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Contribution of major FLM isoforms to temperature-dependent flowering in Arabidopsis thaliana. 0.4 04
Journal of Experimental Botany, 2017, 68, 5117-5127. ’

Dynamics of H3K4me3 Chromatin Marks Prevails over H3K27me3 for Gene Regulation during Flower
Morphogenesis in Arabidopsis thaliana. Epigenomes, 2017, 1, 8.

A SAM oligomerization domain shapes the genomic binding landscape of the LEAFY transcription
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