
Maciek R Antoniewicz

ListjofjPublicationsjbyjCitations

Source:jhttps:zzexalyycomzauthorxpdfz2436164zmaciekxrxantoniewiczxpublicationsxbyxcitationsypdf

Version:j2024x04x28j

ThisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexalyycomyjForj

thejlatestjversionjofjthisjpublicationjlistwjvisitjthejlinkjgivenjabovey

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalwjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticley

84
papers

6,031
citations

45
h-index

77
g-index

86
ext. papers

7,114
ext. citations

8.7
avg, IF

6.7
L-index



m Paper IF Citations

84 ³lementaryOmetaboliteOunitsOX³MU[pOaOnovelOframeworkOforOmodelingOisotopicOdistributionsdO
MetabolicpEngineeringbO2007bOobOlncnl 9.7 426

83 wOroadmapOforOinterpretingOXgi[yOmetaboliteOlabelingOpatternsOfromOcellsdOCurrentpOpinionpinp
BiotechnologybO2015bOijbOgnochfg 11.4 368

82 zeterminationOofOconfidenceOintervalsOofOmetabolicOfluxesOestimatedOfromOstableOisotopeO
measurementsdOMetabolicpEngineeringbO2006bOnbOihjcim 9.7 349

81 QuantifyingOreductiveOcarboxylationOfluxOofOglutamineOtoOlipidOinOaObrownOadipocyteOcellOlinedOJournalp
ofpBiologicalpChemistrybO2008bOhnibOhflhgcm 5.4 230

80 wccurateOassessmentOofOaminoOacidOmassOisotopomerOdistributionsOforOmetabolicOfluxOanalysisdO
AnalyticalpChemistrybO2007bOmobOmkkjco 7.8 208

79 wnOelementaryOmetaboliteOunitOX³MU[ObasedOmethodOofOisotopicallyOnonstationaryOfluxOanalysisdO
BiotechnologypandpBioengineeringbO2008bOoobOlnlcoo 4.9 203

78 MetabolicOfluxOanalysisOinOaOnonstationaryOsystempOfedcbatchOfermentationOofOaOhighOyieldingOstrainO
ofO³dOcoliOproducingOgbicpropanedioldOMetabolicpEngineeringbO2007bOobOhmmcoh 9.7 197

77 HexokinasechOdepletionOinhibitsOglycolysisOandOinducesOoxidativeOphosphorylationOinOhepatocellularO
carcinomaOandOsensitizesOtoOmetformindONaturepCommunicationsbO2018bOobOjjl 17.4 193

76 MetabolicOfluxOanalysisOofOyHOOcellsOatOgrowthOandOnoncgrowthOphasesOusingOisotopicOtracersOandO
massOspectrometrydOMetabolicpEngineeringbO2011bOgibOkonclfo 9.7 190

75 MethodsOandOadvancesOinOmetabolicOfluxOanalysispOaOminicreviewdOJournalpofpIndustrialpMicrobiologyp
andpBiotechnologybO2015bOjhbOigmchk 4.2 139

74
LinkingOhighcresolutionOmetabolicOfluxOphenotypesOandOtranscriptionalOregulationOinOyeastO
modulatedObyOtheOglobalOregulatorOGcnjpdOProceedingspofpthepNationalpAcademypofpSciencespofpthep
UnitedpStatespofpAmericabO2009bOgflbOljmmcnh

11.5 134

73 ParallelOlabelingOexperimentsOwithO[gbhcXgi[y]glucoseOandO[UcXgi[y]glutamineOprovideOnewOinsightsO
intoOyHOOcellOmetabolismdOMetabolicpEngineeringbO2013bOgkbOijcjm 9.7 114

72 ³ngineeringOtheObiologicalOconversionOofOmethanolOtoOspecialtyOchemicalsOinO³scherichiaOcolidO
MetabolicpEngineeringbO2017bOiobOjocko 9.7 106

71 yatabolismOofOxranchedOyhainOwminoOwcidsOyontributesOSignificantlyOtoOSynthesisOofOOddcyhainOandO
³vencyhainO¹attyOwcidsOinOiTicLgOwdipocytesdOPLoSpONEbO2015bOgfbOefgjknkf 3.7 106

70 yentralOmetabolicOresponsesOtoOtheOoverproductionOofOfattyOacidsOinO³scherichiaOcoliObasedOonO
giycmetabolicOfluxOanalysisdOBiotechnologypandpBioengineeringbO2014bOgggbOkmkcnk 4.9 99

69 wOguideOtoOyOmetabolicOfluxOanalysisOforOtheOcancerObiologistdOExperimentalpandpMolecularpMedicinebO
2018bOkfbOgcgi 12.8 96

68 TowardsOdynamicOmetabolicOfluxOanalysisOinOyHOOcellOculturesdOBiotechnologypJournalbO2012bOmbOlgcmj 5.6 95

Maciek R Antoniewicz

2



67 MeasuringOdeuteriumOenrichmentOofOglucoseOhydrogenOatomsObyOgasOchromatographyemassO
spectrometrydOAnalyticalpChemistrybO2011bOnibOihggcl 7.8 89

66 yOMPL³T³cM¹wpOcomplementaryOparallelOlabelingOexperimentsOtechniqueOforOmetabolicOfluxO
analysisdOMetabolicpEngineeringbO2013bOhfbOjockk 9.7 87

65 yOOfixationObyOanaerobicOnoncphotosyntheticOmixotrophyOforOimprovedOcarbonOconversiondONaturep
CommunicationsbO2016bOmbOghnff 17.4 86

64 zynamicOmetabolicOfluxOanalysisOXzM¹w[pOaOframeworkOforOdeterminingOfluxesOatOmetabolicO
noncsteadyOstatedOMetabolicpEngineeringbO2011bOgibOmjkckk 9.7 85

63 giyOmetabolicOfluxOanalysispOoptimalOdesignOofOisotopicOlabelingOexperimentsdOCurrentpOpinionpinp
BiotechnologybO2013bOhjbOggglchg 11.4 84

62 RationalOdesignOofO´„´‡yclabelingOexperimentsOforOmetabolicOfluxOanalysisOinOmammalianOcellsdOBMCp
SystemspBiologybO2012bOlbOji 3.5 79

61 TandemOmassOspectrometrypOaOnovelOapproachOforOmetabolicOfluxOanalysisdOMetabolicpEngineeringbO
2011bOgibOhhkcii 9.7 77

60 IntegratedOgiycmetabolicOfluxOanalysisOofOgjOparallelOlabelingOexperimentsOinO³scherichiaOcolidO
MetabolicpEngineeringbO2015bOhnbOgkgcgkn 9.7 76

59 ParallelOlabelingOexperimentsOwithO[Ucgiy]glucoseOvalidateO³dOcoliOmetabolicOnetworkOmodelOforOgiyO
metabolicOfluxOanalysisdOMetabolicpEngineeringbO2012bOgjbOkiicjg 9.7 75

58 zynamicOmetabolicOfluxOanalysiscctoolsOforOprobingOtransientOstatesOofOmetabolicOnetworksdOCurrentp
OpinionpinpBiotechnologybO2013bOhjbOomicn 11.4 74

57 HighcresolutionOyOmetabolicOfluxOanalysisdONaturepProtocolsbO2019bOgjbOhnklchnmm 18.8 73

56 yomprehensiveOanalysisOofOglucoseOandOxyloseOmetabolismOinO³scherichiaOcoliOunderOaerobicOandO
anaerobicOconditionsObyOyOmetabolicOfluxOanalysisdOMetabolicpEngineeringbO2017bOiobOocgn 9.7 73

55 ResolvingOtheOTywOcycleOandOpentosecphosphateOpathwayOofOylostridiumOacetobutylicumOwTyyOnhjpO
IsotopomerOanalysisbOinOvitroOactivitiesOandOexpressionOanalysisdOBiotechnologypJournalbO2011bOlbOiffck 5.6 73

54 PublishingOgiyOmetabolicOfluxOanalysisOstudiespOaOreviewOandOfutureOperspectivesdOMetabolicp
EngineeringbO2013bOhfbOjhcn 9.7 71

53 SelectionOofOtracersOforOgiycmetabolicOfluxOanalysisOusingOelementaryOmetaboliteOunitsOX³MU[ObasisO
vectorOmethodologydOMetabolicpEngineeringbO2012bOgjbOgkfclg 9.7 67

52 MeasuringOcompleteOisotopomerOdistributionOofOaspartateOusingOgasOchromatographyetandemOmassO
spectrometrydOAnalyticalpChemistrybO2012bOnjbOjlhncih 7.8 67

51 ParallelOlabelingOexperimentsOandOmetabolicOfluxOanalysispOPastbOpresentOandOfutureOmethodologiesdO
MetabolicpEngineeringbO2013bOglbOhgcih 9.7 64

50
GenomecScaleOMetabolicOModelOforOtheOGreenOwlgaOyhlorellaOvulgarisOUT³XOiokOwccuratelyOPredictsO
PhenotypesOunderOwutotrophicbOHeterotrophicbOandOMixotrophicOGrowthOyonditionsdOPlantp
PhysiologybO2016bOgmhbOknoclfh

6.6 62

(2016-2011)

3



49 Xgi[ycmetabolicOfluxOanalysisOofOcocculturespOwOnovelOapproachdOMetabolicpEngineeringbO2015bOigbOgihco 9.7 60

48 QuantifyingObiomassOcompositionObyOgasOchromatographyemassOspectrometrydOAnalyticalpChemistrybO
2014bOnlbOojhicm 7.8 60

47 OptimalOtracersOforOparallelOlabelingOexperimentsOandOyOmetabolicOfluxOanalysispOwOnewOprecisionOandO
synergyOscoringOsystemdOMetabolicpEngineeringbO2016bOinbOgfcgn 9.7 54

46
zissectingOtheOgeneticOandOmetabolicOmechanismsOofOadaptationOtoOtheOknockoutOofOaOmajorO
metabolicOenzymeOindOProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofp
AmericabO2018bOggkbOhhhchhm

11.5 53

45
³xpressionOofOheterologousOnoncoxidativeOpentoseOphosphateOpathwayOfromOxacillusOmethanolicusO
andOphosphoglucoseOisomeraseOdeletionOimprovesOmethanolOassimilationOandOmetaboliteO
productionObyOaOsyntheticO³scherichiaOcoliOmethylotrophdOMetabolicpEngineeringbO2018bOjkbOmkcnk

9.7 53

44 TandemOmassOspectrometryOforOmeasuringOstablecisotopeOlabelingdOCurrentpOpinionpinpBiotechnology
bO2013bOhjbOjncki 11.4 52

43 ParallelOlabelingOexperimentsOvalidateOylostridiumOacetobutylicumOmetabolicOnetworkOmodelOforO
Xgi[yOmetabolicOfluxOanalysisdOMetabolicpEngineeringbO2014bOhlbOhicii 9.7 48

42 ¹astOgrowthOphenotypeOofO³dOcoliOKcghOfromOadaptiveOlaboratoryOevolutionOdoesOnotOrequireO
intracellularOfluxOrewiringdOMetabolicpEngineeringbO2017bOjjbOgffcgfm 9.7 45

41 MetabolismOofOtheOfastcgrowingObacteriumOVibrioOnatriegensOelucidatedObyOyOmetabolicOfluxO
analysisdOMetabolicpEngineeringbO2017bOjjbOgogcgom 9.7 45

40 ParallelOlabelingOexperimentsOforOpathwayOelucidationOandOXgi[yOmetabolicOfluxOanalysisdOCurrentp
OpinionpinpBiotechnologybO2015bOilbOogcm 11.4 45

39 MetabolicOfluxOanalysisOofO³scherichiaOcoliOknockoutspOlessonsOfromOtheOKeioOcollectionOandOfutureO
outlookdOCurrentpOpinionpinpBiotechnologybO2014bOhnbOghmcii 11.4 45

38 MethanolOassimilationOinO³scherichiaOcoliOisOimprovedObyOcocutilizationOofOthreonineOandOdeletionOofO
leucinecresponsiveOregulatoryOproteindOMetabolicpEngineeringbO2018bOjkbOlmcmj 9.7 43

37 yOmetabolicOfluxOanalysisOofOmicrobialOandOmammalianOsystemsOisOenhancedOwithOGycMSO
measurementsOofOglycogenOandORNwOlabelingdOMetabolicpEngineeringbO2016bOinbOlkcmh 9.7 39

36 yharacterizationOofOphysiologicalOresponsesOtoOhhOgeneOknockoutsOinO³scherichiaOcoliOcentralOcarbonO
metabolismdOMetabolicpEngineeringbO2016bOimbOgfhcggi 9.7 39

35 ³volutionOofO³dOcoliOonO[Ucgiy]GlucoseORevealsOaONegligibleOIsotopicOInfluenceOonOMetabolismOandO
PhysiologydOPLoSpONEbO2016bOggbOefgkggif 3.7 38

34 MetabolicOnetworkOreconstructionbOgrowthOcharacterizationOandOgiycmetabolicOfluxOanalysisOofOtheO
extremophileOThermusOthermophilusOHxndOMetabolicpEngineeringbO2014bOhjbOgmicnf 9.7 35

33 ³valuationOofOregressionOmodelsOinOmetabolicOphysiologypOpredictingOfluxesOfromOisotopicOdataO
withoutOknowledgeOofOtheOpathwaydOMetabolomicsbO2006bOhbOjgckh 4.7 35

32 MeasuringOtheOyompositionOandOStablecIsotopeOLabelingOofOwlgalOxiomassOyarbohydratesOviaOGasO
yhromatographyeMassOSpectrometrydOAnalyticalpChemistrybO2016bOnnbOjlhjcn 7.8 35

Maciek R Antoniewicz

4



31 Xgi[yOmetabolicOfluxOanalysisOofOtheOextremelyOthermophilicbOfastOgrowingbOxylosecutilizingO
GeobacillusOstrainOLyiffdOMetabolicpEngineeringbO2016bOiibOgjncgkm 9.7 34

30 PredictingOzynamicOMetabolicOzemandsOinOtheOPhotosyntheticO³ukaryotedOPlantpPhysiologybO2018bO
gmlbOjkfcjlh 6.6 34

29 ³videnceOforOtransketolaseclikeOTKTLgOfluxOinOyHOOcellsObasedOonOparallelOlabelingOexperimentsOandO
Xgi[ycmetabolicOfluxOanalysisdOMetabolicpEngineeringbO2016bOimbOmhcmn 9.7 30

28 wOkeyOroleOforOtransketolaseclikeOgOinOtumorOmetabolicOreprogrammingdOOncotargetbO2016bOmbOkgnmkckgnom3.3 30

27
yompleteOgenomeOsequencebOmetabolicOmodelOconstructionOandOphenotypicOcharacterizationOofO
GeobacillusOLyiffbOanOextremelyOthermophilicbOfastOgrowingbOxylosecutilizingObacteriumdOMetabolicp
EngineeringbO2015bOihbOmjcng

9.7 28

26 ³nzymeOIOfacilitatesOreverseOfluxOfromOpyruvateOtoOphosphoenolpyruvateOinO³scherichiaOcolidONaturep
CommunicationsbO2017bOnbOgjigl 17.4 27

25 MetabolismOinOdenseOmicrobialOcoloniespOyOmetabolicOfluxOanalysisOofO³dOcoliOgrownOonOagarOidentifiesO
twoOdistinctOcellOpopulationsOwithOacetateOcrosscfeedingdOMetabolicpEngineeringbO2018bOjobOhjhchjm 9.7 27

24 MetabolicOfluxOresponsesOtoOdeletionOofOhfOcoreOenzymesOrevealOflexibilityOandOlimitsOofO³dOcoliO
metabolismdOMetabolicpEngineeringbO2019bOkkbOhjochkm 9.7 26

23 SyntheticOmethylotrophypOStrategiesOtoOassimilateOmethanolOforOgrowthOandOchemicalsOproductiondO
CurrentpOpinionpinpBiotechnologybO2019bOkobOglkcgmj 11.4 25

22
HeterotrophicObacteriaOfromOanOextremelyOphosphatecpoorOlakeOhaveOconditionallyOreducedO
phosphorusOdemandOandOutilizeOdiverseOsourcesOofOphosphorusdOEnvironmentalpMicrobiologybO2016bO
gnbOlklclm

5.2 24

21 TracingOmetabolismOfromOlignocellulosicObiomassOandOgaseousOsubstratesOtoOproductsOwithO
stablecisotopesdOCurrentpOpinionpinpBiotechnologybO2017bOjibOnlcok 11.4 22

20 HowOadaptiveOevolutionOreshapesOmetabolismOtoOimproveOfitnesspOrecentOadvancesOandOfutureO
outlookdOCurrentpOpinionpinpChemicalpEngineeringbO2018bOhhbOhfochgk 5.4 22

19
yOmetabolicOfluxOanalysisOofOthreeOdivergentOextremelyOthermophilicObacteriapOGeobacillusOspdOLyiffbO
ThermusOthermophilusOHxnbOandORhodothermusOmarinusOzSMOjhkhdOMetabolicpEngineeringbO2017bO
jjbOgnhcgof

9.7 21

18 wOguideOtoOdecipheringOmicrobialOinteractionsOandOmetabolicOfluxesOinOmicrobiomeOcommunitiesdO
CurrentpOpinionpinpBiotechnologybO2020bOljbOhifchim 11.4 21

17 yocutilizationOofOglucoseOandOxyloseObyOevolvedOThermusOthermophilusOLyggiOstrainOelucidatedObyO
Xgi[yOmetabolicOfluxOanalysisOandOwholeOgenomeOsequencingdOMetabolicpEngineeringbO2016bOimbOlicmg 9.7 21

16 ¹romO³scherichiaOcoliOmutantOgiyOlabelingOdataOtoOaOcoreOkineticOmodelpOwOkineticOmodelO
parameterizationOpipelinedOPLoSpComputationalpBiologybO2019bOgkbOegffmigo 5 21

15 ³ngineeringO³scherichiaOcoliOforOmethanolcdependentOgrowthOonOglucoseOforOmetaboliteO
productiondOMetabolicpEngineeringbO2020bOlfbOjkckk 9.7 19

14 wnOunconventionalOuptakeOrateOobjectiveOfunctionOapproachOenhancesOapplicabilityOofOgenomecscaleO
modelsOforOmammalianOcellsdONpjpSystemspBiologypandpApplicationsbO2019bOkbOhk 5 16

(2019-2016)

5



13
yomprehensiveOmetabolicOmodelingOofOmultipleOgiycisotopomerOdataOsetsOtoOstudyOmetabolismOinO
perfusedOworkingOheartsdOAmericanpJournalpofpPhysiologyp-pHeartpandpCirculatorypPhysiologybO2016bO
iggbOHnngcHnog

5.2 16

12 ImprovingOsyntheticOmethylotrophyOviaOdynamicOformaldehydeOregulationOofOpentoseOphosphateO
pathwayOgenesOandOredoxOperturbationdOMetabolicpEngineeringbO2020bOkmbOhjmchkk 9.7 15

11 wOguideOtoOmetabolicOfluxOanalysisOinOmetabolicOengineeringpOMethodsbOtoolsOandOapplicationsdO
MetabolicpEngineeringbO2021bOlibOhcgh 9.7 15

10 TandemOMassOSpectrometryOforOyOMetabolicO¹luxOwnalysispOMethodsOandOwlgorithmsOxasedOonO³MUO
¹rameworkdOFrontierspinpMicrobiologybO2019bOgfbOig 5.7 14

9 UsingOmultipleOtracersOforOgiyOmetabolicOfluxOanalysisdOMethodspinpMolecularpBiologybO2013bOonkbOikiclk 1.4 14

8 zeletionOofOfourOgenesOinO³scherichiaOcoliOenablesOpreferentialOconsumptionOofOxyloseOandOsecretionO
ofOglucosedOMetabolicpEngineeringbO2019bOkhbOglncgmm 9.7 14

7 TriggeringOtheOstringentOresponseOenhancesOsyntheticOmethanolOutilizationOinO³scherichiaOcolidO
MetabolicpEngineeringbO2020bOlgbOgcgf 9.7 7

6 wdaptiveOlaboratoryOevolutionOofOmethylotrophicO³scherichiaOcoliOenablesOsynthesisOofOallOaminoO
acidsOfromOmethanolcderivedOcarbondOAppliedpMicrobiologypandpBiotechnologybO2021bOgfkbOnlocnml 5.7 7

5 ImprovingOtheOMethanolOToleranceOofOanOMethylotrophOviaOwdaptiveOLaboratoryO³volutionO³nhancesO
SyntheticOMethanolOUtilizationdOFrontierspinpMicrobiologybO2021bOghbOlinjhl 5.7 7

4 RegulatoryOinterventionsOimproveOtheObiosynthesisOofOlimitingOaminoOacidsOfromOmethanolOcarbonOtoO
improveOsyntheticOmethylotrophyOinO³scherichiaOcolidOBiotechnologypandpBioengineeringbO2021bOggnbOjickm 4.9 3

3 yoordinatedOreprogrammingOofOmetabolismOandOcellOfunctionOinOadipocytesOfromOproliferationOtoO
differentiationddOMetabolicpEngineeringbO2021bOlobOhhgchif 9.7 1

2 LaboratoryOevolutionOofOmultipleO³dOcoliOstrainsOrevealsOunifyingOprinciplesOofOadaptationObutO
diversityOinOdrivingOgenotypes 1

1 ycmetabolicOfluxOanalysisOofOylostridiumOljungdahliiOilluminatesOitsOcoreOmetabolismOunderO
mixotrophicOcultureOconditionsddOMetabolicpEngineeringbO2022bOmhbOglgcgmf 9.7 0

Maciek R Antoniewicz

6


