNWhitecRotNFungusNforNMediatorcPromotedN
OxidationNofNyiorefineryNLigninNatNLowNpHdNFrontiershinhBioengineeringhandhBiotechnologybN2020bNobNmfkkpn5.8 8

77 ProgressNandNResearchNNeedsNofNPlantNyiomassN egradationNbyNyasidiomyceteNFungidNGrandh
ChallengeshinhBiologyhandhBiotechnologybN2020bNkflckio 2.4 10

76 FungalNLaccasesNandNTheirNPotentialNinNyioremediationNxpplicationsdNMicrobiologyhMonographsbN2020
bNgchl 0.8 5

75 PenicilliumNsubrubescensNadaptsNitsNenzymeNproductionNtoNtheNcompositionNofNplantNbiomassdN
BioresourcehTechnologybN2020bNiggbNghiknn 11 10

74 zoloniesNofNtheNfungusNxspergillusNnigerNareNhighlyNdifferentiatedNtoNadaptNtoNlocalNcarbonNsourceN
variationdNEnvironmentalhMicrobiologybN2020bNhhbNgglkcggmm 5.2 7

73 OnNtheNβffectNofNHotcWaterNPretreatmentNinNSulfurcFreeNPulpingNofNxspenNandNWheatNStrawdNACSh
OmegabN2020bNlbNhmlchni 3.9 9

72 ImpactsNofNholmiumNandNlithiumNtoNtheNgrowthNofNselectedNbasidiomycetousNfungiNandNtheirNabilityN
toNdegradeNtextileNdyesdN3hBiotechbN2020bNgfbNiln 2.8 1

71 xdvancesNinNRecombinantNLipasesqNProductionbNβngineeringbNImmobilizationNandNxpplicationNinNtheN
PharmaceuticalNIndustrydNCatalystsbN2020bNgfbNgfih 4 22

70 xNcomparisonNbetweenNtheNhomocyclicNaromaticNmetabolicNpathwaysNfromNplantcderivedN
compoundsNbyNbacteriaNandNfungidNBiotechnologyhAdvancesbN2019bNinbNgfnipm 17.8 37
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69  raftNGenomeNSequencesNofNThreeNMonokaryoticNIsolatesNofNtheNWhitecRotNyasidiomyceteNFungusN
 ichomitusNsqualensdNMicrobiologyhResourcehAnnouncementsbN2019bNobN 1.3 8

68 zinnamicNxcidNandNSorbicNacidNzonversionNxreNMediatedNbyNtheNSameNTranscriptionalNRegulatorNindN
FrontiershinhBioengineeringhandhBiotechnologybN2019bNnbNhkp 5.8 13

67
 iscoveryNofNNovelNpcHydroxybenzoatecmchydroxylasebNProtocatechuateNibkNRingczleavageN
 ioxygenasebNandNHydroxyquinolNgbhNRingczleavageN ioxygenaseNfromNtheNFilamentousNFungusN
xspergillusNnigerdNACShSustainablehChemistryhandhEngineeringbN2019bNnbNgpfogcgpfop

8.3 15

66  evelopmentsNandNopportunitiesNinNfungalNstrainNengineeringNforNtheNproductionNofNnovelNenzymesN
andNenzymeNcocktailsNforNplantNbiomassNdegradationdNBiotechnologyhAdvancesbN2019bNinbNgfnimg 17.8 26

65  raftNGenomeNSequenceNofNtheNyasidiomyceteNWhitecRotNFungusNPhlebiaNcentrifugadNGenomeh
AnnouncementsbN2018bNmbN 4

64 SelectiveNzleavageNofNLigninN˛†cckNxrylNβtherNyondNbyN˛†cβtheraseNofNtheNWhitecRotNFungusdNACSh
SustainablehChemistryhandhEngineeringbN2018bNmbNhonochooh 8.3 43

63 TheNphysiologyNofNxgaricusNbisporusNinNsemiccommercialNcompostNcultivationNappearsNtoNbeNhighlyN
conservedNamongNunrelatedNisolatesdNFungalhGeneticshandhBiologybN2018bNgghbNghchf 3.9 7

62 FungalNglucuronoylNesterasesqNGenomeNminingNbasedNenzymeNdiscoveryNandNbiochemicalN
characterizationdNNewhBiotechnologybN2018bNkfbNhohchon 6.4 24

61 TheNSyntheticNPotentialNofNFungalNFeruloylNβsterasesqNxNzorrelationNwithNzurrentNzlassificationN
SystemsNandNPredictedNStructuralNPropertiesdNCatalystsbN2018bNobNhkh 4 9

60
zharacterizationNofNaNferuloylNesteraseNfromNxspergillusNterreusNfacilitatesNtheNdivisionNofNfungalN
enzymesNfromNzarbohydrateNβsteraseNfamilyNgNofNtheNcarbohydratecactiveNenzymesNVzxZyWN
databasedNMicrobialhBiotechnologybN2018bNggbNompcoof

6.3 25

59 βfficientNβxtractionNMethodNforNHighNQualityNFungalNRNxNfromNzomplexNLignocellulosicNSubstratesdN
MethodshinhMolecularhBiologybN2018bNgnnlbNmpcni 1.4

58 FungalNferuloylNesterasesqNFunctionalNvalidationNofNgenomeNminingNbasedNenzymeNdiscoveryN
includingNuncharacterizedNsubfamiliesdNNewhBiotechnologybN2018bNkgbNpcgk 6.4 20

57
TemporalNtranscriptomeNanalysisNofNtheNwhitecrotNfungusNObbaNrivulosaNshowsNexpressionNofNaN
constitutiveNsetNofNplantNcellNwallNdegradationNtargetedNgenesNduringNgrowthNonNsolidNspruceNwooddN
FungalhGeneticshandhBiologybN2018bNgghbNknclk

3.9 14

56 zomparativeNanalysisNofNbasidiomyceteNtranscriptomesNrevealsNaNcoreNsetNofNexpressedNgenesN
encodingNplantNbiomassNdegradingNenzymesdNFungalhGeneticshandhBiologybN2018bNgghbNkfckm 3.9 30

55 GenomicNandNexoproteomicNdiversityNinNplantNbiomassNdegradationNapproachesNamongNxspergillidN
StudieshinhMycologybN2018bNpgbNnpcpp 22.2 12

54  ichomitusNsqualensNpartiallyNtailorsNitsNmolecularNresponsesNtoNtheNcompositionNofNsolidNwooddN
EnvironmentalhMicrobiologybN2018bNhfbNkgkgckglm 5.2 19

53 RoleNofNFungiNinNWoodN ecayN2018bN 8

52
TheNdraftNgenomeNsequenceNofNtheNascomyceteNfungusNPenicilliumNsubrubescensNrevealsNaNhighlyN
enrichedNcontentNofNplantNbiomassNrelatedNzxZymesNcomparedNtoNrelatedNfungidNJournalhofh
BiotechnologybN2017bNhkmbNgci

3.7 21

(2017-2019)
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51 zomparativeNgenomicsNrevealsNhighNbiologicalNdiversityNandNspecificNadaptationsNinNtheNindustriallyN
andNmedicallyNimportantNfungalNgenusNxspergillusdNGenomehBiologybN2017bNgobNho 18.3 261

50 GenomeNSequenceNofNtheNyasidiomyceteNWhitecRotNFungusNFyzznildNGenomehAnnouncementsbN
2017bNlbN 4

49 βxpandingNtheNferuloylNesteraseNgeneNfamilyNofNxspergillusNnigerNbyNcharacterizationNofNaNferuloylN
esterasebNFaezdNNewhBiotechnologybN2017bNinbNhffchfp 6.4 35

48
TheNmolecularNresponseNofNtheNwhitecrotNfungusN ichomitusNsqualensNtoNwoodNandNnoncwoodyN
biomassNasNexaminedNbyNtranscriptomeNandNexoproteomeNanalysesdNEnvironmentalhMicrobiologybN
2017bNgpbNghincghlf

5.2 34

47 GeneticNtransformationNofNtheNwhitecrotNfungusN ichomitusNsqualensNusingNaNnewNcommercialN
protoplastingNcocktaildNJournalhofhMicrobiologicalhMethodsbN2017bNgkibNiocki 2.8 7

46 FungalNLigninolyticNβnzymesNandNTheirNxpplicationsN2017bNgfkpcgfmg 2

45 βngineeringNTowardsNzatalyticNUseNofNFungalNzlasscIINPeroxidasesNforN yec ecolorizingNandN
zonversionNofNLigninNModelNzompoundsdNCurrenthBiotechnologybN2017bNmbNggmcghn 0.6 3

44  iversityNofNfungalNferuloylNesterasesqNupdatedNphylogeneticNclassificationbNpropertiesbNandN
industrialNapplicationsdNBiotechnologyhforhBiofuelsbN2016bNpbNhig 7.8 92

43  raftNGenomeNSequenceNofNtheNWhitecRotNFungusNObbaNrivulosaNixchdNGenomehAnnouncementsbN
2016bNkbN 9

42 FungalNLigninolyticNβnzymesNandNTheirNxpplicationsdNMicrobiologyhSpectrumbN2016bNkbN 8.9 17

41 HomologousNandNHeterologousNβxpressionNofNyasidiomyceteNGenesNRelatedNtoNPlantNyiomassN
 egradationdNFungalhBiologybN2016bNggpcgmf 2.3 2

40 PenicilliumNsubrubescensNisNaNpromisingNalternativeNforNxspergillusNnigerNinNenzymaticNplantNbiomassN
saccharificationdNNewhBiotechnologybN2016bNiibNoikcokg 6.4 23

39 zloselyNrelatedNfungiNemployNdiverseNenzymaticNstrategiesNtoNdegradeNplantNbiomassdNBiotechnologyh
forhBiofuelsbN2015bNobNgfn 7.8 74

38 FungalNcolonisationNandNmoistureNuptakeNofNtorrefiedNwoodbNcharcoalbNandNthermallyNtreatedNpelletsN
duringNstoragedNEuropeanhJournalhofhWoodhandhWoodhProductsbN2015bNnibNnfpcngn 2.1 14

37 UncoveringNtheNabilitiesNofNxgaricusNbisporusNtoNdegradeNplantNbiomassNthroughoutNitsNlifeNcycledN
EnvironmentalhMicrobiologybN2015bNgnbNifpocgfp 5.2 37

36 SaccharificationNofNLignocellulosesNbyNzarbohydrateNxctiveNβnzymesNofNtheNWhiteNRotNFungusN
 ichomitusNsqualensdNPLoShONEbN2015bNgfbNefgklgmm 3.7 13

35 xromaticNmetabolismNofNfilamentousNfungiNinNrelationNtoNtheNpresenceNofNaromaticNcompoundsNinN
plantNbiomassdNAdvanceshinhAppliedhMicrobiologybN2015bNpgbNmicgin 4.9 70

34 GenomicsbNLifestylesNandNFutureNProspectsNofNWoodc ecayNandNLitterc ecomposingNyasidiomycotadN
AdvanceshinhBotanicalhResearchbN2014bNnfbNihpcinf 2.2 62
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33 xnNimprovedNandNreproducibleNprotocolNforNtheNextractionNofNhighNqualityNfungalNRNxNfromNplantN
biomassNsubstratesdNFungalhGeneticshandhBiologybN2014bNnhbNhfgchfm 3.9 17

32
TranscriptionalNanalysisNofNselectedNcellulosecactingNenzymesNencodingNgenesNofNtheNwhitecrotN
fungusN ichomitusNsqualensNonNspruceNwoodNandNmicrocrystallineNcellulosedNFungalhGeneticshandh
BiologybN2014bNnhbNpgcpo

3.9 27

31 OxalatecmetabolisingNgenesNofNtheNwhitecrotNfungusN ichomitusNsqualensNareNdifferentiallyNinducedN
onNwoodNandNatNhighNprotonNconcentrationdNPLoShONEbN2014bNpbNeonplp 3.7 23

30 PlantcpolysaccharidecdegradingNenzymesNfromNyasidiomycetesdNMicrobiologyhandhMolecularhBiologyh
ReviewsbN2014bNnobNmgkckp 13.2 242

29 oN egradationNandNModificationNofNPlantNyiomassNbyNFungiN2014bNgnlchfo 16

28 yiochemicalNandNmolecularNcharacterizationNofNanNatypicalNmanganeseNperoxidaseNofNtheN
littercdecomposingNfungusNxgrocybeNpraecoxdNFungalhGeneticshandhBiologybN2014bNnhbNgigcgim 3.9 15

27 HeterologousNexpressionNandNstructuralNcharacterizationNofNtwoNlowNpHNlaccasesNfromNaNbiopulpingN
whitecrotNfungusNPhysisporinusNrivulosusdNAppliedhMicrobiologyhandhBiotechnologybN2013bNpnbNglopcpp 5.7 25

26 xgaricusNbisporusNandNrelatedNxgaricusNspeciesNonNlignocelluloseqNproductionNofNmanganeseN
peroxidaseNandNmulticopperNoxidasesdNFungalhGeneticshandhBiologybN2013bNllbNihckg 3.9 22

25 βffectNofNcopperbNnutrientNnitrogenbNandNwoodcsupplementNonNtheNproductionNofNlignincmodifyingN
enzymesNbyNtheNwhitecrotNfungusNPhlebiaNradiatadNFungalhBiologybN2013bNggnbNmhcnf 2.8 45

24
zorrectionNforNMorinNetNaldbNGenomeNsequenceNofNtheNbuttonNmushroomNxgaricusNbisporusNrevealsN
mechanismsNgoverningNadaptationNtoNaNhumiccrichNecologicalNnichedNProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericabN2013bNggfbNkgkmckgkm

11.5 4

23
GenomeNsequenceNofNtheNbuttonNmushroomNxgaricusNbisporusNrevealsNmechanismsNgoverningN
adaptationNtoNaNhumiccrichNecologicalNnichedNProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericabN2012bNgfpbNgnlfgcm

11.5 277

22 LcxminoNacidNoxidaseNofNtheNfungusNHebelomaNcylindrosporumNdisplaysNsubstrateNpreferenceN
towardsNglutamatedNMicrobiologyhsUnitedhKingdomtbN2012bNglobNhnhchoi 2.9 24

21 OxalateNdecarboxylaseqNbiotechnologicalNupdateNandNprevalenceNofNtheNenzymeNinNfilamentousN
fungidNAppliedhMicrobiologyhandhBiotechnologybN2010bNonbNofgcgk 5.7 59

20 LignincmodifyingNenzymesNinNfilamentousNbasidiomycetesccecologicalbNfunctionalNandNphylogeneticN
reviewdNJournalhofhBasichMicrobiologybN2010bNlfbNlchf 2.7 292

19 ThermotolerantNandNthermostableNlaccasesdNBiotechnologyhLettersbN2009bNigbNgggncho 3 152

18
OxalateNdecarboxylaseNofNtheNwhitecrotNfungusN ichomitusNsqualensNdemonstratesNaNnovelNenzymeN
primaryNstructureNandNnoncinducedNexpressionNonNwoodNandNinNliquidNculturesdNMicrobiologyhsUnitedh
KingdomtbN2009bNgllbNhnhmchnio

2.9 32

17
MolecularNcharacterizationNofNtheNbasidiomyceteNisolateNNematolomaNfrowardiiNbgpNandNitsN
manganeseNperoxidaseNplacesNtheNfungusNinNtheNcorticioidNgenusNPhlebiadNMicrobiologyhsUnitedh
KingdomtbN2008bNglkbNhingchinp

2.9 33

16 NovelNthermotolerantNlaccasesNproducedNbyNtheNwhitecrotNfungusNPhysisporinusNrivulosusdNAppliedh
MicrobiologyhandhBiotechnologybN2007bNnnbNifgcp 5.7 59

(2007-2014)
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15
 ifferentialNregulationNofNmanganeseNperoxidasesNandNcharacterizationNofNtwoNvariableNMnPN
encodingNgenesNinNtheNwhitecrotNfungusNPhysisporinusNrivulosusdNAppliedhMicrobiologyhandh
BiotechnologybN2006bNnibNoipckp

5.7 51

14 βxpressionNonNwoodbNmolecularNcloningNandNcharacterizationNofNthreeNligninNperoxidaseNVLiPWN
encodingNgenesNofNtheNwhiteNrotNfungusNPhlebiaNradiatadNCurrenthGeneticsbN2006bNkpbNpncgfl 2.9 21

13 βxpressionNandNmolecularNpropertiesNofNaNnewNlaccaseNofNtheNwhiteNrotNfungusNPhlebiaNradiataN
grownNonNwooddNCurrenthGeneticsbN2006bNlfbNihicii 2.9 32

12 zloningbNcharacterizationNandNlocalizationNofNthreeNnovelNclassNIIINperoxidasesNinNlignifyingNxylemNofN
NorwayNspruceNVPiceaNabiesWdNPlanthMolecularhBiologybN2006bNmgbNngpcih 4.6 35

11
TheNtwoNmanganeseNperoxidasesNPrcMnPhNandNPrcMnPiNofNPhlebiaNradiatabNaNlignincdegradingN
basidiomycetebNareNphylogeneticallyNandNstructurallyNdivergentdNFungalhGeneticshandhBiologybN2005bN
khbNkficgp

3.9 73

10 ManganeseNperoxidaseNofNxgaricusNbisporusqNgrainNbrancpromotedNproductionNandNgeneN
characterizationdNAppliedhMicrobiologyhandhBiotechnologybN2005bNmmbNkfgcn 5.7 32

9
xctivationNofNtheNboneNmorphogeneticNproteinNsignalingNpathwayNinducesNinhibinNbetaVyWcsubunitN
mRNxNandNsecretedNinhibinNyNlevelsNinNculturedNhumanNgranulosaclutealNcellsdNJournalhofhClinicalh
EndocrinologyhandhMetabolismbN2002bNonbNghlkcmg

5.6 45

8
xctivationNofNtheNyoneNMorphogeneticNProteinNSignalingNPathwayNInducesNInhibinN´ ycSubunitNmRNxN
andNSecretedNInhibinNyNLevelsNinNzulturedNHumanNGranulosacLutealNzellsdNJournalhofhClinicalh
EndocrinologyhandhMetabolismbN2002bNonbNghlkcghmg

5.6 35

7
xssignmentNofNxzVRhNandNxzVRhyNtheNhumanNactivinNreceptorNtypeNIINandNIIyNgenesNtoN
chromosomeNbandsNhqhhdhccuqhidiNandNiphhNandNtheNhumanNfollistatinNgeneNVFSTWNtoNchromosomeN
lqggdhNbyNFISHdNCytogenetichandhGenomehResearchbN1999bNonbNhgpchf

1.9 6

6
zocordinateNexpressionNofNactivinNxNandNitsNtypeNINreceptorNmRNxsNduringNphorbolNestercinducedN
differentiationNofNhumanNKlmhNerythroleukemiaNcellsdNMolecularhandhCellularhEndocrinologybN1999bN
glibNginckl

4.4 7

5 xctivinNdisruptsNepithelialNbranchingNmorphogenesisNinNdevelopingNglandularNorgansNofNtheNmousedN
MechanismshofhDevelopmentbN1995bNlfbNhhpckl 1.7 177

4
RegulationNofNinhibinNalphacNandNbetaNxcsubunitNmessengerNribonucleicNacidNlevelsNbyNchorionicN
gonadotropinNandNrecombinantNfolliclecstimulatingNhormoneNinNculturedNhumanNgranulosaclutealN
cellsdNJournalhofhClinicalhEndocrinologyhandhMetabolismbN1994bNnpbNgmnfcn

5.6 24

3
TheNtissueNdistributionNofNactivinNbetaNxcNandNbetaNycsubunitNandNfollistatinNmessengerNribonucleicN
acidsNsuggestsNmultipleNsitesNofNactionNforNtheNactivincfollistatinNsystemNduringNhumanNdevelopmentdN
JournalhofhClinicalhEndocrinologyhandhMetabolismbN1994bNnobNglhgcglhk

5.6 89

2
RegulationNofNinhibinNalphacNandNbetaNxcsubunitNmessengerNribonucleicNacidNlevelsNbyNchorionicN
gonadotropinNandNrecombinantNfolliclecNstimulatingNhormoneNinNculturedNhumanNgranulosaclutealN
cellsdNJournalhofhClinicalhEndocrinologyhandhMetabolismbN1994bNnpbNgmnfcgmnn

5.6 18

1 InhibineactivinNsubunitNmRNxNexpressionNinNhumanNgranulosaclutealNcellsdNMolecularhandhCellularh
EndocrinologybN1993bNphbNRglchf 4.4 42
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