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k Paper IF Citations

54 yhromosomalNassemblyNandNanalysesNofNgenomecwideNrecombinationNratesNinNtheNforestNpathogenicN
fungusNwrmillariaNostoyaedNHereditybN2020bNghjbNloocmgi 3.6 7

53 InfectionNcushionsNofNFusariumNgraminearumNareNfungalNarsenalsNforNwheatNinfectiondNMolecularf
PlantfPathologybN2020bNhgbNgfmfcgfnm 5.7 14

52 yhitinNandNchitosanNremodelingNdefinesNvegetativeNdevelopmentNandNTrichodermaNbiocontroldNPLoSf
PathogensbN2020bNglbNegffnihf 7.6 16

51 GenomeNanalysisNofNaNxacillusNsubtilisNstrainNrevealsNgeneticNmutationsNdeterminingNbiocontrolN
propertiesdNWorldfJournalfoffMicrobiologyfandfBiotechnologybN2019bNikbNkh 4.4 9

50 TowardsNtheNxiologicalNyontrolNofNzevastatingNForestNPathogensNfromNtheNGenusNwrmillariadNForestsbN
2019bNgfbNgfgi 2.8 13

49 wnalysisNofNtheNglobalNregulatorNLaegNuncoversNaNconnectionNbetweenNLaegNandNtheNhistoneN
acetyltransferaseNHwTgNinNFusariumNfujikuroidNAppliedfMicrobiologyfandfBiotechnologybN2018bNgfhbNhmochok5.7 17

48 yomparativeNgenomicNandNtranscriptomicNanalysesNunveilNnovelNfeaturesNofNazoleNresistanceNandN
adaptationNtoNtheNhumanNhostNinNyandidaNglabratadNFEMSfYeastfResearchbN2018bNgnbN 3.1 21

47 TheNGprgcregulatedNSurmNfamilyNproteinNSfphNisNrequiredNforNhyphalNgrowthNandNcellNwallNstabilityNinN
theNmycoparasiteNTrichodermaNatroviridedNScientificfReportsbN2018bNnbNghflj 4.9 17

46 ProductionNandNRoleNofNHormonesNzuringNInteractionNofNSpeciesNWithNMaizeNWNLdYNSeedlingsdNFrontiersf
infPlantfSciencebN2018bNobNgoil 6.2 20

45
−lucidationNofNtheNTwoNHiKilmeiNHistoneNMethyltransferasesNSethNandNwshgNinNUnravelsNTheirN
zifferentNyhromosomalNTargetsNandNaNMajorNImpactNofNwshgNonNGenomeNStabilitydNGeneticsbN2018bN
hfnbNgkicgmg

4 40

44 wNNewNReferenceNGenomeNShowsNtheNOnecSpeedNGenomeNStructureNofNtheNxarleyNPathogenN
RamulariaNcolloccygnidNGenomefBiologyfandfEvolutionbN2018bNgfbNihjicihjo 3.9 12

43 GenomeNsequenceNofNtheNhighlyNweakcacidctolerantNZygosaccharomycesNbailiiNISTifhbNamenableNtoN
geneticNmanipulationsNandNphysiologicalNstudiesdNFEMSfYeastfResearchbN2017bNgmbN 3.1 11

42 GenomeNexpansionNandNlineagecspecificNgeneticNinnovationsNinNtheNforestNpathogenicNfungiN
wrmillariadNNaturefEcologyfandfEvolutionbN2017bNgbNgoigcgojg 12.3 85

41 yomparativeNgenomicsNofNgeographicallyNdistantNFusariumNfujikuroiNisolatesNrevealedNtwoNdistinctN
pathotypesNcorrelatingNwithNsecondaryNmetaboliteNprofilesdNPLoSfPathogensbN2017bNgibNegffllmf 7.6 39

40 HighcdensityNgeneticNmappingNidentifiesNtheNgeneticNbasisNofNaNnaturalNcolonyNmorphologyNmutantNinN
theNrootNrotNpathogenNwrmillariaNostoyaedNFungalfGeneticsfandfBiologybN2017bNgfnbNjjckj 3.9 3

39 TheNGwTwcTypeNTranscriptionNFactorNysmgNRegulatesNyonidiationNandNSecondaryNMetabolismNindN
FrontiersfinfMicrobiologybN2017bNnbNggmk 5.7 26

38 wNTaleNofNGenomeNyompartmentalizationpNTheN−volutionNofNVirulenceNylustersNinNSmutNFungidN
GenomefBiologyfandfEvolutionbN2016bNnbNlngcmfj 3.9 85
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37 wNcompleteNtoolsetNforNtheNstudyNofNandNspdNasNaNfungalctemperateNgrassNpathosystemdNELifebN2016bN
kbN 8.9 36

36 yomparisonNofNFusariumNgraminearumNTranscriptomesNonNLivingNorNzeadNWheatNzifferentiatesN
SubstratecResponsiveNandNzefensecResponsiveNGenesdNFrontiersfinfMicrobiologybN2016bNmbNgggi 5.7 20

35 yomparativeNPOmicsPNofNtheNFusariumNfujikuroiNSpeciesNyomplexNHighlightsNzifferencesNinNGeneticN
PotentialNandNMetaboliteNSynthesisdNGenomefBiologyfandfEvolutionbN2016bNnbNikmjcikoo 3.9 81

34 yomparativeNgenomicsNtoNexploreNphylogeneticNrelationshipbNcrypticNsexualNpotentialNandNhostN
specificityNofNRhynchosporiumNspeciesNonNgrassesdNBMCfGenomicsbN2016bNgmbNoki 4.5 21

33 GloballyNdistributedNrootNendophyteNPhialocephalaNsubalpinaNlinksNpathogenicNandNsaprophyticN
lifestylesdNBMCfGenomicsbN2016bNgmbNgfgk 4.5 28

32 HxtgbNaNmonosaccharideNtransporterNandNsensorNrequiredNforNvirulenceNofNtheNmaizeNpathogenN
UstilagoNmaydisdNNewfPhytologistbN2015bNhflbNgfnlcggff 9.8 39

31 MolecularNanalysisNofNyoxiellaNburnetiiNinNGermanyNrevealsNevolutionNofNuniqueNclonalNclustersdN
InternationalfJournalfoffMedicalfMicrobiologybN2014bNifjbNnlncml 3.7 24

30 TheNgenomeNsequenceNofNtheNhighlyNaceticNacidctolerantNZygosaccharomycesNbailiicderivedN
interspeciesNhybridNstrainNISwgifmbNisolatedNfromNaNsparklingNwineNplantdNDNAfResearchbN2014bNhgbNhoocigi4.5 39

29 TheNFusariumNgraminearumNgenomeNrevealsNmoreNsecondaryNmetaboliteNgeneNclustersNandNhintsNofN
horizontalNgeneNtransferdNPLoSfONEbN2014bNobNeggfigg 3.7 80

28
wnalysisNofNtheN−lodeaNnuttalliiNtranscriptomeNinNresponseNtoNmercuryNandNcadmiumNpollutionpN
developmentNofNsensitiveNtoolsNforNrapidNecotoxicologicalNtestingdNEnvironmentalfSciencefnamp;f
TechnologybN2013bNjmbNnnhkcij

10.3 38

27
zecipheringNtheNcrypticNgenomepNgenomecwideNanalysesNofNtheNriceNpathogenNFusariumNfujikuroiN
revealNcomplexNregulationNofNsecondaryNmetabolismNandNnovelNmetabolitesdNPLoSfPathogensbN2013bN
obNegffijmk

7.6 321

26 LookingNforNbiomarkersNofNHgNexposureNbyNtranscriptomeNanalysisNinNtheNaquaticNplant−lodeaN
nuttalliidNE3SfWebfoffConferencesbN2013bNgbNhoffj 0.5

25 GenomeNcomparisonNofNbarleyNandNmaizeNsmutNfungiNrevealsNtargetedNlossNofNRNwNsilencingN
componentsNandNspeciescspecificNpresenceNofNtransposableNelementsdNPlantfCellbN2012bNhjbNgmiicjk 11.6 125

24 FGzxpNrevisitingNtheNgenomeNannotationNofNtheNplantNpathogenNFusariumNgraminearumdNNucleicf
AcidsfResearchbN2011bNiobNzlimco 20.1 73

23 PathogenicityNdeterminantsNinNsmutNfungiNrevealedNbyNgenomeNcomparisondNSciencebN2010bNiifbNgkjlcn 33.3 249

22 TranscriptomeNresponsesNtoNaluminumNstressNinNrootsNofNaspenNWPopulusNtremulaYdNBMCfPlantf
BiologybN2010bNgfbNgnk 5.3 43

21 P−zwNTNcoversNallNcompleteNRefSeqNgenomesdNNucleicfAcidsfResearchbN2009bNimbNzjfncgg 20.1 85

20 TheNposttranscriptionalNmachineryNofNUstilagoNmaydisdNFungalfGeneticsfandfBiologybN2008bNjkNSupplN
gbNSjfcl 3.9 27
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19 MIPSpNanalysisNandNannotationNofNgenomeNinformationNinNhffmdNNucleicfAcidsfResearchbN2008bNilbNzgolchfg20.1 123

18 TheNfungusNUstilagoNmaydisNandNhumansNshareNdiseasecrelatedNproteinsNthatNareNnotNfoundNinN
SaccharomycesNcerevisiaedNBMCfGenomicsbN2007bNnbNjmi 4.5 11

17 TheNFusariumNgraminearumNgenomeNrevealsNaNlinkNbetweenNlocalizedNpolymorphismNandNpathogenN
specializationdNSciencebN2007bNigmbNgjffch 33.3 668

16 FGzxpNaNcomprehensiveNfungalNgenomeNresourceNonNtheNplantNpathogenNFusariumNgraminearumdN
NucleicfAcidsfResearchbN2006bNijbNzjklcn 20.1 69

15 MIPSpNanalysisNandNannotationNofNproteinsNfromNwholeNgenomesNinNhffkdNNucleicfAcidsfResearchbN
2006bNijbNzglocmh 20.1 278

14 MPactpNtheNMIPSNproteinNinteractionNresourceNonNyeastdNNucleicfAcidsfResearchbN2006bNijbNzjilcjg 20.1 280

13 InsightsNfromNtheNgenomeNofNtheNbiotrophicNfungalNplantNpathogenNUstilagoNmaydisdNNaturebN2006bN
jjjbNomcgfg 50.4 867

12 yYGzpNtheNyomprehensiveNYeastNGenomeNzatabasedNNucleicfAcidsfResearchbN2005bNiibNziljcn 20.1 242

11 TheNFunyatbNaNfunctionalNannotationNschemeNforNsystematicNclassificationNofNproteinsNfromNwholeN
genomesdNNucleicfAcidsfResearchbN2004bNihbNkkiocjk 20.1 862

10 MitoPhbNanNintegratedNdatabaseNonNmitochondrialNproteinsNinNyeastNandNmandNNucleicfAcidsfResearchbN
2004bNihbNzjkoclh 20.1 68

9 MIPSpNanalysisNandNannotationNofNproteinsNfromNwholeNgenomesdNNucleicfAcidsfResearchbN2004bNihbNzjgcj 20.1 430

8 MolecularNevolutionNofNeukaryoticNgenomespNhemiascomycetousNyeastNspliceosomalNintronsdNNucleicf
AcidsfResearchbN2003bNigbNgghgcik 20.1 101

7 SystematicNanalysisNofNsporulationNphenotypesNinNlhjNnonclethalNhomozygousNdeletionNstrainsNofN
SaccharomycesNcerevisiaedNYeastbN2002bNgobNjfichh 3.4 42

6 MIPSpNaNdatabaseNforNgenomesNandNproteinNsequencesdNNucleicfAcidsfResearchbN2002bNifbNigcj 20.1 655

5 TranscriptionalNregulationNofNtheNyeastNPHOnNpromoterNinNcomparisonNtoNtheNcoregulatedNPHOkN
promoterdNJournalfoffBiologicalfChemistrybN2000bNhmkbNhhlmncnk 5.4 24

4 yhromatinNremodellingNatNtheNPHOnNpromoterNrequiresNSWIcSNFNandNSwGwNatNaNstepNsubsequentNtoN
activatorNbindingdNEMBOfJournalbN1999bNgnbNljfmcgj 13 113

3 yooperativeNPhohcPhojNinteractionsNatNtheNPHOkNpromoterNareNcriticalNforNbindingNofNPhojNtoN
UwSpgNandNforNefficientNtransactivationNbyNPhojNatNUwSphdNMolecularfandfCellularfBiologybN1998bNgnbNhlhocio4.8 61

2 TheNhomeodomainNproteinNPhohNandNtheNbasicchelixcloopchelixNproteinNPhojNbindNzNwN
cooperativelyNatNtheNyeastNPHOkNpromoterdNNucleicfAcidsfResearchbN1996bNhjbNjjmocnl 20.1 59
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1 NatriumdinitridoboratNmitNdemNlinearNgebautenbNsymmetrischenNxNhiâ��NcwniondNJournalfoffthefLessf
CommonfMetalsbN1990bNglhbNLgmcLhh 23
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