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56 UniversalMSpectrumMIdentifierMforMmassMspectradMNaturemMethodsbM2021bMgnbMmlncmmf 21.6 9

55 wMnewMratMmodelMofMcreatineMtransporterMdeficiencyMrevealsMbehavioralMdisorderMandMalteredMbrainM
metabolismdMScientificmReportsbM2021bMggbMglil 4.9 5

54 ExudativeMglutamineMlossesMcontributeMtoMhighMneedsMafterMburnMinjurydMJournalmofmParenteralmandm
EnteralmNutritionbM2021bM 4.2 3

53 ProteomicsMStandardsMInitiativeMExtendedMéwSTwMéormatdMJournalmofmProteomemResearchbM2019bMgnbMhlnlchloh5.6 11

52 ExpandingMtheMUseMofMSpectralMLibrariesMinMProteomicsdMJournalmofmProteomemResearchbM2018bMgmbMjfkgcjflf5.6 26

51 SemisyntheticMsensorMproteinsMenableMmetabolicMassaysMatMtheMpointMofMcaredMSciencebM2018bMilgbMgghhcgghl33.3 78
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49 TieredMHumanMIntegratedMSequenceMSearchMzatabasesMforMShotgunMProteomicsdMJournalmofmProteomem
ResearchbM2016bMgkbMjfogcjgff 5.6 16
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standardsMinitiativedMJournalmofmthemAmericanmMedicalmInformaticsmAssociation:mJAMIAbM2015bMhhbMjokckfl 8.6 42

47 ProteomeXchangeMprovidesMgloballyMcoordinatedMproteomicsMdataMsubmissionMandMdisseminationdM
NaturemBiotechnologybM2014bMihbMhhicl 44.5 2053

46 yontrolledMvocabulariesMandMontologiesMinMproteomicspMoverviewbMprinciplesMandMpracticedMBiochimicam
EtmBiophysicamActam-mProteinsmandmProteomicsbM2014bMgnjjbMoncgfm 4 26

45 wMstandardizedMframingMforMreportingMproteinMidentificationsMinMmzIdentMLMgdhdMProteomicsbM2014bM
gjbMhinocoo 4.8 16

44 TheMMinimalMInformationMaboutMaMProteomicsMExperimentMWMIwPEXMfromMtheMProteomicsMStandardsM
InitiativedMMethodsminmMolecularmBiologybM2014bMgfmhbMmlkcnf 1.4 23

43 GuidelinesMforMreportingMquantitativeMmassMspectrometryMbasedMexperimentsMinMproteomicsdMJournalm
ofmProteomicsbM2013bMokbMnjcn 3.9 37

42 TheMHUPOMproteomicsMstandardsMinitiativecMmassMspectrometryMcontrolledMvocabularydMDatabase:mthem
JournalmofmBiologicalmDatabasesmandmCurationbM2013bMhfgibMbatffo 5 56

41 StandardMguidelinesMforMtheMchromosomeccentricMhumanMproteomeMprojectdMJournalmofmProteomem
ResearchbM2012bMggbMhffkcgi 5.6 121

40 TenMyearsMofMstandardizingMproteomicMdatapMaMreportMonMtheMHUPOcPSIMSpringMWorkshoppMwprilM
ghcgjthbMhfghbMSanMziegobMUSwdMProteomicsbM2012bMghbMhmlmcmh 4.8 15
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39 TheMmzIdentMLMdataMstandardMforMmassMspectrometrycbasedMproteomicsMresultsdMMolecularmandm
CellularmProteomicsbM2012bMggbMMgggdfgjing 7.6 150

38 TraMLccaMstandardMformatMforMexchangeMofMselectedMreactionMmonitoringMtransitionMlistsdMMolecularm
andmCellularmProteomicsbM2012bMggbMRgggdfgkfjf 7.6 58

37 mzMLccaMcommunityMstandardMforMmassMspectrometryMdatadMMolecularmandmCellularmProteomicsbM2011bM
gfbMRggfdfffgii 7.6 424

36 GuidelinesMforMreportingMtheMuseMofMgelMimageMinformaticsMinMproteomicsdMNaturemBiotechnologybM2010
bMhnbMlkkcl 44.5 21

35 wMsimpleMworkflowMtoMincreaseMMShMidentificationMrateMbyMsubsequentMspectralMlibraryMsearchdM
ProteomicsbM2009bMobMgmigcl 4.8 27

34 GettingMaMgripMonMproteomicsMdataMcMProteomicsMzataMyollectionMWProzayXdMProteomicsbM2009bMobMiohncii 4.8 14

33 SecondMJointMHUPOMpublicationMandMProteomicsMStandardsMInitiativeMworkshopdMProteomicsbM2009bMobMjjhlcn4.8 6

32 wnnualMspringMmeetingMofMtheMProteomicsMStandardsMInitiativedMProteomicsbM2009bMobMjjhocih 4.8 8

31 XcRankpMaMrobustMalgorithmMforMsmallMmoleculeMidentificationMusingMtandemMmassMspectrometrydM
AnalyticalmChemistrybM2009bMngbMmlfjcgf 7.8 65

30 PromotingMcoherentMminimumMreportingMguidelinesMforMbiologicalMandMbiomedicalMinvestigationspMtheM
MIxxIMprojectdMNaturemBiotechnologybM2008bMhlbMnnocol 44.5 417

29 GuidelinesMforMreportingMtheMuseMofMmassMspectrometryMinMproteomicsdMNaturemBiotechnologybM2008bM
hlbMnlfcg 44.5 72

28 GuidelinesMforMreportingMtheMuseMofMmassMspectrometryMinformaticsMinMproteomicsdMNaturem
BiotechnologybM2008bMhlbMnlh 44.5 55

27 GuidelinesMforMreportingMtheMuseMofMgelMelectrophoresisMinMproteomicsdMNaturemBiotechnologybM2008bM
hlbMnlicj 44.5 48

26 TheMPSIcMOzMcommunityMstandardMforMrepresentationMofMproteinMmodificationMdatadMNaturem
BiotechnologybM2008bMhlbMnljcl 44.5 104

25
éiveMyearsMofMprogressMinMtheMStandardizationMofMProteomicsMzataMjthMwnnualMSpringMWorkshopMofM
theMHUPOcProteomicsMStandardsMInitiativeMwprilMhichkbMhffmMEcoleMNationaleMSupˆ'rieureMWENSXbM
LyonbMérancedMProteomicsbM2007bMmbMijilcjf

4.8 42

24 TheMminimumMinformationMaboutMaMproteomicsMexperimentMWMIwPEXdMNaturemBiotechnologybM2007bMhkbMnnmcoi44.5 583

23 wutomatedMreprocessingMpipelineMforMsearchingMheterogeneousMmassMspectrometricMdataMofMtheM
HUPOMxrainMProteomeMProjectMpilotMphasedMProteomicsbM2006bMlbMkfgkcho 4.8 50
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21 MassMSpectrometryMinMProteomicsM2005bMgikcglo

20 MSightpManMimageManalysisMsoftwareMforMliquidMchromatographycmassMspectrometrydMProteomicsbM
2005bMkbMhingcj 4.8 125

19
GoldMcoatingMofMnoncconductiveMmembranesMbeforeMmatrixcassistedMlaserMdesorptioneionizationM
tandemMmassMspectrometricManalysisMpreventsMchargingMeffectdMRapidmCommunicationsminmMassm
SpectrometrybM2005bMgobMlfkcgf
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18 TheMESéMProgrammeMonMéunctionalMGenomicsMWorkshopMonMUzataMIntegrationMinMéunctionalM
GenomicspMwpplicationMtoMxiologicalMPathwaysUdMComparativemandmFunctionalmGenomicsbM2004bMkbMgjnckk 1

17 TheMmolecularMscannerpMconceptMandMdevelopmentsdMCurrentmOpinionminmBiotechnologybM2004bMgkbMgmchi 11.4 26

16 zataMminingMforMmasscspectraMbasedMdiagnosisMandMbiomarkerMdiscoverydMDrugmDiscoverymTodaym
BiosilicobM2004bMhbMhgjchhh 8

15 MassMspectrometrycbasedMproteomicspMcurrentMstatusMandMpotentialMuseMinMclinicalMchemistrydMClinicalm
ChemistrymandmLaboratorymMedicinebM2003bMjgbMgkjfckg 5.9 26

14 PeptideMmassMfingerprintingMpeakMintensityMpredictionpMextractingMknowledgeMfromMspectradM
ProteomicsbM2002bMhbMgimjcog 4.8 44

13 MolecularMscannerMexperimentMwithMhumanMplasmapMimprovingMproteinMidentificationMbyMusingM
intensityMdistributionsMofMmatchingMpeptideMmassesdMProteomicsbM2002bMhbMgjgichk 4.8 14
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yonferenceMReportpMTheMESéMProgrammeMonMIntegratedMwpproachesMforMéunctionalMGenomicsdM
WorkshopMonMUzataMIntegrationMinMéunctionalMGenomicsMandMProteomicsUdMComparativemandm
FunctionalmGenomicsbM2002bMibMglchg
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11 ProteomeMwnalysisdMMethodsmandmPrinciplesminmMedicinalmChemistrybM2001bMlocggn 0.4 1

10 TheMmouseMSWISSchzMPwGEMdatabasepMaMtoolMforMproteomicsMstudyMofMdiabetesMandMobesitydM
ProteomicsbM2001bMgbMgilcli 4.8 143

9 wMclinicalMmolecularMscannerMtoMstudyMhumanMproteomeMcomplexitydMNovartismFoundationmSymposiumbM
2000bMhhobMiicnqMdiscussionMincjf 2

8 ModelingMpeptideMmassMfingerprintingMdataMusingMtheMatomicMcompositionMofMpeptidesdM
ElectrophoresisbM1999bMhfbMikhmcij 3.6 71

7 ImprovingMproteinMidentificationMfromMpeptideMmassMfingerprintingMthroughMaMparameterizedM
multiclevelMscoringMalgorithmMandManMoptimizedMpeakMdetectiondMElectrophoresisbM1999bMhfbMikikckf 3.6 117

6 wMmolecularMscannerMtoMautomateMproteomicMresearchMandMtoMdisplayMproteomeMimagesdMAnalyticalm
ChemistrybM1999bMmgbMjongcn 7.8 118

5 TowardMaMclinicalMmolecularMscannerMforMproteomeMresearchpMparallelMproteinMchemicalMprocessingM
beforeMandMduringMwesternMblotdMAnalyticalmChemistrybM1999bMmgbMjnffcm 7.8 119

4 HighcthroughputMmassMspectrometricMdiscoveryMofMproteinMpostctranslationalMmodificationsdMJournalm
ofmMolecularmBiologybM1999bMhnobMljkckm 6.5 266
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